
jgi|Chagl 1|14419|CHGT 04595 Chaetomium globosum CBS 148.51 

jgi|Thite2|2128774 Thielavia terrestris 

jgi|Spoth2|38704|Spoth1.e gw1.1.4086.1 Myceliophthora thermophila

gi|171690758|ref|XP 001910304.1  Podospora anserina S mat+

jgi|Neudi1|137181|fgenesh3 pm.C scaffold 3000122 Neurospora discreta

jgi|Neucr2|6271|NCU08042T0 Neurospora crassa 
jgi|Neute mat a1|128027|fgenesh2 pm.3 1064 Neurospora tetrasperma

jgi|Verda1|390|VDAG 00390T0 Verticillium dahliae

clr2VDBG 00779T0 | VDBG 00779 | Verticillium alfalfae VaMs.102 c

clr2MAPG 04988T0 | MAPG 04988 Magnaporthe poae

jgi|Maggr1|120997|MGG 01833T0 Magnaporthe grisea

MGG 01833T0 | MGG 01833 Magnaporthe oryzae

jgi|Verda1|8904|VDAG 03660T0 Verticillium dahliae

VDBG 02744T0 | VDBG 02744 Verticillium alfalfae

jgi|Fusox2|3710|FOXG 08883T2 Fusarium oxysporum f.sp. lycopersici

jgi|Fusve2|18693|FVEG 06510T0 Fusarium verticillioides 

gi|46118051|ref|XP 384856.1| FG04680.1 Fusarium graminearum

jgi|Necha2|56032|e gw1.99.3.1 Nectria haematococca

jgi|Triat2|246990|estExt Genewise1.C contig 261107 Trichoderma atroviride

jgi|TriviGv29 8 2|113696|gw1.6.118.1 Trichoderma virens

jgi|Trire2|26163|gw1.6.51.1 Trichoderma reesei

jgi|Sclsc1|1950|SS1G 08406T0 Sclerotinia sclerotiorum

clr2BcT4 9256T1 | BcT4 9256 | Botrytis cinerea T4

jgi|Botci1|2039|BC1T 03093 Botrytis cinerea B05.10

jgi|Sepmu1|38644|e gw1.2.2.1 Septoria musiva 

jgi|Seppo1|16778|gm1.2385 g Septoria populicola 

jgi|Mycgr3|36903|e gw1.2.1212.1 Mycosphaerella graminicola 

jgi|Dotse1|70002|estExt fgenesh1 kg.C 2 t20484 Dothistroma septosporum 

jgi|Bauco1|127015|fgenesh1 pm.15 38 Baudoinia compniacensis

jgi|Hyspu1|7185|NODE 44 length 893767 cov 26.1.g505.t1 Hysterium pulicare

jgi|Cocsa1|263865|CE59306 803 Cochliobolus sativus

jgi|Settu1|138139|estExt Genewise1Plus.C 3 t50255 Setosphaeria turcica 

jgi|Lepmu1|1763|Lema T087190.1 Leptosphaeria maculans

PTRG 10356 | Pyrenophora tritici-repentis

jgi|Pyrtt1|3477|PTTG 10179.1 Pyrenophora teres f. teres

clr2URET 02380 | UREG 02380 | Uncinocarpus reesii

clr2CIHT 01868 | CIHG 01860 | Coccidioides immitis

gi|255955293|ref|XP 002568399.1| Pc21g13820 Penicillium chrysogenum Wisconsin

jgi|Aspte1|9083|ATET 05520 Aspergillus terreus

gi|255940502|ref|XP 002561020.1| Penicillium chrysogenum Wisconsin

jgi|Neofi1|4967|7000001156985127 Neosartorya fischeri

jgi|Aspfu1|8637|Afu7g01310 mRNA Aspergillus fumigatus

jgi|Aspcl1|4387|7000001156852148 Aspergillus clavatus

An12g01870 An12g01870 AspGDID:ASPL0000214562 COORDS:An12 Aspergillus niger 

jgi|Aspnid1|8726|AN3369 Aspergillus nidulans

jgi|Aspte1|2823|ATET 08685 Aspergillus terreus

jgi|Aspfl1|32003|7000001155798830 Aspergillus flavus

jgi|Aspnid1|867|AN10543 Aspergillus nidulans
An16g01640 Aspergillus niger 

jgi|Necha2|52813|e gw1.80.17.1 Nectria haematococca

jgi|Aspfu1|964|Afu1g11000 mRNA Aspergillus fumigatus

jgi|Aspor1|480|AO090009000571 mRNA Aspergillus oryzae

jgi|Aspfl1|36914|7000001155827399 Aspergillus flavus

