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Figure S2. Mass spectra of diterpene products generated by TbTS mutants. 
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Figure S3. Mass spectra of sesquiterpene, diterpene, and sesterterpene products generated by PaFS and AcOS chimeras. 
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Table S1. Primers used for mutagenesis. 
 

 Primers 
TbTSαβ CGGCGGCATATGGATGATATCCCTCGACTCTCCGCCAATTATCATG 

GCGAAAGGCGTTCCAGCAGATCGATGGACCGTCTCCGAGCGCATTGAACATATC 
GATATGTTCAATGCGCTCGGAGACGGGTCGATCGATCTGCTGGAACGCCTTTCGC 
CCGCCGGGATCCTACTTGAATTGGATCAATATAAACTTTTCTTATATAGTCCTTAATCTCCTCATTG 

TbTSαβG GCTCGGAGACGGGGGATCGATCGATCTGC 
GCAGATCGATCGATCCCCCGTCTCCGAGC 

TbTSαβ' CGGCGGCATATGGATGATATCCCTCGACTCTCCGCC 
ATCGTCCATAGCTCTTTCGTCAGGAAATGCAAGAAATGAAGCTTCATATAGGCTTAGTAT 
ATACTAAGCCTATATGAAGCTTCATTTCTTGCATTTCCTGACGAAAGAGCTATGGACGAT 
CCGCCGGGATCCTACTTGAATTGGATCAATATAAAC 

TbTSα CGGCGGCATATGGATGATATCCCTCGACTCTCCGCCAATTATCATG 
GTCCAATTTTGCCAATTCTAAACATTTTGAATTACTCAAAGAATCTCCGTCTCCGAGCGCATTGAACAT 
ATGTTCAATGCGCTCGGAGACGGAGATTCTTTGAGTAATTCAAAATGTTTAGAATTGGCAAAATTGGAC 
CCGCCGGGATCCTACTTGAATTGGATCAATATAAACTTTTCTTATATAGTCCTTAATCTCCTCATTG 

PaFSα-EvSSα TACTTCCAATCCAATGCAGAGTTCAAATACTCGGAAGTCGTTG 
GGTTTTGATACCGTTCGCGCTCAGATCCTCTGTAGAGTCCGATTCATCTGC 
GTACAGGACATGACTCCAAAGATGGCAGTCCTTGACGCATCCATTCC 
GGAATGGATGCGTCAAGGACTGCCATCTTTGGAGTCATGTCCTGTAC 
GCAGATGAATCGGACTCTACAGAGGATCTGAGCGCGAACGGTATCAAAACC 
TTATCCACTTCCAATGTTATTAGCCGGTTTTCAGCAGCTCCATAATCA 

PaFSα'-EvSSα GGCAAATGCCTTGATTGCTGTGGG 
CCCACAGCAATCAAGGCATTTGCC 
GATTGCTGCGGGCTTGCAGAAC 
GTTCTGCAAGCCCGCAGCAATC 

AcOSα-PaFSα TACTTCCAATCCAATGCACATATGGCGTGCAAGTATAGCACCCTGATTGATAGCAGCC 
GTCGTTCAGCAGGCTCGCCTGCACCAGCGCCGGAATGATC 
GATCATTCCGGCGCTGGTGCAGGCGAGCCTGCTGAACGAC 
CTGCCTACTTCCGCTTCCCAAGCTCTTCAGTTCGTTCGGCTTGCTC 
GAGCAAGCCGAACGAACTGAAGAGCTTGGGAAGCGGAAGTAGGCAG 
TTATCCACTTCCAATGTTATTAGACTCGCAGAAGCTCCAGCAAAAGCCTCATGGCAGGGT 

AcOSα'-PaFSα TACTTCCAATCCAATGCACATATGGCGTGCAAGTATAGCACCCTGATTGATAGCAGCC 
GTCGTTCAGCAGGCTCACCTGCACCCACGCCGGAATGATC 
GATCATTCCGGCGTGGGTGCAGGTGAGCCTGCTGAACGAC 
CTGCCTACTTCCGCTTCCCAAGCTCTTCAGTTCGTTCGGCTTGCTC 
GAGCAAGCCGAACGAACTGAAGAGCTTGGGAAGCGGAAGTAGGCAG 
TTATCCACTTCCAATGTTATTAGACTCGCAGAAGCTCCAGCAAAAGCCTCATGGCAGGGT 
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Figure S1. Cyclization mechanisms of taxadiene synthase, fusicoccadiene synthase, and 
ophiobolin F synthase.  
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