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Figure S1. Stereo images of full-length RogdiH 

(A) The stereo view shows the backbone trace of full-length RogdiH. The residues 4856, 

6468, 9496, 181, and 212221 are disordered and indicated by blue, cyan green, yellow, and 

orange stars, respectively.  

(B) The 2.8 Å  resolution 2Fo-Fc electron density (contoured at 1σ) of the H1 in the α domain 

was shown with a final model to represent the quality of structural data. 