symbiont

jgi|Aspfu1|2268|Afu2g07480 mRNA Aspergillus fumigatus

jgi|Neofi1|7471|7000001156997581 Neosartorya fischeri

jgi|Aspcl1|8306|7000001156885563 Aspergillus clavatus

jgi|Aspnid1|4513|AN5808 Aspergillus nidulans

jgi|Aspte1|995|ATET 06857 Aspergillus terreus

jgi|Aspor1|10798|AO090011000944 mRNA Aspergillus oryzae

jgi|Aspfl1|30978|7000001155812993 Aspergillus flavus

gi|255941698|ref|XP 002561618.1| Pc16g13190 Penicillium chrysogenum Wisconsin

clr1 An05g00020 Aspergillus niger

clr1PTRG 11583 | Pyrenophora tritici-repentis

jgi|Pyrtt1|7107|PTTG 14843.1 Pyrenophora teres f. teres

clr1AB09537.1 Alternaria brassicicola

jgi|Cocsa1|84232|e gw1.4.583.1 Cochliobolus sativus

jgi|Settu1|20488|gm1.2614 g Setosphaeria turcica

clr1SNOT 03108 | SNOG 03108 Stagonospora nodorum 

jgi|Lepmu1|712|Lema T007120.1 Leptosphaeria maculans

jgi|Hyspu1|2195|NODE 144  Hysterium pulicare

jgi|Mycgr3|100535|estExt fgenesh1 pm.C chr 60224 Mycosphaerella graminicola

jgi|Bauco1|123202|fgenesh1 pm.7 371 Baudoinia compniacensis

jgi|Dotse1|73058|estExt fgenesh1 kg.C 7 t10160 Dothistroma septosporum

jgi|Sepmu1|163837|estExt fgenesh1 pm.C 5 t10363 Septoria musiva

jgi|Seppo1|94947|e gw1.9.58.1 Septoria populicola

clr1BcT4 6199T1 | BcT4 6199 | Botrytis cinerea BcT4

jgi|Botci1|7813|BC1T 05916 Botrytis cinerea B05.10

jgi|Sclsc1|7721|SS1G 13144T0 Sclerotinia sclerotiorum

jgi|Neucr2|5712|NCU07705T0 Neurospora crassa
jgi|Neute mat a1|107357|estExt Genewise1Plus.C 31392 Neurospora tetrasperma

jgi|Neudi1|75625|estExt Genewise1.C 31390 Neurospora discreta

jgi|Thite2|2115249|fgenesh kz1 kg.chromosome 2 4089 67891 Thielavia terrestris

jgi|Spoth2|2298863|fgenesh kz1 kg.chromosome 1 4930 32882 Myceliophthora thermophila

gi|171690570|ref|XP 001910210.1|Podospora anserina S mat+

jgi|Verda1|432|VDAG 00432T0 Verticillium dahliae

clr1VDBG 00821T0 | VDBG 00821 | Verticillium alfalfae

jgi|Chagl 1|14455|CHGT 04631 Chaetomium globosum

jgi|Maggr1|119841|MGG 01734T0 Magnaporthe grisea

MGG 01734T0 | MGG 01734 | Magnaporthe oryzae

MAPG 01726T0 | MAPG 01726 | Magnaporthe poae

jgi|Necha2|32419|e gw1.18.1708.1 Nectria haematococca

jgi|Fusve2|17955|FVEG 06046T0 Fusarium verticillioides 

jgi|Fusox2|3351|FOXG 08626T0 Fusarium oxysporum f.sp. lycopersici

gi|46121379|ref|XP 385244.1|FG05068.1 Fusarium graminearum

Jjgi|Thite2|2093260|gm1.9566 g Thielavia terrestris 

Jjgi|Spoth2|2113854|fgenesh1 pg.chromosome 7 657 Myceliophthora thermophila

Jjgi|Chagl 1|20267|CHGT 10443 Chaetomium globosum v1.0

Jjgi|Podan2|5170|Pa 3 9170 Podospora anserina S mat+

Jjgi|Neute mat a1|167750|Genemark.6708 g Neurospora tetrasperma 

Jjgi|Neute matA2|147374|estExt Genemark.C 40667 Neurospora discreta

Jjgi|Neucr2|2993|NCU05414T0 Neurospora crassa

Jjgi|Maggr1|113677|MGG 06954T0 Magnaporthe grisea

MMAPG 00097T0 | MAPG 00097Magnaporthe poae

MGG 06954T0 | MGG 06954 Magnaporthe oryzae
Gi|347837106|emb|CCD51678.1 Botrytis cinerea 

