9394:
9038:
9317:
9317:
8817:
9318:
8846:
9398:
9373:
8840:
9267:

9444:
9074:
9360:
9360:
8860:
9361:
8889:
9441
9416:
8890:
9317:

Irs3:1

9363 9373 9383 9393
------------------ CGCTGTATTGCCT TCGRCTCCGGATGAAGCCC
CAGCCCCCTTCCTCCAAC. A . T. o oo oo GG A CA. .... G
CTGCCTC--TTCTGCAGC. A. . T. . .. oo .. CCTA ........
CTGCCTC--TTCTGCAGC. A. . T. . .o .. CCTA ........
CTGCCTC--TTCTGCAGC. A. . T. . oo CT.A........
CTGCCTC--TCCTGCAGC. A. . T. oo CT.A........
CTGCCTC--TCCTGCAGC. A. . T. . oo CT.A........
CTGCCTC-- TCCTGCAGT. A . T. v oo CT.A........
CTGCCTC--TCCTGCAGT. A. . . oo CT.A........
CTACCCT- - TCCTGTGGCTA. . T..C. ... .. .. AGC.T.......... T
CCACCCT- - TCCTGTGGCTA. . === oo .. CAGC.T.......... G

Irs3:1
9403 9413 9423 9433 9443
GCAGGCGGCAGCCCCACGGAAAGCCCAGGGTCCAAGTGCGCCGACGTGTC
CTOA - .G.T..... TG ------- LTT...T..C
......... G. ..GG..G. G AAG------....C...C
......... G....G0G..G.. CGAAG------ .C....C
......... G....G06..G.. CGAAG------ .C....C
AL, G....606..G...CCCAA.G------ .T....C
......... G....G0G..G.. TGCGAAG------ AC....C
AGA ...G...G..G...CGAAG------ AC. A. . C.
AGAL.A.G...G..G...CGAAG------ ....CA.C
........ TG.....6G..C......GA ...CAAG.GCT...C
........ TG .... G . CG. GA...CAAG...C...C

Irs3:1
9453 9463 9473 9483 9493
CCTCGGCTCTCCGCTGCCCT GEECCTACCCGRCCGACGT GCGACTCTGCG
....... CG.A .A.G T.T......AA. .C..AG...CT.
A LCAG G..T........... Gl......
A LCAG G..T........... G......
A LCAG G..T...... A..AG......
A LCAG . G..T........... G......
DA LCAGT. . A..G..T........... G......
A LCAG G..T..A ... .. ... C
A LCAG . G..T..A .............. C
A LCG G.T...... T..C..GT......
ATCG oo G.T......... C..Gl......
Irs3:1 -
9503 9513 9523 9533 9543
:  GCCACCTGCGAAAGCAGAAGT CCCAGCGCCGCCGCTTCTTCGECCCTGCRL

AL G....A ... TAT. ............ CT..... A .

D
e
..... LIPS

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive_Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive Baboon

Sqg_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive_Baboon

Sg_monkey
M ar moset

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive Baboon

Sq_monkey
M ar moset



9544
9174:
9421:
9421:
8921:
9422:
8950:
9502:
9477:
8951:
9378:

9581:
9224.
9458:
9458:
8958:
9457:
8987:
9539:
9514:
8988:
9415:

9631:
9274:
9508:
9508:
9008:
9506:
9026:
9589:
9564
9038:
9460:

Irs3:1

9553 9563 9573 9580
ACCGACCCCCCGCGCCT CGAGTGTTATGAGAGCGA- - - - - === === - - GA
.. LGA LA LA LA L A. TGGCCCGGCGCAA. .
GA ..... G .T.C ........ CC.......; === mmm-- - .C
GA .... G LT.Coo L CC...... . === -m---- - C
GA .... G....T.C........ CC........;-;-;-mmmemmma C
GA .... G LT.Coo CCC....... === mmmm - - -
GA .... G LT.Coo L CCA A ... . -------m--- -~ .C
GA .... G....T.C..... C.C ... ... . . --eee e TC
GA .... G....T.C..... C.C ... .. . mmmm e e e TC
AL GG LU T.CoL L A .CC.......-===--=--=----- C
A..AAG....T.C.... A .CCT.......--cc-meeeamm- C

