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Compound Name Quantity isolated
1 (R=none) 12-epi-Hapalindole C isonitrile 11 mg
1 (R=S) 12-epi-Hapalindole C isothiocyanate 1mg
1a (R=none) 12-epi-Hapalindole E isonitrile 93 mg
1a (R=S) 12-epi-Hapalindole E isothiocyanate 4 mg
2 (R=none) 12-epi-Fischerindole U isonitrile 4 mg
2 (R=S) 12-epi-Fischerindole U isothiocyanate 2mg
2a (R=none) 12-epi-Fischerindole G isonitrile 4 mg
3 (R=none) 12-epi-Fischerindole | isonitrile 10 mg
4 (R=none) welwitindolinone A isonitirle 2 mg
5 (R=S, R'=H) welwitindolinone B isothiocyanate 10 mg
5 (R=S, R'=Me) N-methylwelwitindolinone B isothiocyanate 5+12 mg
6 (R=S, R'=H) welwitindolinone C isothiocyanate 14 mg
6 (R=none, R'=Me) N-methylwelwitindolinone C isonitrile 47mg
6 (R=S, R'=Me) N-methylwelwitindolinone C isothiocyanate 110mg

Figure S1: Summary of relative and absolute quantities of 1 and its biogenetic derivatives 1a versus
2 and its biogenetic derivatives 2a, 3—6 from (b) H. welwitschii UTEX B1830 and (c) IC-52-3. The
relative quantity shown in (b) was derived from the HPLC analysis of H. welwitschii UTEX B1830
crude metabolites and the absolute quantity shown in (c) was derived from what was reported in ref
[1]. These data were used to generate the relative molar ratio of each metabolite in the two different
producers and the comparison graphs shown in Figure 1b/1c in the main text.
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Protein Protein
sequence sequence
wel Gene | Size (aa) h orrig?c? éi?;;% H. wel Gene | Size (aa) h oni%?c? éi?ﬁc}% H.
welwitschii welwitschii
UTEX B1830 UTEX B1830
welO5 290 95% welC3 214 100%
welM 329 99% welT5 365 99%
welUu2 226 99% welT4 415 99%
welO4 359 99% welT3 274 99%
welO3 362 99% welT2 283 99%
welO2 357 99% welT1 734 99%
welOA 360 99% welC2 301 99%
welU1 228 97% welD3 408 99%
welU3 228 Unique to IC523 welD2 647 99%
welD4 400 95% welP1 308 100%
welP2 334 99% well3 272 100%
welR1 234 100% well2 331 99%
welR2 243 99% welll 319 99%
welR3 368 100% welS1 169 Unique to 1830
welS2 156 Unique to 1830
welDA1 406 99%
welCH 183 99%

Figure S2: Sequence identity comparison of proteins encoded in the welwitindolinone BGCs from H.
welwitschii 1C-52-3 and UTEX B1830. The names for some of the genes in the BGC from H.
welwitschii IC-52-3 (including welU1-3, welO1-5 and welM) (ref [2]) were renamed according to those
in the BGC in H. welwitschii UTEX B1830 (ref [3]).
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Figure S3: SDS-PAGE of purified NHis7-tagged WelO5* and WelO5-var.
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