Jjgi|Botci1|5863|BC1T 00741 Botrytis cinerea B05.10

Jjgi|Sclsc1|392|SS1G 00392T0 Sclerotinia sclerotiorum 

Jjgi|Verda1|3221|VDAG 07703T0 Verticillium dahliae

VVDBG 05770T0 | VDBG 05770 Verticillium alfalfae 

Jjgi|Fusox2|6887|FOXG 11066T0 Fusarium oxysporum fp. Lycopersici

Jjgi|Fusve2|5298|FVEG 09735T0 Fusarium verticillioides

Ggi|46109510|ref|XP 381813.1|Fusarium graminearum

Jjgi|Triat2|53602|Triat1.e gw1.17.70.1 Trichoderma atroviride

Jjgi|TriviGv29 8 2|184565|estExt Genewise1Plus.C 910770 Trichoderma virens

Trire2|52438|-manual (correct model)Trichoderma reesei

jgi|Aspor1|6785|AO090102000387 Aspergillus oryzae

jgi|Aspfl1|35781|7000001155842338 Aspergillus flavus

An02g09990 Aspergillus niger

jgi|Aspte1|3374|ATET 09236 Aspergillus terreus

gi|255955575|ref|XP 002568540.1| Pc21g15300 Penicillium chrysogenum Wisconsin

jgi|Aspcl1|495|7000001156821729 Aspergillus clavatus

jgi|Neofi1|1851|7000001156969602 Neosartorya fischeri

jgi|Aspfu1|6169|Afu5g02690 mRNA Aspergillus fumigatus

jgi|Aspnid1|1566|AN8125 Aspergillus nidulans

HCEG 06166T0 | HCEG 06166 | Histoplasma capsulatum

URET 03950 | UREG 03950 | Uncinocarpus reesii

CIHT 00870 | CIHG 00863 | Coccidioides immitis

gi|255941296|ref|XP 002561417.1|Penicillium chrysogenum Wisconsin 

jgi|Neofi1|7632|7000001156998410 Neosartorya fischeri

jgi|Aspfu1|2435|Afu2g09340 mRNA Aspergillus fumigatus

jgi|Aspcl1|8469|7000001156886407 Aspergillus clavatus

jgi|Aspnid1|4190|AN6091 Aspergillus nidulans

jgi|Aspte1|3985|ATET 09847 Aspergillus terreus

An12g04970 Aspergillus niger

jgi|Aspor1|10636|AO090011000758 mRNA Aspergillus oryzae

jgi|Aspfl1|30816|7000001155812694 Aspergillus flavus

PTRG 02065 | Pyrenophora tritici-repentis AscomycotaDothideomycetes

jgi|Pyrtt1|4132|PTTG 10983.1 Pyrenophora teres f. teres

AB08440.1 Alternaria brassicicola

jgi|Settu1|171804|estExt fgenesh1 pm.C 3 t10220 Setosphaeria turcica

jgi|Cocsa1|35178|fgenesh1 kg.4 530 Locus9322v1rpkm10.49 Cochliobolus sativus

jgi|Lepmu1|1023|Lema T010230.1 Leptosphaeria maculans

SNOT 02774 Stagonospora nodorum

jgi|Hyspu1|5933|NODE 3321 Hysterium pulicare

jgi|Bauco1|71670|e gw1.7.515.1 Baudoinia compniacensis

jgi|Mycgr3|21193|gw1.6.802.1 Mycosphaerella graminicola

jgi|Dotse1|73340|estExt fgenesh1 kg.C 7 t10456 Dothistroma septosporum

jgi|Clafu1|190475|scf7180000130327 G4856 Cladosporium fulvum

jgi|Sepmu1|149198|estExt fgenesh1 kg.C 5 t10142 Septoria musiva

gi|Seppo1|30550|fgenesh1 kg.16 77 isotig04553 Septoria populicola

jgi|Aspor1|2117|AO090001000092 mRNA Aspergillus oryzae 

jgi|Aspfl1|25578|7000001155853117 Aspergillus flavus

jgi|Aspnid1|3011|AN12148 Aspergillus nidulans

gi|255947218|ref|XP 002564376.1| Pc22g03330 Penicillium chrysogenum Wisconsin

An03g06580-Aspergillus niger

jgi|Necha2|89106|fgenesh1 pg.sca 97 unmapped000008 Nectria haematococca

jgi|Trire2|111776|fgenesh5 pg.C scaffold 29000046 Trichoderma reesei 

jgi|TriviGv29 8 2|191864|fgenesh1 pm.58 12 Trichoderma virens

jgi|Triat2|202092|e gw1.26.1312.1 Trichoderma atroviride

BcT4 7556T1 | BcT4 7556 | Botrytis cinerea BcT4

jgi|Botci1|12986|BC1T 09235 Botrytis cinerea B05.10

jgi|Sclsc1|2363|SS1G 08819T0 Sclerotinia sclerotiorum 

jgi|Neucr2|4944|NCU07535T0 Neurospora crassa

jgi|Neute mat a1|150100|estExt fgenesh2 pg.C 40177 Neurospora tetrasperma

jgi|Neudi1|125709|estExt fgenesh2 pg.C 50076 Neurospora discreta

jgi|171685168|ref|XP 001907525.1| Podospora anserina S mat+

jgi|Spoth2|2063030|e gw1.4.2673.1 Myceliophthora thermophila

jgi|Thite2|2118168|fgenesh kz1 kg.chromosome 4 25 93202 Thielavia terrestris

jgi|Maggr1|115022|MGG 07681T0 Magnaporthe grisea

MGG 07681T0 | MGG 07681 | Magnaporthe oryzae

MAPG 09178T0 | MAPG 09178 | Magnaporthe poae

jgi|Verda1|9449|VDAG 04205T0 Verticillium dahliae

VDBG 04664T0 | VDBG 04664 | Verticillium alfalfae

jgi|TriviGv29 8 2|38517|Trive1.e gw1.7.559.1 Trichoderma virens

jgi|Trire2|123445|estExt fgenesh5 pg.C 220009 Trichoderma reesei 

jgi|Triat2|127060|Triat1.estExt fgenesh1 pm.C 10477 Trichoderma atroviride

jgi|Necha2|104278|estExt fgenesh1 pm.C sca 19 chr4 3 00096 Nectria haematococca

gi|46124251|ref|XP 386679.1|Fusarium graminearum

 jgi|Fusox2|12621|FOXG 02462T0 Fusarium oxysporum f.sp. lycopersici

 jgi-Fusve2|17467|FVEG 05647T0 Fusarium verticillioides

jgi|Aspor1|3816|AO090003001292 mRNA Aspergillus oryzae 

jgi|Aspfl1|28981|7000001155793452 Aspergillus flavus

An04g08600 Aspergillus niger

jgi|Aspnid1|6374|AN0388 Aspergillus nidulans
jgi|Aspte1|8472|ATET 04909 Aspergillus terreus

