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Figure SS5. Translation efficiency of chloroplastic and mitochondrial RP mRNAs in wild type and Asp101 under normal
condition, after 1 h at 37°C and after 2 h recovery. A. Heatmap of chloroplastic RP mRNAs translation efficiency in log,
value. The Heatmap was performed on the 50 chloroplastic RP mRNAs identified in RNAseq database. 27 of them are grouped
in the same cluster. The numbers of transcripts and the mean value of TE of this cluster are marked. B. Heatmap of
mitochondrial RP mRNAs translation efficiency in log, value. The Heatmap was performed on the 7 mitochondrial RP mRNAs
identified in RNAseq database. 4 of them are grouped in a same cluster. The number of transcripts and the mean value of TE of

this cluster are marked.



