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Reviewer reports:  

Reviewer #1: This paper is in reasonably good shape and the data will be useful for comparison to 

temperate Tigriopus. My only remaining comment is that the coverage of the CEGMA is relatively low and I 

don't know how that impacts the estimates of turnover in gene families (which the authors estimate to be 

quite high). Could this be a result of the fact that the assembly is missing a sizable proportion of core 

eukaryotic genes?  

 

Response) We have added BUSCO completeness results and two supplementary tables (Table S4 about 

CEGMA results and Table S5 about BUSCO results) in data description line 132.  

 