jgi|Aspcl1|8261|7000001156885335 Aspergillus clavatus

jgi|Neofi1|3660|7000001156978696 Neosartorya fischeri

jgi|Aspfu1|138|Afu1g01590 mRNA Aspergillus fumigatus

gi|255950766|ref|XP 002566150.1| Pc22g22560 Penicillium chrysogenum Wisconsin

jgi|Aspnid1|866|AN10550 Aspergillus nidulans
jgi|TriviGv29 8 2|58714|Trive1.fgenesh1 pm.C scaffold 19000067 Trichoderma virens 

jgi|Triat2|78601|Triat1.fgenesh1 pm.C scaffold 2000026 Trichoderma atroviride

jgi|Trire2|122208|estExt fgenesh5 pg.C 110068 Trichoderma reesei

jgi|Verda1|3522|VDAG 08004T0 Verticillium dahliae 

VDBG 01258T0 | VDBG 01258Verticillium alfalfae

jgi|Necha2|96746|fgenesh1 pm.sca 82 chr10 2 0000188 Nectria haematococca

gi|596550643|gb|EYB30196.1| Fusarium graminearum

jgi|Fusox2|24669|FOXG 06395T1 Fusarium oxysporum f.sp. lycopersici 

Xjgi|Fusve2|15272|FVEG 04245T2 Fusarium verticillioides

gi|171683359|ref|XP 001906622.1| Podospora anserina S mat+

jgi|Spoth2|2310145|fgenesh kz1 kg.chromosome 6 457 111133 Myceliophthora thermophila

jgi|Neucr2|6460|NCU06971T0 Neurospora crassa 

jgi|Neute mat a1|149796|estExt fgenesh2 pg.C 31046 Neurospora tetrasperma

jgi|Neudi1|103773|estExt Genewise1Plus.C 120594 Neurospora discreta

jgi|Thite2|2122523|fgenesh kz1 kg.chromosome 5 2014 125609 Thielavia terrestris

jgi|Maggr1|119512|MGG 01414T0 Magnaporthe grisea

MGG 01414T0 | MGG 01414 | Magnaporthe oryzae

MAPG 01170T0 | MAPG 01170Magnaporthe poae

BcT4 9248T1 | BcT4 9248 | Botrytis cinerea (T4) BcT4

jgi|Botci1|2020|BC1T 03074 Botrytis cinerea B05.10

gi|73354930|gb|AAZ75672.1 Sclerotinia sclerotiorum

gi|292630928|sp|A1DIC0.2|XLNR NEOFI Neosartorya fischeri

jgi|Aspfu1|3040|Afu2g15620 mRNA Aspergillus fumigatus

jgi|Aspcl1|1377|7000001156827220 Aspergillus clavatus

jgi|Aspor1|5924|AO090012000267 mRNA Aspergillus oryzae

jgi|Aspfl1|26684|7000001155834881 Aspergillus flavus

jgi|Aspnid1|3454|AN7610 Aspergillus nidulans
jgi|Aspte1|5995|ATET 02432 Aspergillus terreus

An15g05810 xlnR Aspergillus niger

gi|255953181|ref|XP 002567343.1| Pc21g02790 Penicillium chrysogenum Wisconsin

PTRG 00020 | Pyrenophora tritici-repentis

jgi|Pyrtt1|4998|PTTG 12090.1 Pyrenophora teres f. teres

xlnRAB04096.1 Alternaria brassicicola

jgi|Cocsa1|243860|CE39301 3521 Cochliobolus sativus

jgi|Settu1|145735|estExt Genewise1Plus.C 11 t10421 Setosphaeria turcica

xlnRSNOT 11733 | SNOG 11733 | Phaeosphaeria nodorum

jgi|Bauco1|304562|CE143459 12258 Baudoinia compniacensis

jgi|Dotse1|74570|estExt fgenesh1 kg.C 9 t10485 Dothistroma septosporum

jgi|Clafu1|196891|scf7180000130935 G12000 Cladosporium fulvum

jgi|Mycgr3|47382|e gw1.9.639.1 Mycosphaerella graminicola

jgi|Sepmu1|151346|estExt fgenesh1 kg.C 100054 Septoria musiva

jgi|Seppo1|47898|fgenesh1 pm.44 17 Septoria populicola v1.0

jgi|SerlaS7 3 2|55337|e gw1.8.1195.1 Serpula lacrymans S7.3 

jgi|Conpu1|123686|estExt Genewise1Plus.C 6 t10074 Coniophora puteana

jgi|Agabi varbisH97 2|224213|estExt Genewise1.C 70769 Agaricus bisporus var bisporus

jgi|Glotr1 1|66280|estExt Genewise1.C 000170260 Gloeophyllum trabeum

jgi|Punst1|97313|estExt Genewise1Plus.C 2 t20248 Punctularia strigosozonata

jgi|Lacbi2|668424|estExt fgenesh1 pm.C LG 4 t10027 Laccaria bicolor

jgi|Schco2|1092361|e gw1.4.2501.1 Schizophyllum commune

jgi|Copci1|2536|CC1G 02934T0 Coprinopsis cinerea okayama

jgi|Dicsq1|163586|estExt fgenesh1 pg.C 610042 Dichomitus squalens

jgi|Trave1|75707|estExt Genemark1.C 180012 Trametes versicolor

jgi|Gansp1|107535|fgenesh1 pg.4 605 Ganoderma sp. 10597 SS1

jgi|Cersu1|89102|fgenesh1 kg.29 41 isotig05991 Ceriporiopsis (Gelatoporia) subvermispora

