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Supplementary Text

Historical and ethnographic description of the Kazakh and Turkmen clans

studied
by Zhaxylyk Sabitov, Zhabagin Maxat and Oleg Balanovsky

The social structure of the tribal-clan group was the key structural element of political
organization in Eurasian steppe civilization. This structure was hierarchical and included tribes
consisting of clans, which, in turn, consisted of genealogical lineages. A lineage is a group of
people who consider themselves to be descendants of a common ancestor. Most steppe
genealogies, historical and ethnographic descriptions of clans or tribes link all descendants to the
tribe founder. However, lineage and clan are social, rather than biological, entities. A sequence
of ancestors indicated in the oral genealogical tradition might or might not coincide with the
genetic (biological) relationships. The patronymic tradition is that clan name is inherited from
father to sons - exactly like the Y-chromosome. That is why in cases when a social clan
originated from a single biological ancestor, the clan name is a quasi-genetic marker of the
ancestor's Y-chromosome.

Here we present historical, ethnographic and genealogical information on the tribes
genetically analyzed in this study.

Konyrat tribe

The tribe name reflects an ethno-cultural relationship with the Mongolian tribe Qongirat.
This tribe, according to written records, originated from the Darlekin Mongols. Darlekin, in turn,
were in a marital alliance with the ruling tribe, the Nyrun Mongols, which included the clan of
Genghis Khan [1]. The first wife of Genghis Khan, Borte, was also from the Qongirat tribe
(Supplementary Text Fig. 1). Around 1220, Genghis Khan ordered one of Borte's nephews
(Tinim-huregene, son of Terkamal) to move from East Asia to the area of Genghis' eldest son
Jochi in present-day Kazakhstan [2]. Nanguday [3] - descendant of Tinim in the fourth
generation [2] - is known from historical records as emir of the Golden Horde khans, and died in
1359 [4]. Some sources indicate that Nanguday had left 32 sons, some of whom established the
Suphy dynasty which ruled in Khorezm up to the 16th century. The Kazakh tribe Konyrat,
according to genealogical tradition, originated from two other sons of Nanguday: Zhygaly and
Meldebi (Supplementary Text Fig. 1). Zhygaly became ancestor of the Kulshigash clan, and
Meldebi became ancestor of two clans: Koktynuly and Kotenshi [3]. Note that the Uzbek
Konyrats, who ruled in Khorezm in the 19™ century, originated from another of Nanguday' sons -
Kharun-myrza [2]. At the turn of the 19" century the census size of the Kazakh Konyrat was
around 150,000 [5].



D:ily
n
Genghis
Terkamal Borte Khan
(1162-1227)
-IEH
MEa
Nogay
Agaday
Nanguday
(2
1359)
|
Zhygaly Melijebi
Kulshigash Kokt nuIy Kotenshl
Kara Abat- Karakose Supy Suienish  Dosymkul
Zhabat

Supplementary Text Figure 1. Genealogical scheme of the Konyrat tribe.



Kozha-Sumak clan group

According to genealogical tradition, the Kazakh clans Kozha and Sunak originated from
Near Eastern Muslim missionaries, who belonged to the Quraysh tribe and were paternal-line
relatives of the Prophet Muhammad; these Kazakh clans were thus Sayeds (Supplementary Text
Fig. 2) [3, 6-8]. Previous genetic studies of Sayeds from Pakistan and India have not revealed a
recent common paternal ancestor, but they were genetically closer to Arabs than to the control
samples from Pakistani and Indian populations [9]. Our preliminary analysis of the Y-
chromosomal gene pool of the Kozha clan revealed the prevalence of haplogroups Rla, J2, and
R2a indicating a likely West Asian origin (Middle East, Iran, or Tajikistan); thus missionaries
who brought Islam to Transoxiana might have originated from these regions [10].
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Supplementary Text Figure 2. Genealogical scheme of the Quraysh from the Eurasian steppe.
The red square designates Prophet Muhammad's position on the genealogy. Dashed lines indicate
dynasties from which lineages of the Kozha and Sunak clans originated.



Alimuly clan

According to genealogical studies, the Alimuly are part of the large Alshin tribe [5],
which supposedly migrated to the area of present-day Kazakhstan from East Asia [1] in the 13th
century [11]. “Alimuly” can be translated as "children of Alim". Historical records also indicate
other names of the Alimuly tribe: "Chumyn" and "Chekly". Genealogical legends record that the
ancestor of the Alimuly - Alau —who was emir of Janibek khan (1342-1357), and his son Kyduar
(Supplementary Text Fig. 3) was already an old man in 1420 [12]. After the Golden Horde
collapsed, Alimuly leaders in the beginning of the 17" century were in social and possibly in
biological relationships with the Uzbekistan rulers (for example, the status of the Alimuly leader
Jalantos was as high as that of Genghis Khan’s descendants). When Jalantos died around 1660,
Alimuly joined the Kazakhs. Nowadays, the Alimuly clan consists of six lineages: Kete,
Shomekey, Shekty (also known as "Chekly" [13]), Tortkara, Karakesek, and Karasakal
(Supplementary Text Fig. 3).
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Supplementary Text Figure 3. Genealogical scheme of the Alimuly clan.



Yomut tribe

The Yomut (Yomud) are one of the five large tribes of Turkmens, who dwelt in the
Astrabad region (in the area of present-day Iran). Historical evidence indicates that their ancestor
Yomut lived at the turn of the 8" century [13]. It is also known that the Oghuz, who were
ancestors of the Turkmen, were defeated by the Karluks in the 8" centur?]/, and migrated from
south-eastern Kazakhstan to lands along the Syr Darya river [14]. In the 13" century, the Yomuts
were under the rule of the Golden Horde Batu Khan [15]. By the beginning of the 18" century,
the Yomut tribe had split. One part migrated to Khorezm, while another part stayed in southwest
Turkmenia [16].
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Supplementary Figure 1. Frequencies of Y-chromosomal haplogroups in the tribal/clan
groups of Transoxiana.
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Supplementary Figure 2. Genetic relationships between Transoxianan populations.
Principal component analysis: PC2&3.
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Supplementary Figure 3. Genetic relationships between Transoxianan populations.
Principal component analysis: PC1&2.
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Supplementary Figure 4A. Phylogenetic network of the five-step neighbors of the modal
haplotype 1.
Colored contours designate boundaries of the selected clusters, named by the Greek letters.
Arrows indicate haplotypes considered as founders for the age calculation using the rho-statistic.
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Supplementary Figure 4B. Phylogenetic network of the five-step neighbors of the modal
haplotype 2.
Colored contours designate boundaries of the selected clusters, named by the Greek letters.
Arrows indicate haplotypes considered as founders for the age calculation using the rho-statistic.
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Supplementary Figure 4C. Phylogenetic network of the five-step neighbors of the modal
haplotype 3.
Colored contours designate boundaries of the selected clusters, named by the Greek letters.
Arrows indicate haplotypes considered as founders for the age calculation using the rho-statistic.
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Supplementary Figure 4D. Phylogenetic network of the five-step neighbors of the modal
haplotype 4.
Colored contours designate boundaries of the selected clusters, named by the Greek letters.
Arrows indicate haplotypes considered as founders for the age calculation using the rho-statistic.



