Supplementary for Sialic Acid Biosynthesis Impacts Hexosamine Pathway Metabolism and N-linked
Glycan Structure

SUPPLEMENTARY FIGURE LEGENDS
Supplementary Figure 1. MALDI-MS analysis of K88, K20, +GNE, +D176V and +Kinase cells.

Permethylated N-linked glycans from K88, K20, +GNE, +D176V and +Kinase cells were analyzed by
MALDI-TOF mass spectrometry. All molecular ions are in form of [M+Na]".
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Supplementary Table 1

Tabulated MALDI-TOF MS data of permethylated N-glycans from K88, K20, +GNE, +D176V and
+Kinase samples with proposed structures and relative intensities. The relative intensities are
presented as percentage calculated by dividing the signal intensities at the indicated mass by the total
intensities of all complex N-glycans within a sample. The intensities were extracted using the glyco-
bioinformatics tool Glycoworkbench (Ceroni A., et al. 2008). The relative intensities values from
these tables were used for generating the pie charts in Figure 6. Structural assignments are based on
monosaccharide composition (obtained by MALDI-TOF MS), fragmentation analyses (MALDI-
TOF/TOF MS/MS), and knowledge of glycan biosynthetic pathways. All molecular ions are [M+Na]".
Sugar symbol key: galactose (yellow circle), mannose (green circle), N-acetylglucosamine (blue
square), fucose (red triangle), and N-Acetylneuraminic acid (purple diamond).
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Mass Cartoon depiction of Relative intensities (%)
(m/z) proposed structure
K88 K20 +GNE | +D176V | +Kinase
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Mass Cartoon depiction of Relative intensities (%)
(m/z) proposed structure
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Mass Cartoon depiction of Relative intensities (%)
(m/z) proposed structure
K88 K20 +GNE | +D176V | +Kinase
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Mass Cartoon depiction of Relative intensities (%)
(m/z) proposed structure
K88 K20 +GNE | +D176V | +Kinase
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Mass Cartoon depiction of Relative intensities (%)
(m/z) proposed structure
K88 K20 +GNE | +D176V | +Kinase
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