S2 Table. Strains, plasmids and oligonucleotides

Name Description Source
CEn 1305 s | VAT, USSSZISE ol 112 191 29, WAL, SUC2
CEN.PK1351-5B Ii\s/léb’\1T8%,):szlr(;aj;?f;:i&?;fk;))I(%UZ-S,1 12; trp1-289; MAL2-8° , SUC2, snr4(- This study
N A8 | onp smidS 1 12 o amaiionp This study
BY4741 MATa; his3A1; leu2A0; met15A0; ura3A0 Euroscarf
SC1403 MATa; ura3-52; leu2-3,112; KRE33::TAP-KIURA3 Euroscarf
SC1541 MATa; ura3-52; leu2-3,112; NOP58:: TAP-KIURA3 Euroscarf
SC1110 MATa; ura3-52; leu2-3,112; GAR1::TAP-KIURA3 Euroscarf
BY.WA5-2B MAT a, ura3A0; leu2A0; his3A1; KRE33::kanMX4 + pSH35 (Sharma et al., 2015)
BY.WA6-1B MAT a, ura3A0; leu2A0; his3A1; KRE33::kanMX4 + pSH35a (Sharma et al., 2015)
BY.WA8-1B MAT a, ura3A0; leu2A0; his3A1; KRE33::kanMX4 + pSH35¢ (Sharma et al., 2015)
BY.WA9-1C MAT A, ura3A0; leu2A0; his3A1; KRE33::kanMX4 + pSH35d (Sharma et al., 2015)
pJN23 A derivative pRS426 plasmid carrying SNR4 This study
pJN23a A derivative pRS426 plasmid carrying snr4(1,8):: TTGATTAT This study
pJN23b A derivative pRS426 plasmid carrying snr4(142,150)::GGTGGTGGG This study
pJN23c A derivative pRS426 plasmid carrying snr4(93,102)::GGTTGATTCT This study
pJN23d A derivative pRS426 plasmid carrying snr4(56,66):: TTTAATGAGGT This study
pJN23e A derivative pRS426 plasmid carrying snr4(136,142)::AAGGGGG This study
pJN23f A derivative pRS426 plasmid carrying snr4(130,150)::ATCTTGTTAC This study
pJN23g (A%ggr;\?;;vi?z?#éﬁ_rprfémld carrying snr4(93,102)::AGGTTT,; This study
ooz | SSeTe RS20t caring i ) TOTICTCG
pJN28 A derivative pRS426 plasmid carrying SNR45 This study
pJN28a A derivative pRS426 plasmid carrying snr45(3,10)::GACCTTCC This study
pJN28b A derivative pRS426 plasmid carrying snr45(77,84)::GTAACCAG This study
pJN28c A derivative pRS426 plasmid carrying snr45(61,68)::AGGACGGC This study
pJN28d A derivative pRS426 plasmid carrying snr45(117,127): TTGGAACAATG This study
pJN28e A derivative pRS426 plasmid carrying snr45(144,150)::A This study
pJN28f A derivative pRS426 plasmid carrying snr45(110,118)::A This study
nasg | SETSNE PRSI0 plamis caryng ST B TIOTOTAGA [y sy
A derivative pRS426 plasmid carrying snr45(61,68)::AAATAACTCTA,; .
pJN28h (79,84): TTGTGTAAGA; (118,127)::CCGTGGCCTTTTTCACCACCT This study
pSH35 A derivative pPK468 plasmid carrying Kre33-7xHis (Sharma et al., 2015)
pSH35a A derivative pPK468 plasmid carrying kre33-K289A (Sharma et al., 2015)
pSH35¢ A derivative pPK468 plasmid carrying kre33-H545A (Sharma et al., 2015)
pSH35d A derivative pPK468 plasmid carrying kre33-R637A (Sharma et al., 2015)
Name Sequence 5 —> 3’
GAATTGGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGAAAG
PINZ3-A1 CTTTGTAAATATG
pJN23-A2 GAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCGGTATAAT

AGAAGAATTTTAG




GAATTGGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAGATTAA

PIN28-A1 CTTGATAATGGAGTTG
IN2BAD GAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCGAGACCAA
P TCGACAGTCTTC
snR4-nb CTAGAGTTATTTTAAAACAC
snR45-nb GCGCAGGAACCGCTATCTCC
snR4-Mod- TATTAATAGTTAAAGCACCG
probe
;?;tS'MOd' ATTTTATAAAAGCGTCCTTG