jgi|Phaca1|262394|fgenesh2 kg.9 780 isotig04933 Phanerochaete carnosa

jgi|Phchr1|5288|fgenesh1 pg.C scaffold 8000463 Phanerochaete chrysosporium 

jgi|Wolco1|23609|fgenesh1 kg.3 36 isotig04544 Wolfiporia cocos

jgi|Fompi3|1031471|fgenesh1 pm.44 21 Fomitopsis pinicola

jgi|Hetan2|384208|estExt Genewise1.C 051101 Heterobasidion annosum (H. irregulare)

jgi|Stehi1|122072|fgenesh1 kg.8 292 isotig02522 Stereum hirsutum

jgi|Fomme1|97406|e gw1.18.547.1 Fomitiporia mediterranea

jgi|Aurde1|117434|fgenesh1 kg.168 2 isotig04891 Auricularia subglabra

jgi|Sebve1|198102|CE114452 8370 Sebacina vermifera 

jgi|Dacsp1|118411|estExt Genemark1.C 180004 Dacryopinax sp. DJM 731 SSP1

jgi|Cryvi1|294871|estExt Genewise1Plus.C 140271 Cryptococcus vishniacii

jgi|Cryne JEC21 1|3230|CNC03930.t01 Cryptococcus neoformans var neoformans

jgi|Treme1|69554|fgeneshTM pm.9 153 Tremella mesenterica Fries 

gi|321253801|ref|XP 003192855.1| hCGB C5350W Cryptococcus gatti

jgi|Ustma1|5401|UM05401 Ustilago maydis

jgi|Verda1|8892|VDAG 03648T0 Verticillium dahliae

VDBG 02731T0 | VDBG 02731Verticillium alfalfae 

jgi|Necha2|84318|fgenesh1 pg.sca 27 chr9 1 0000012 Nectria haematococca

jgi|Triat2|127670|Triat1.estExt fgenesh1 pm.C 30112 Trichoderma atroviride

jgi|TriviGv29 8 2|190368|fgenesh1 pm.5 128 Trichoderma virens 

jgi|Trire2|77513|estExt GeneWisePlus.C 80307 Trichoderma reesei
jgi|Aspfu1|1503|Afu1g16410 mRNA Aspergillus fumigatus

jgi|Aspcl1|6919|7000001156878459 Aspergillus clavatus 

jgi|Neofi1|2289|7000001156971804 Neosartorya fischeri 

jgi|Necha2|87850|fgenesh1 pg.sca 15 chr12 5 0000287 Nectria haematococca

Gi|699032226|emb|CEF83679.1| Fusarium graminearum 

jgi|Fusox2|10268|FOXG 13252T0 Fusarium oxysporum f.sp. lycopersici

jgi|Fusve2|8707|FVEG 12277T0 Fusarium verticillioides

jgi|Fusve2|11054|FVEG 12778T0 Fusarium verticillioides

jgi|Fusox2|15479|FOXG 15447T0 Fusarium oxysporum f.sp. lycopersici

ace2jgi|Necha2|84500|fgenesh1 pg.sca 27 chr9 1 0000194 Nectria haematococca

jgi|Trire2|78445|estExt GeneWisePlus.C 100483 Trichoderma reesei 
jgi|TriviGv29 8 2|69287|Trive1.fgenesh1 pg.C scaffold 21000128 Trichoderma virens

jgi|Triat2|42504|Triat1.e gw1.6.1371.1 Trichoderma atroviride

jgi|Maggr1|120167|MGG 08058T0 Magnaporthe grisea

gi|440470535|gb|ELQ39602.1 Magnaporthe oryzae

Jjgi|Neofi1|6338|7000001156991911 Neosartorya fischeri 

Jjgi|Aspfu1|9038|Afu7g06370 mRNA Aspergillus fumigatus 

Jjgi|Aspcl1|3552|7000001156847858 Aspergillus clavatus 

Jjgi|Aspor1|9640|AO090038000235 mRNA Aspergillus oryzae 
Ggi|238501300|ref|XP 002381884.1| Aspergillus flavus 

Ggi|255948076|ref|XP 002564805.1|Pc22g07890 Penicillium chrysogenum Wisconsin

Jjgi|Cocsa1|183002|estExt Genemark1.C 110047 Cochliobolus sativus 

Jjgi|Settu1|143585|estExt Genewise1Plus.C 9 t10032 Setosphaeria turcica

AAB08084.1 Alternaria brassicicola

Jjgi|Pyrtt1|5126|PTTG 12241.1 Pyrenophora teres f. teres

Jjgi|Lepmu1|12289|Lema T065410.1 Leptosphaeria maculans

MMAPG 09363T0 | MAPG 09363 | Magnaporthe poae

Jjgi|Fusox2|3778|FOXG 19949T0 Fusarium oxysporum f.sp. lycopersici 

Jjgi|Fusve2|18785|FVEG 06586T0 Fusarium verticillioides

Ggi|46133881|ref|XP 389256.1|Fusarium graminearum

Jjgi|Verda1|1070|VDAG 05552T0 Verticillium dahliae 

VVDBG 07983T0 | VDBG 07983 | Verticillium alfalfae

Ggi|46129246|ref|XP 388984.1|Fusarium graminearum

Jjgi|Spoth2|2303067|fgenesh kz1 kg.chromosome 3 3 61404 Myceliophthora thermophila

