
Best TRANSFAC Match
SeqSet Sequence Logo Sequence Logo Accession Factor Divergence

EPD-liver
T
C
A

C
G
A

C
A

T
AC

A
T
A

C
G
AAC

A
G
A TTATTTA

GTA
GTTT

G
G
T

C
T

A

G
T

A
T

G
TTT

AT M00987 FOXP1 1.21

EPD-liver
G
A
T

T
A

A

TTA
T
G

C

G
G
C
A

A
TTA

T
C
G
A
T

C
T
A
G

C
T
A

C

A
T

C

G

A
T

C
G
A
T

C
T
A
G

A

T

C
C
T
A

A
C
T

C
G
T
A M00930 Oct-1 1.38

EPD-liver
G
A
T

T
ATTA

G
TGC

AA
TTA

T
C
A
G
T

G
A
C
T

C
G
T
A

A
C
G
T

C
T
A
G

C
G
T
A

C
G
A
T

G
C
A
T

T

G
C
A

C
G
T

C

A
T
G

G
A
T
C

C
T
A

G
T
A

C

G
A

C

G
A
T

G
C
A
T

G
C
T
A

C
G
T
A

C
G
T
A

G
T
C
A

A
T
C
G

C
G
T
A M00138 Oct-1 1.38

EPD-liver
A
C
T

C
TA

TTA
TC

G
A

A
T

A
T

C

A
TT A

C
T
G

G
C
A
T

C
G
T
A

G
C
T
A

T
AC

T
AT

A
G
A
T

C
G
T
A

T
C
A
G

C
T
G
A M00160 SRY 1.16

LSPS
T
G
C

T
C
G

T
A
C
G

G
C

A
C
G

A
C
G

C
G

G
C

C
G

G
A
C

C
G

C
GCGG

C
A
C
T
G M00803 E2F 0.70

LSPS
T
A
G

C
T

T
GGA

G
C
T
ATGC

GG GA
G

G
AATG M00704 TEF-1 0.69

LSPS GGA
G

C
GC

G
A
GGA

GGG C
T
A
G

A
C
G

T
C
A
G

A
T
G

A
G

T
A
GG

A

GGGT
A
C

G
T
A
C

T
G
C
A M00491 MAZR 0.97

LSPS
C
G
T

C
A
T

A
TA

TTC
T
G
A

T
CTC

T
C
T

A
C
G
TTTG

C
T
A

A
T

G
C
T
A

A
G
T
C M00980 TBP 0.94

WF
G

C
A
T

C
G
A
T

C
A
T

C
TG

T
A
T
G

T
C
A

A
T

A
TT C

A
G
T

G
A
C
T

C
G
T
A

A
C
G
T

C
T
A
G

C
G
T
A

C
G
A
T

G
C
A
T

T

G
C
A

C
G
T

C

A
T
G

G
A
T
C

C
T
A

G
T
A

C

G
A

C

G
A
T

G
C
A
T

G
C
T
A

C
G
T
A

C
G
T
A

G
T
C
A

A
T
C
G

C
G
T
A M00138 Oct-1 0.97

WF
T
GGCG

T
G
C

T
GC

G
G
C

C
GG T

GA
G
C

T
GGA

C
C
GG M00695 ETF 0.97

WF C
G

A
C

G
AAT

AT
AAA

CT
A

G
A
T

C
GAAAAAT

C
G
A

A
G
C
T

G
T
A
C M00734 CIZ 1.31

EPD-muscle
C
G
A
T

T
A
C
G

G
A
T
C

C
T
G
A

G
C
T
A

T
A

C
A

T
C
A

T
G
A

G
T
A

G
C
T
A

C
A
T
G

G
A
T
C

C
G
T
A

C
T
A
G

G
A
C
T

G
A
C
T

T

G
A

G

C
T
A

C
G
A
T

G
C
T
A

G

T
A

A
C
G
T

C
G
A
T

G

C
T
A

C

T

G
A

T
A
G
C

G
A
T
C

G
C
A
T

C
A
G
T

C
T
G
A

M01011 HNF1 1.01

EPD-muscle
C
T
G
A

G
A
C

T
A
C

G
T
A

C
A
TAC

T
AAT

AT
A

A
C
G
TTTG

C
T
A

A
T

G
C
T
A

A
G
T
C M00980 TBP 0.72

EPD-muscle
G
C

G
T
CGCGCC

GC
G

C
G

A
C C

G
C
GCGG

C
A
C
T
G M00803 E2F 0.57

EPD-muscle G
C
T

GC
G
A

T
C
A

G
C
A

G
A
C

C
AA

CA
TT C

G
A

A
G
CAGGAT

A
C
A
G

G
C
T

C
T
A
G

T
C
G
A

A
C
G
T

C
A
G
T

T
A
C
G

T
A
G
C M00339 c-Ets-1 1.41

Table 10. Top motifs identified by Gibbs Motif Sampler
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