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Figure S1: Gene Ontology (GO) terms enriched in the list of probes up-regulated C-S
comparisons in Benin using BLAST2GO. The test set represents the probes over-represented
while the reference set is composed of the complete set of probes on the microarray chip. The
Fisher's exact test and Benjamini and Hochberg multiple testing correction was used to assess

the significance of the enrichment (P< 0.05).



