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Figure S2
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Figure S3
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Figure S5
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Figure S6
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Figure S7
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Figure S9
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Figure S10

A MAFI! (Red) and YSY del (Black)

shorter B-sheet in YSY

-sheet number 6 disappears Shorter loop in YSY del

in YSY del

Solvent surface for only part of AC region (LWNAVDEEICLAECDIYSYNPDLDSD)
MAF-1 shows higher solvent surface area for residues after YSY (NPDLDSD)

B MAF-1 YSY del




Figure S11
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Figure 512
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Figure S13
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