Jjgi|TriviGv29 8 2|209253|estExt fgenesh1 pg.C 60575 Trichoderma virens

Jjgi|Trire2|21997|estExt fgenesh1 pm.C 60072 Trichoderma reesei

Jjgi|Triat2|175405|gw1.26.1453.1 Trichoderma atroviride

jgi|Neofi1|9498|7000001157007586 Neosartorya fischeri

jgi|Aspfu1|7669|Afu6g05010 mRNA Aspergillus fumigatus 

jgi|Aspcl1|6412|7000001156875884 Aspergillus clavatus

jgi|Aspte1|9244|ATET 05681 Aspergillus terreus

jgi|Aspor1|7963|AO090701000036 mRNA Aspergillus oryzae

jgi|Aspfl1|31030|7000001155831068 Aspergillus flavus 

jgi|Aspni NRRL3 1|3593|NRRL3 03593 Aspergillus niger
gi|255931509|ref|XP 002557311.1| Pc12g04420 Penicillium chrysogenum Wisconsin

jgi|TriviGv29 8 2|222887|Genemark.5541 g Trichoderma virens

jgi|Triat2|191111|e gw1.18.424.1 Trichoderma atroviride

jgi|Aspnid1|2303|AN3835 Aspergillus nidulans

jgi|Clafu1|197320|scf7180000130987 G5025 Cladosporium fulvum

jgi|Mycgr3|39259|e gw1.3.1231.1 Mycosphaerella graminicola

jgi|Sepmu1|16250|gw1.9.531.1 Septoria musiva

jgi|Seppo1|61543|gw1.12.41.1 Septoria populicola

jgi|Fusox2|23428|FOXG 17624T0 Fusarium oxysporum f.sp. lycopersici 

jgi|Fusox2|15661|FOXG 15074T0 Fusarium oxysporum f.sp. lycopersici 

jgi|Fusox2|15674|FOXG 15086T0 Fusarium oxysporum f.sp. lycopersici

jgi|Fusox2|14654|FOXG 14394T0 Fusarium oxysporum f.sp. lycopersici

jgi|Aspor1|3749|AO090003001208 mRNA Aspergillus oryzae

jgi|Aspfl1|29045|7000001155790663 Aspergillus flavus

gi|255948826|ref|XP 002565180.1| Pc22g12360 Penicillium chrysogenum Wisconsin

jgi|Aspnid1|7725|AN2016 Aspergillus nidulans
jgi|Aspte1|722|ATET 00722 Aspergillus terreus

