
S6 Fig
Artifact of sequencing when doing direct sequencing from cbPCR. (A) Explanation of the process in 
which a wild type amplicon can be generated even when the target is fully mutated. The small fraction of 
in-amplicon that is generated by priming of F-in in the mutant site generates a in-amplicon with wild type 
sequence. This fragment can then work as a megaprimer and generate a wild type out-amplicon. (B) 
Sequencing results of an HPRT1-mutant HeLa MZ clone having a +1 insertion (arrowhead) after 
conventional PCR or cbPCR. Although exactly the same DNA samples were used, direct sequencing 
after cbPCR resulted in the detection of wild type signals, which was an artifact. The same wild type 
sequence as Fig 4E is shown for comparison.
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