
Table	S1.	Selected	Enrichr	analysis	outputs	for	top	10-ranked	CAD	genes	with	
highest	genetic	risk-selection	associations	from	Fig.	1B.	Enrichr	outputs	
includes	KEGG	2016	Pathways	(http://www.kegg.jp/kegg/download/),	MGI	
Mammalian	Phenotype	Level	3	(http://www.informatics.jax.org/),	Cancer	Cell	Line	
Encyclopaedia	(http://portals.broadinstitute.org/ccle/data/browseData),	and	ChEA	
2015	(http://amp.pharm.mssm.edu/lib/cheadownload.jsp).	
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CELL	TYPES	-	Cancer	Cell	Line	Encyclopedia	

TRANSCRIPTION	-	ChEA	2015	
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