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Figure S3. Alignment of PKZ alleles and splice variants
Deduced amino acid sequences of ESTs and different cloned PKR variants generated using primers
covering the complete open reading frame. Different allelic variants are indicated by single letters (a-i).
Splice variants are indicated after the allele (Va-Vd). Dots indicate amino acid identities relative to
PKZa. Dashes indicate deletions. Triangles indicate translational stops. Note that PKZi Vd contains the
identical deduced amino acids as PKZe Va and PKZg Va in the translated region. However, synony-
mous differences clearly identify it as an additional allele. Accession numbers are as follows: PKZa Va
(AJ852018); PKZb Va (AJ852019); PKZc Va (AJ634742);PKZd Va (AJ852020); PKZe Va (AJ852021);
PKZf Va (AJ852022); PKZg Va (AJ852023); PKZh Vb (AJ852024); PKZi Vd (AJ852025); PKZc Vd
(AJ852026); PKZh Vc (AJ852027)