pJN23a-sp-FP

CATTTTTTTATTTCAAAATCCCCATCTTGATAATCAGTCGATGAGGATAGGT
TATAG

pJN23a-sp-RP

CTATAACCTATCCTCATCGACTGATTATCAAGATGGGGATTTTGAAATAAA
AAAATG

pJN23b-sp-F2

GATTGTGCCGTGGCCTTTTGGTGGTGGGTTATAGCGGTGCTTTAACTATT
AATAACTG

pJN23b-sp-R2

ATTAATAGTTAAAGCACCGCTATAACCCACCACCAAAAGGCCACGGCACA
ATCCACATC

snR4-cF

GGCGTTTTTCACAAAGTGGTTGATTCTTGCTTTCCTGGGTCGATGTGG

snR4-cR

CGACCCAGGAAAGCAAGAATCAACCACTTTGTGAAAAACGCCCC

pJN23d-sp-F2

GTGTAACATCTGTGTTTTATTTAATGAGGTGTTATCCGGGGCGTTTTTCAC
AAAG

pJN23d-sp-R2

GTGAAAAACGCCCCGGATAACACCTCATTAAATAAAACACAGATGTTACAC
ATG

GGGTCGATGTGGATTGTGCCGTGGAAGGGGGCACCACCTTTATAGCGGT

snR4-eF GCTTTAAC

hRA-eR GCACCGCTATAAAGGTGGTGCCCCCTTCCACGGCACAATCCACATCGAC
CCAGGAAAGC

SNRA4-F GGATTGTGATCTTGTTACTTATAGCGGTGCTTTAACTATTAATAAC

SNR4-R CGCTATAAGTAACAAGATCACAATCCACATCGACCCAGG

SNR4-gF2 CACAAAGTAGGTTTTGCTTTCCTGGGTCGATGTG

snR4-gR2 GCAAAACCTACTTTGTGAAAAACGCCCCG

pJN23h-sp-F3

CATCTGTGTTTTATCTTCTCGGTTATCCGGGGCGTTTTTCACAAAGTAGGT
TTTGC

pJN23h-sp-R3

CCCGGATAACCGAGAAGATAAAACACAGATGTTACACATGAACTATAACC

pJN28a-sp-FP

GGTTTCATTTAAAGAAACCAATCTGGAAGGAAGTTTTTAAAAGAATACGAT
G

pJN28a-sp-RP

CGTATTCTTTTAAAAACTTCCTTCCAGATTGGTTTCTTTAAATGAAACCTCC

pJN28c-sp-F2

GCGTTTCAAATCGAACAATAGGACGGCGAGCGATCTGAGGTTTTAATGGA
G

pJN28c-sp-R2

CATTAAAACCTCAGATCGCTCGCCGTCCTATTGTTCGATTTGAAACGCAAA
TAATATC

pJN28e-sp-F2

CTTGTTACATTCTTAAGAATGACATTTTATAAAATTCTGATTCTTTTTTCTTT
C

pJN28e-sp-R2

GAAAGAAAAAAGAATCAGAATTTTATAAAATGTCATTCTTAAGAATGTAACA
AGATC

CTTGGAAGGTCATTGGTTTCTTTAAATGAAACCTCCAAAGAAAATCTAACG

SnR45-1 CGTCTTGGTAAAATATATGTACCGAGTGTTTCGCTTTTTATACC
GGAGGTTTCATTTAAAGAAACCAATGACCTTCCAAGTTTTTAAAAGAATAC

snR45-2 GATGATATTATTTGCGTTTCAAATCGAACAATTCTTCTCGGAGCGATCTGA
GG

snR45-2b GGAGGTTTCATTTAAAGAAACCAATGACCTTCCAAGTTTTTAAAAGAATAC

GATGATATTATTTGCGTTTCAAATCGAACAATTCTTCTCGGAGCGATC




GTCCTTGTCATTCTTAAGAATGTAACAAGATCAATGGGTTGCGCAGGAAC

snR45-3b CGCTATCTCCATTACTGGTTACGATCGCTCCGAGAAGAATTGTTCGATTTG

AAACGC
R45-4b CCCATTGATCTTGTTACATTCTTAAGAATGACAAGGACGCTTTTATAAAATT

SnRas- CTGATTCTTTTTTCTTTCATTCTTTTGTTGTTTTTGACTTGGGAG

snR45-3d CCTTGTCATTCTTAAGAATCATTGTTCCAAAATGGGTTGCGCAGGAACCG
CTATCTCCATTAAAACCTCAGATCGCTCCGAGAAGAATTGTTCGATTTG

snR45-4d GCAACCCATTTTGGAACAATGATTCTTAAGAATGACAAGGACGCTTTTATA
AAATTCTGATTCTTTTTTCTTTCATTCTTTTGTTGTTTTTGACTTGGG

snR45-3f GCGTCCTTGTCATTCTTAAGAATGTAACAAGATGCGCAGGAACCGCTATC
TCCATTAAAACCTCAGATCGCTCCGAGAAGAATTGTTCGATTTG

SnRA45-4f GGTTCCTGCGCATCTTGTTACATTCTTAAGAATGACAAGGACGCTTTTATA

: AAATTCTGATTCTTTTTTCTTTCATTCTTTTGTTGTTTTTGACTTGGG
snR45-3 GAATAGGTGGTGAAAAAGGCCACGGCAATGGGTTGCGCAGGAACCGCTA
¢ TCTCCATTATCTTACACAACAGATCGCTCCGAGAAGAATTGTTCGATTTG

snR45-2h CATTTAAAGAAACCAATGACCTTCCAAGTTTTTAAAAGAATACGATGATATT
ATTTGCGTTTCAAATCGAACAATAAATAACTCTAGAGCGATCTGTTG

snR45-3h GAATAGGTGGTGAAAAAGGCCACGGCAATGGGTTGCGCAGGAACCGCTA
TCTCCATTATCTTACACAACAGATCGCTCTAGAGTTATTTATTGTTCG

snR45-4h CCCATTGCCGTGGCCTTTTTCACCACCTATTCTTAAGAATGACAAGGACG
CTTTTATAAAATTCTGATTCTTTTTTCTTTCATTCTTTTGTTGTTTTTGAC

SnR45-5 CTAGTCTACAATTTAAGAACATATAAAAAGCTACTTGTGTACAGATGAGAT
GACTACTCCCAAGTCAAAAACAACAAAAGAATGAAAGAAAAAAG

probe 33 CGCTGCTCACCAATGG

probe 20 TGAGAAGGAAATGACGCT

probe 9 CCCACCTATTCCCTCTTGC

probe 5 GATTGCTCGAATGCCCAAAG

probe 4 CGGTTTTAATTGTCCTA

PE_40_25S TATCCTGAGGGAAACTTCGG

PE_34_18S

TAAGGTCTCGTTCGTTATCGC






