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Figure S2. Comparison of Za domains from PKZ of three fish species with the Za
domains of ADAR1, ZBP1 and E3L.
Residues that make contact with Z-DNA as observed in the crystal structures are
boxed in light blue. Residues that form the hydrophobic core are boxed in green.
Residues that are neither DNA-contacting nor structural, but that match the consen-
sus sequence are highlighted in yellow. Sequences are bracketed by residue num-
bers relative to the translational start. Full genus and species and accession num-
bers are listed in Supplemental Table 1.


