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Figure S1 Nucleotide and deduced amino acid sequence of PKZ
The sequence of Danio rerio PKZ allele a splice variant a is shown as represented by the full
length EST (accession #AJ852018). The methionine encoded by the first putative start codon
is marked by a circle. Two consensus polyadenylation signals (boxes) are found in tandem,
24 to 12 bp 5' of the polyA tail. Position of primers used for amplification of complete open
reading frames are indicated by arrows above the sequences. The Z-DNA binding domains
are marked by red (Zα) and yellow (Zβ) boxes. The kinase domain is highlighted in blue, the
kinase insert domain in green.
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