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Figure S1. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(b) with 10% missing value percentage. 

 

  



Figure S2. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(c) with 15% missing value percentage. 

 

  



Figure S3. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(d) with 20% missing value percentage. 

 

  



Figure S4. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(e) with 25% missing value percentage. 

 

  



Figure S5. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(f) with 30% missing value percentage. 

 

  



Figure S6. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(g) with 35% missing value percentage. 

 

  



Figure S7. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(h) with 40% missing value percentage. 

 

  



Figure S8. Line charts of absolute Pearson correlation coefficient as well as the averaged ln(MAD) 

and ln(MSD) in simulated dataset D0(i) with 45% missing value percentage. 

 

  



Table S1. Definitions of the indices used to evaluate the performances of DEP detection methods. 

Measure Equation 

Sensitivity = Recall (R) = TPR 
TP

TP FN
 

Specificity = TNR = 1- FPR 
TN

TN FP
 

FDR 
FP

FP TP
 

Precision (P) 
TP

TP FP
 

f-score  
P R

P R




 

g-score (Geometric Mean Accuracy)  TPR TNR  

 