An04g06910 Aspergillus niger

jgi|Aspcl1|4939|7000001156854855 Aspergillus clavatus

jgi|Neofi1|706|7000001156963844 Neosartorya fischeri

jgi|Aspfu1|5467|Afu4g10160 mRNA Aspergillus fumigatus

amyRHCEG 00451T0 | HCEG 00451 | Histoplasma capsulatum

gi|46102916|ref|XP 380245.1| Fusarium graminearum PH-1

amyR-Fusve2|9|FVEG 00005T0 Fusarium verticillioides

jgi|Necha2|93992|fgenesh1 pm.sca 33 chr6 1 0000018 Nectria haematococca

jgi|Triat2|22871|Triat1.gw1.7.1180.1 Trichoderma atroviride

jgi|Trire2|55105|e gw1.2.219.1 Trichoderma reesei

jgi|TriviGv29 8 2|164135|e gw1.91.672.1 Trichoderma virens 

jgi|Verda1|9577|VDAG 04333T0 Verticillium dahliae

VDBG 04793T0 | VDBG 04793 | Verticillium alfalfae

jgi|Bauco1|48224|gw1.6.613.1 Baudoinia compniacensis

jgi|Sepmu1|147399|estExt fgenesh1 kg.C 2 t20022 Septoria musiva 

jgi|Seppo1|103817|e gw1.43.197.1 Septoria populicola

jgi|Mycgr3|111096|estExt fgenesh1 pg.C chr 100311 Mycosphaerella graminicola 

jgi|Dotse1|146525|estExt Genewise1.C 2 t30448 Dothistroma septosporum 

jgi|Clafu1|184622|scf7180000127224 G3269 Cladosporium fulvum

jgi|Settu1|174289|estExt fgenesh1 pm.C 80339 Setosphaeria turcica

jgi|Cocsa1|25239|fgenesh1 pg.5 311 Cochliobolus sativus

bglRAB06533.1 Alternaria brassicicola

bglRPTRG 06982 | Pyrenophora tritici-repentis

jgi|Pyrtt1|11591|PTTG 02079.1 Pyrenophora teres f. teres

jgi|Lepmu1|6584|Lema T115290.1 Leptosphaeria maculans

jgi|Hyspu1|8964|NODE 5425 length 488845 cov 26.g10677.t1 Hysterium pulicare

jgi|Aspor1|11236|AO090103000131 mRNA Aspergillus oryzae

jgi|Aspfl1|33706|7000001155789799 Aspergillus flavus

jgi|Aspnid1|2673|AN10423 Aspergillus nidulans

gi|255945967|ref|XP 002563751.1| Pc20g12660 Penicillium chrysogenum Wisconsin

jgi|Aspcl1|277|7000001156820603 Aspergillus clavatus

jgi|Neofi1|5987|7000001156990222 Neosartorya fischeri

jgi|Aspfu1|9762|Afu8g07230 mRNA Aspergillus fumigatus

jgi|Clafu1|192710|scf7180000130658 G5432 Cladosporium fulvum

jgi|Mycgr3|107320|estExt fgenesh1 pg.C chr 10960 Mycosphaerella graminicola

jgi|Sepmu1|146091|estExt fgenesh1 kg.C 1 t20105 Septoria musiva

jgi|Seppo1|31994|fgenesh1 kg.39 41 isotig04782 Septoria populicola

bglRBcT4 10331T1 | BcT4 10331 | Botrytis cinerea  BcT4

jgi|Botci1|3388|BC1T 14575 Botrytis cinerea B05.10

jgi|Chagl 1|17188|CHGT 07364 Chaetomium globosum

jgi|Spoth2|2301920|fgenesh kz1 kg.chromosome 2 1969 54127 Myceliophthora thermophila

jgi|Thite2|2108095|fgenesh kz1 kg.chromosome 1 2054 14625 Thielavia terrestris

gi|171692465|ref|XP 001911157.1| Podospora anserina S mat+

 jgi|Neucr2|6866|NCU07788T0 Neurospora crassa

jgi|Neute mat a1|81606|estExt Genewise1.C 20189 Neurospora tetrasperma

jgi|Neudi1|104411|estExt Genewise1Plus.C 140234 Neurospora discreta

jgi|Maggr1|113056|MGG 05343T0 Magnaporthe grisea

MGG 05343T0 | MGG 05343 | Magnaporthe oryzae

MAPG 04263T0 | MAPG 04263 | Magnaporthe poae

jgi|TriviGv29 8 2|156582|e gw1.83.225.1 Trichoderma virens 

jgi|Triat2|11573|Triat1.gw1.13.458.1 Trichoderma atroviride 

jgi|Trire2|52368|estExt Genewise1.C 300159 Trichoderma reesei
jgi|Fusox2|20990|FOXG 04688T0 Fusarium oxysporum f.sp. lycopersici

jgi|Necha2|22260|gw1.14.468.1 Nectria haematococca

jgi|Verda1|9884|VDAG 04640T0 Verticillium dahliae

VDBG 09402T0 | VDBG 09402 | Verticillium alfalfae

gi|46110403|ref|XP 382259.1|Fusarium graminearum

jgi|Fusve2|20271|FVEG 07545T0 Fusarium verticillioides

jgi|Fusox2|20654|FOXG 04427T1 Fusarium oxysporum f.sp. lycopersici

PTRG 04631 | Pyrenophora tritici-repentis

jgi|Pyrtt1|7627|PTTG 15551.1 Pyrenophora teres f. teres

jgi|Settu1|113089|estExt Genewise1.C 1 t10473 Setosphaeria turcica

jgi|Cocsa1|184965|estExt Genemark1.C 160216 Cochliobolus sativus

rhaR-AB03516.1 Alternaria brassicicola

jgi|Lepmu1|3822|Lema T093350.1 Leptosphaeria maculans

SNOT 11601 | SNOG 11601 | Stagonospora nodorum

jgi|Hyspu1|6136|NODE 361 length 60725 cov 25.7.g4800.t1 Hysterium pulicare

jgi|Dotse1|147895|estExt Genewise1.C 3 t10265 Dothistroma septosporum

jgi|Clafu1|188629|scf7180000130092 G3156 Cladosporium fulvum

jgi|Bauco1|30968 Baudoinia compniacensis

jgi|Sepmu1|124778| Septoria musiva

jgi|Seppo1|96883|e gw1.15.344.1 Septoria populicola 

jgi|Mycgr3|65129|estExt Genewise1Plus.C chr 10409 Mycosphaerella graminicola

jgi|Aspor1|1916|AO090005000121 mRNA Aspergillus oryzae

jgi|Aspfl1|33962|7000001155846460 Aspergillus flavus

jgi|Aspte1|7878|ATET 04315 Aspergillus terreus

An13g00910 Aspergillus niger
jgi|Aspcl1|3349|7000001156846855 Aspergillus clavatus 

