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Supplementary Figures

Figure S1 Three expression patterns were classified into biological process based on
gene oncology(GO). Abbreviations: Up-down(red bar), genes with expression first
increased and then decreased pattern; Down(green bar), genes with decreased
expression pattern; Up(blue bar), genes with increased expression pattern.

Figure S2 Three expression patterns were classified into cellular component based on
gene oncology(GO). Abbreviations: Up-down(red bar), genes with expression first
increased and then decreased pattern; Down(green bar), genes with decreased
expression pattern; Up(blue bar), genes with increased expression pattern.

Figure S3 Three expression patterns were classified into molecular function based on
gene oncology(GO). Abbreviations: Up-down(red bar), genes with expression first
increased and then decreased pattern; Down(green bar), genes with decreased
expression pattern; Up(blue bar), genes with increased expression pattern.
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Figure S1 Three expression patterns were classified into biological process based on

gene oncology(GO). Abbreviations: Up-down(red bar), genes with expression first

increased and then decreased pattern; Down(green bar), genes with decreased

expression pattern; Up(blue bar), genes with increased expression pattern.
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Figure S2 Three expression patterns were classified into cellular component based on
gene oncology(GO). Abbreviations: Up-down(red bar), genes with expression first
increased and then decreased pattern; Down(green bar), genes with decreased
expression pattern; Up(blue bar), genes with increased expression pattern.
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Molecular function

Figure S3 Three expression patterns were classified into molecular function based on
gene oncology(GO). Abbreviations: Up-down(red bar), genes with expression first
increased and then decreased pattern; Down(green bar), genes with decreased
expression pattern; Up(blue bar), genes with increased expression pattern.