Irs3:1

9590 9600 9610 9620 9630
AGCAGT TCCGCGGT GECCAAGCGCGECCCCAGCGCAGCGT GAGCCTGGETG
LLT.T...G...CCA..G.AAA ... T..... CA. .... A..C .CA
..A. ..T.. .CGT...G ....... T .......... C........ C.
DAL T.L L LCGTLL..G L Cl A .... C........ C
DAL T. L UACGT. .G G.CT....... C
AL T L GG G C........ C
- W I © C T C T | W C
DAL T..GCG .. .GG LA T CA...... C
LDALLLT..GCG L. LAG...G L T CA...... C
DALCCAATGIT..G ... T ... ... C..... C.C
----- TCA TGIT..G........ T.G G cC.....C..C

Irs3:1

9640 9650 9660 9670 9680
GGCGCGTGCACCAT CAGCAAGCGCGCGGACGCGECGCCAGCGCCACCTGAT
A T A e G.

T .......... C...... T VAT AL
T ... C...... T AL AL
T ... .. C...... T VAL AL
............. C......T....A ............A . .......
............. C......T....A ... .........A . .......
................ A ... AL VAL
................ Ao AL VAL
........... T.C......T....A.T..A.........GG
........... TC......T....A.T..A.........G.....
Irs3:1 R

9689 9699 9709 9719 9729
CGTCCTG- TACACGCGCGACAGCAGCCT GEGCGT GRCGGCERCCAGCGAA
...... cr.....T.............G...A.....A........T
...... CCCAG ..G
...... CG.....C..............C............AG...G
...... G.....C..............C............AG...G
C CG..... Coo C.oii i AG...G
...... CG.....CT.......A.....C........T AG...G
C C..... CA .... A ... C............ AG...G
C CG..... CA .... A ... C.oii i AG...G

R Coo T....A . T..A ....... G
...... G.....C....A........T.T..A.....A.....CG

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive_Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive Baboon

Sqg_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive_Baboon

Sg_monkey
M ar moset

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive Baboon

Sq_monkey
M ar moset



Irs3:1

Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive_Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive Baboon

Sqg_monkey
M ar moset

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Macaque
Olive_Baboon

Sqg_monkey

9739 9749 9759 9769 9779
9730: &%A&A&ACRGTCETACT&@CCT&TCGA%TW Mouse lemur
9351: ...... TT.T...... AC. .. A ...... A .. T...CT....... CA.
9607: . .t A ..AA.A ............ A ... GT. AT. .
9607: ... AL CAAA L A ... GT. AT. .
9107 . .. A LCAA A L A .... GT. AT. .
9605: .. ... A LCAA L A ... GI..C..
9125: ... A LLAA L. G.A .... GI..C..
9678 . ... e A . AA .. C.... Gr..C..
9661: . ... A LCAA L C.... GI..C..
9134: ...... G............. AA ... CATA G ..C.
95509: - .G C.AA . T....... CG.CATA G..C.
Irs3:1
—
9789 9799 9809 9816
9780: TGGTGAGGECCCGAGCCCTGEECTGCAAGCSGG - - CTGEGEGEGATCGT GG
9401: CT...-------..... C....... G...---TCA...A..C.. . A G
9657: C...... . ... . ... C.... T.CG...--C..C..... C.TC .C
9657: C...... . C.... T.CG...--C..C .... C.TC...C
9157: C... .. C.... T.CG...--C..C. .... C.TC ..C
9655: C..C..A ......... C.... T.CG...--C.CC..... C.TC. ..C
9175: C... . CA ... T.CG...--C.CC..... CT....C
9728: G --------. ... ....... T...CG..A--C.CC..... CT....C
9711: C ----------_ ... ..... T...CG..A-CCT..... CT....C
9184: CA........ G.... TG ...... C.AGC-Crcc...c.CcT1....C
9608: CA......... -, T..C... L. CGA. .. CGCC.CC..... CT....C
9834 9843 9852 9862
9826: - GGGGITTATCTGTAG ---------- CCCAGGTCA- CGAAAATTCAAAC
9441: TTT....... TCC...CCTGICTCTCCT. .. ... .. Cl....G......
9705: T.T..... C..C. .G CTCGCCCCTCC. .. ... .. GC..... G......
9705: T.T..... C..C. .G CTCceeeccerec. .. ... .. CGC..... G......
9205: T.T..... C..C .G cCcreeeeecerec. ... CC .... G......
9703: T.T........ C..G CTCGCCCCTCC. .. ... .. GC..... G......
9223: T.T..... C..C. .G CTCceeeccerec. .. ... .. CGC..... G......
9767: T.T..... C..C .GCTCeCCeCreC. e C.... G......
9749: T.T..... C..C. .G CTCGECCCCTCEC. . ... ... C.... G......
9232: T.T..... C....AG CTCGCCCCTCC. .. ...... C.... G......
9657: T.T..... T..C. .G ATCGCCCCTCC. .. ...... C.... G......
9871 9881 9891 9897 9907
9863: ATT- AAGTGTTTACCTGTCTTCAGCTCTCT- GG GCA- - GTGATTGTAAC
9491: AL -CALLC L AA L L. A...GTA-..-..CAA....C.C. ...
9755: ..A.. G--—GAG.T.AG.T. G-
9755: ..A...G---GAG.T.AG.T....C-..-...
9255: ...A...G...GAG.T.AG.T....CG..C.G-...CC
9753: ... A..G...GAG.T.AG.T....CC. -
9273: ...A...G...GAG.T.AG.T....C..-
9817: ...A...G...GA .. TAG.T....C..-
9799: ... A..G...GA .. T.AG.T....C..-
9282: ...A... GA... GAG.T.AG.T....
9707: ALL.GL...GAG . T.AG .T....CT..-

