
Table S3 

Primer sequences used for DNA Methylation Analysis	

Gene 
name  Forward primer (5′-3′) Reverse primer (5′-3′) 

Length 
of PCR 
product 

CDH1 

methylated 
primers (M) 

GTAATTTTAGGTTAGAGGGTT
ATCGC 

CACAAATACTTTACAATTCC
GACG 212 bp 

FN1 AAAACATTAAAAAAAATTTT
TCCCG 

TTGGACGGTTAGTAGTAGTA
GTTCG 143 bp 

ACTA2 TTTTTAGGTTCGGGTGTTTAG
AAC 

TATCAAAACTTATCCAAAAA
TTCCG 239 bp 

CDH1 

unmethylated 
primers (U) 

ATTTTAGGTTAGAGGGTTATT
GTGT 

ACAAATACTTTACAATTCCA
ACACC 208 bp 

FN1 U AACATTAAAAAAAATTTTTC
CCACA 

TTGGATGGTTAGTAGTAGTA
GTTTGG 141 bp 

ACTA2 TTTTTAGGTTTGGGTGTTTAG
AATG 

TCAAAACTTATCCAAAAATT
CCACT 237 bp 

ACTA2 reference 
primers 

TTTGAGAATTGTTAGAAAAT
GAGTAATATT 

AACTCCTAAACAAACCCTAA
CAAAC 139 bp 