jgi|Neofi1|6106|7000001156990795 Neosartorya fischeri 

jgi|Aspfu1|8837|Afu7g04340 mRNA Aspergillus fumigatus

gi|255953465|ref|XP 002567485.1| Pc21g04390 Penicillium chrysogenum Wisconsin

BcT4 9327T1 | BcT4 9327 | Botrytis cinerea BcT4

jgi|Botci1|2298|BC1T 13568 Botrytis cinerea B05.10

jgi|Sclsc1|3868|SS1G 10324T0 Sclerotinia sclerotiorum

jgi|Fusox2|23088|FOXG 05541T2 Fusarium oxysporum f.sp. lycopersici

jgi-Fusve2|12778|FVEG 02599T0 Fusarium verticillioides

gi|46136737|ref|XP 390060.1| Fusarium graminearum 

jgi|Necha2|41027|e gw1.5.1080.1 Nectria haematococca

jgi|Triat2|301349|estExt fgenesh1 kg.C contig 260653 Trichoderma atroviride

jgi|TriviGv29 8 2|113534|gw1.4.97.1 Trichoderma virens

jgi|Trire2|79871|estExt GeneWisePlus.C 160045 Trichoderma reesei

jgi|Verda1|2220|VDAG 06702T0 Verticillium dahliae

VDBG 07061T0 | VDBG 07061 | Verticillium alfalfae 

jgi|Neute mat a1|116502|estExt Genewise1Plus.C 62706 Neurospora tetrasperma

jgi|Neudi1|127409|estExt fgenesh2 pg.C 80213 Neurospora discreta

jgi|Neucr2|9723|NCU09033T0 Neurospora crassa 

jgi|Maggr1|120816|MGG 08314T0 Magnaporthe grisea

MGG 08314T0 | MGG 08314 | Magnaporthe oryzae

MAPG 02781T0 | MAPG 02781 | Magnaporthe poae

gi|171677484|ref|XP 001903693.1| Podospora anserina S mat+

jgi|Thite2|2110996|fgenesh kz1 kg.chromosome 1 4955 36861 Thielavia terrestris

jgi|Chagl 1|18260|CHGT 08436 Chaetomium globosum

jgi|Spoth2|53224|Spoth1.e gw1.5.2710.1 Myceliophthora thermophila

jgi|Sepmu1|152064|estExt fgenesh1 kg.C 120105 Septoria musiva

jgi|Seppo1|108629|e gw1.76.96.1 Septoria populicola 

jgi|Dotse1|72262|estExt fgenesh1 kg.C 5 t20266 Dothistroma septosporum

jgi|Mycgr3|111379|estExt fgenesh1 pg.C chr 120010 Mycosphaerella graminicola 

jgi|Bauco1|69220|e gw1.5.189.1 Baudoinia compniacensis

jgi|Lepmu1|10330|Lema T045160.1 Leptosphaeria maculans

jgi|Cocsa1|193461|estExt fgenesh1 pg.C 150119 Cochliobolus sativus

jgi|Settu1|134587|estExt Genewise1Plus.C 1 t60190 Setosphaeria turcica

jgi|Pyrtt1|9749|PTTG 18362.1 Pyrenophora teres f. teres

AAB03898.1 Alternaria brassicicola

jgi|Aspfu1|5104|Afu4g06420 mRNA Aspergillus fumigatus

jgi|Neofi1|1084|7000001156965685 Neosartorya fischeri

jgi|Aspcl1|4581|7000001156853076 Aspergillus clavatus

gi|255949746|ref|XP 002565640.1| Pc22g17270 Penicillium chrysogenum Wisconsin

An04g00780  Aspergillus niger

Jjgi|Aspnid1|847|AN10548 Aspergillus nidulans

Jjgi|Aspte1|9145|ATET 05582 Aspergillus terreus

Jjgi|Aspor1|4895|AO090023000946 mRNA Aspergillus oryzae

Jjgi|Aspfl1|33325|7000001155823010 Aspergillus flavus 

BBcT4 1494T1 | BcT4 1494 | Botrytis cinerea  BcT4

Jjgi|Botci1|11877|BC1T 09074 Botrytis cinerea B05.10
Jjgi|Sclsc1|11817|SS1G 04846T0 Sclerotinia sclerotiorum

Jjgi|TriviGv29 8 2|142199|e gw1.2.1475.1 Trichoderma virens 

Jjgi|Triat2|243762|estExt Genewise1.C contig 241593 Trichoderma atroviride

Jjgi|Trire2|67339|e gw1.21.226.1 Trichoderma reesei

Jjgi|Maggr1|120584|MGG 15085T0 Magnaporthe grisea

MMGG 15085T0 | MGG 15085 | Magnaporthe oryzae

MMAPG 11028T0 | MAPG 11028 | Magnaporthe poae

Jjgi|Fusox2|22766|FOXG 05378T0 Fusarium oxysporum f.sp. lycopersici

Jjgi|Fusve2|13070|FVEG 02751T0 Fusarium verticillioides

Ggi|46137029|ref|XP 390206.1| Fusarium graminearum

Jjgi|Verda1|66|VDAG 00066T0 Verticillium dahliae

VVDBG 00456T0 | VDBG 00456 | Verticillium alfalfae

Jjgi|Neucr2|8292|NCU04295T0 Neurospora crassa

Jjgi|Neute mat a1|84577|estExt Genewise1.C 23890 Neurospora tetrasperma

Jjgi|Neudi1|72261|estExt Genewise1.C 12459 Neurospora discreta

Ggi|171693767|ref|XP 001911808.1|Podospora anserina S mat+

Jjgi|Chagl 1|16855|CHGT 07031 Chaetomium globosum

Jjgi|Spoth2|46266|Spoth1.e gw1.3.116.1 Myceliophthora thermophila

Jjgi|Thite2|2108982|fgenesh kz1 kg.chromosome 1 2941 20543 Thielavia terrestris

AO090012000525| Aspergillus oryzae

An08g06580| Aspergillus niger 

AN0689| Aspergillus nidulans

Afu1g13510| Aspergillus fumigatus
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FacB outgroup: Eurotiomycetes
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Additional File 2. Maximum likelihood tree of Zn2Cys6 Transcription Factors (TFs).
In bold are the species for which the TF has been characterized, while in bold and larger font are the species in which the TF was first discovered.


