jgi|Fusox2[16969|FOXG 03102TO Fusarium oxysporum f.sp. lycopersici
& gi|46128637|ref| XP 388872.1 Fusarium graminearum
Jjgi|Fusve2|9633|FVEG 01965T0 Fusarium verticillioides
jgilNecha2|99663 Nectria haematococca
jgi|Triat2|223702 Trichoderma atroviride
2|||19i[TriviGv29 8 2|120564 Trichoderma virens

o1

jgi|Trire2|42249 Trichoderma reesei

79 | jgilVerda1|6436|VDAG 01770T0 Verticillium dahliae
VDBG 01782T0-|-VDBG 01782 Verticillium alfalfae Sordariomycetes
MAPG 02274T0-|MAPG 02274 Magnaporthe poae
jgilMaggr1[117214|MGG 02773T0 Magnaporthe grisea

63! MGG 02773T0-|MGG 02773 Magnaporthe oryzae

12 - jgi| Thite2|2064683 Thielavia terrestris

4 —I: jgi|Spoth2|2132441 Myceliophthora thermophila

jgi|Chagl 1|16294|CHGT 06470 Chaetomium globosum
33| - 9i|171684899|ref|XP 001907391.1 Podospora anserina
jgi|Neucr2|178|NCU07430T0 Neurospora crassa
jgi|Neudi1|165410 Neurospora discreta

jgi|Neute mat a1|147704 Neurospora tetrasperma

— ji|Sclsc1|12559|SS1G 05588T0 Sclerotinia sclerotiorum | Leotiomycetes
jgi|Tubme1|7461|GSTUMT00012198001 Tuber melanosporum | Pezizomycetes
gi|255951110]ref|XP 002566322.1|-Pc22924 340 Penicillium chrysogenum

7 URET 04511-|UREG 04511 Uncinocarpus reesii
93 —l—_HCEG 08305T0-|-HCEG 08305 Histoplasma capsulatum

jgi|Aspor1|8164|A0090120000095 Aspergillus oryzae .

-I igilAspfi1]27554|7000001155802469 Aspergillus flavus Eurotiomycetes

- jgilAspte1|1378|ATET 07240 Aspergillus terreus

- jgi|Aspnid1|1148|AN8676 Aspergillus nidulans

An12g08730-An12g08730 Aspergillus niger

jgi|Neofi1]9181|7000001157006031 Neosartorya fischeri

jgilAspfu1|7379|Afu6g02110 mRNA Aspergillus fumigatus
/ jgi|Aspcl1]6692|7000001156877297 Aspergillus clavatus

o4 | jgi|Dotse1|67461 Dothistroma septosporum

jgilClafu1]197329|scf7180000130988 G11087 Cladosporium fulvum

jgi|Sepmu1|145718 Septoria musiva

18

Ascomycota
2

x

24 jgi|Seppo1|17576 Septoria populicola

jgi|Bauco1|562991 Baudoinia compniacensis

- jgilHyspu1|858|NODE 12063 Hysterium pulicare
— jgilLepmu1|9164|Lema T039830.1 Leptosphaeria maculans Dothideomycetes
r AB06997.1 Alternaria brassicicola

PTRG 05354 Pyrenophora tritici-repentis

52| jgi|Pyrtt1]1909|PTTG 08148.1 Pyrenophora teres f. teres
jgi|Pyrtt1|9065|PTTG 17502.1 Pyrenophora teres f. teres
jgi|Cocsa1|75742 Cochliobolus sativus

8

51

jgi|Settu1]101383 Setosphaeria turcica

_I——jgi|Yarli1 |66362|YALIOC06842g Yarrowia lipolytica
6D gi|254572203|ref|XP 002493211.1 Komagataella pastoris

42 jgi|Sacce1|4720]YMR043W Saccharomyces cerevisiae
QP gi|254583326|ref|XP 002497231.1 Zygosaccharomyces rouxii
89

MCMA gi|50287621|ref|XP 446240.1 Candida glabrata

——— gi|50290553|ref|XP 447708.1Candida glabrata
——— gi|50312473|ref|XP 456272.1 Kluyveromyces lactis

75 — 9i|241957167|ref|XP 002421303.1 Candida dubliniensis
7_{CAWT 05447-|-CAWG 05447 Candida albicans

L CTRT 04896-|-CTRG 04896 Candida tropicalis

—— CPAG 03930.1-|-CPAG 03930 Candida parapsilosis

g7 r jgilCante1|129032 Candida tenuis

_L jgi|Cante1]|132918 Candida tenuis

— PGUT 00395-|-PGUG 00395 Candida gluilliermondii

27 {CLUT 04436-|-CLUG 04436 Candida lusitaniae

Saccharomycetes

=

8,

e

0i|294658992|ref|XP 461321.2 Debaryomyces hansenii C
jgi|Picst3]|67950 Pichia stipitis

i|:jgi|Ustma1|1224|UMO1224 Ustilago maydis |Usti|aginomycetes
jgilMalgl1]4213|MGL 4212 Malassezia globosa | Exobasidiomycetes

27 jgi|Aurde1|117552 Auricularia subglabra

jgi|Pirin1|71566 Piriformospora indica
jgi|Dicsq1|55330 Dichomitus squalens
jgi|Gansp1]45460 Ganoderma sp. 10597 SS1

jgi|Cersu1]|112320 Ceriporiopsis (Gelatoporia) subvermispora

61

— jgi|Schco2|6701 Schizophyllum commune . .
Agaricomycetes Basidiomycota

jgi|[Fompi3|1033211 Fomitopsis pinicola
—— jgi|Conpu1|104150 Coniophora puteana

o

L_ jgi|Hetan2|173338 Heterobasidion annosum
jgi|Stehi1|157492 Stereum hirsutum

13 jgi|Punst1]|130659 Punctularia strigosozonata
20 jgi|Agabi varbisH97 2|193683 Agaricus bisporus var bisporus
55 jgilLacbi2|522619 Laccaria bicolor
72 - jgi|Copci1]|6170|CC1G 07160T0 Coprinopsis cinerea okayama
73 tr/AOAOAOLLS2|AOAOAOLLS2 CUCSA Cucumis sativus
_| tr|D7KFE1|D7KFE1 ARALL Arabidopsis lyrata subsp. lyrata
tr|Q6YZE5|QBYZES ORYSJOryza sativa subsp. japonica Out group: Plantae, Spermatopsida
97 | tr]AOA078DJP5|A0A078DJP5 BRANA BnaA04g00890D Brassica napus

5 | tr|Q12Z80|Q12Z80 Petunia hybrida

—
02

Additional File 4. Maximum likelihood tree of MADS BOX (McmA) Transcription Factors (TFs).
In bold are the species for which the TF has been characterized, while in bold and larger font are the species in which the TF was first discovered.



