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We applied MDscan and Gibbs Motif Sampler to identify motifs in the same tissue-selective promoter
sets used in the paper. These include the Liver Specific Promoter Set (LSPS), the subset of EPD vertebrate
promoters associated with liver (EPD-Liver), the Wasserman-Fickett muscle selective promoters (WF) and
the subset of EPD vertebrate promoters associated with muscle (EPD-Muscle). For background we used the
vertebrate subsets of EPD, with promoters associated with liver and muscle removed for analysis of liver and
muscle, respectively.

1 Motifs identified by MDscan

The parameters for MDscan were set to: scan and refine 100 motifs, report the top 10 motifs, refine for 100
iterations, and look for candidate motifs in the top 30 sequences. Performance of MDscan on these data sets
was poor. Regardless of how many motifs were requested, MDscan could only identify one distinct motif for
each data set. These motifs, and the TRANSFAC motifs most similar to them, are given in Table 1.

To improve the performance of MDscan, we masked out simple repeats in the sequences. We define
simple repeats as subsequences of length equal to or greater than the motif width that are composed of
a single nucleotide or 2 alternating nucleotides such as "AGAGAGA". Results of MDscan applied to the
masked data sets are presented in Table 2.

For the modified liver sets, MDscan identified many near-identical motifs that resemble the motif for
HNF1. For the EPD-Muscle set, MDscan identified motifs that seem to represent essentially two distinct
signals, one resembling a poly-C signal, and another resembling SRF. MDscan did not perform as well on the
Wasserman-Fickett muscle set; MDscan identified essentially one motif, which resembles the motif for Sp1,
but no motifs resembling those associated with SRF, MEF2, or MyoD.
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Table 8 . Motifs identified by MDscan




