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Supplemental Data

Supplementary Figure S1. TCGA Validation, first approach. Gene signature of 87 differen-
tialy expressed genes  with high significance (q < 1e-40), only nine genes overlap with our 
signature.
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Supplementary Figure S2. TCGA Validation, second approach. Differential expression of 
TNBC versus nTNBC using only  33 of 40 genes of our signature.
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