Mar moset



9908:
9538:

9958:
9588:
9580:
10007:

10008:
9619:
9607:

10034:

10058:
9669:
9640:

10084:

10108:
97109:
9664:

10109:

10158:
9768:
9688:

10133:

Irs3:2

—_—
9917 9927 9937 9947 9957
CTCCCGGERCCAGGAGCECT TTGTGACCAGCCCATTGTCTCCCTAGGACCC
.T...T..GTGC.C.C.......... AL, A ...C.ATA
Irs3:2
9967 9977 9987 9997 10007
AGCTCCTACGAGGACCCTGGEGACCTGGATCCTCTCTCCGT TCCAGGACGT
I AC . T A
.......... G...........TG
.......... G...........TG
Irs3:2
10017 10027 10037 10047 10057
CTGGCCCGT GACGCT GCGECCCAAAGRGCT GEERCGGACCCGAGGCCTGG
U TT AT....... T ... .. AL, T ..
..... T.C oo 0 GTT. s
..... TC...............GIT....C..G............A
Irs3:2
10067 10077 10087 10097 10107
GCAGCGGECGECTACCGCTTGTGCCTGRGT TCGRGEREECTCTGAGTCTGCTG
CTOT . TT.CC. e C.... C.... A
I C.... B P T UpU U
e AL AC . AT .. cmmmmme e
Irs3:2
10117 10127 10137 10147 10157
CGGAAGCCCAGGGGECAGGEGECT TCCGRGATAACCGRGCAT TECCECCGCC
T ... CAAT .-..... GA..CCGA.... CA. ...A. .
------ TCAC.....A .T.C .T. . mmmmmm e o
------ T.C......A . T.C . T mmmmmmm e eeeee e -
Irs3:2
10167 10177 10187 10197 10207
CGCCCTGCGCCT GCCCCTGCT CAGCGT GCGCCGCTGCGECCACGCAGACT
T ..., TA..G ... ... AGT...C..Touu ...
- G.A ... T A ..GG AL AGG. . ..
. A TA ...T........... C..G-
Irs3:2
10217 10227 10237 10247 10257

CTTTCTTCTTCCTGGAGCT CGECCGCT CGECACCCACGEGT CCCGRGRAG

T T..T....T. GTIG.T.T.T. . AT......
GComnni T ... ... B
————— T T Toi A - G- - A ...

Mouse lemur
Bushbaby

Mouse_lemur
Bushbaby

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby

Sq_monkey
M ar moset



10258:
9865:
9779:

10220:

10305:
9910:
9828:

10269:

10355:
9927:
10136:
10119:
9624:
10107:
9625:
10176:
9878:
10319:

10392:
9964:
10161:
10144:
9649:
10132:
9650:
10200:
9915:
10368:

10432:
9999:
10199:
10182:
9687:
10170:
9688:
10231:
9953:
10415:

[rs3:2

10267 10277 10294 10304
CTGTGGTTGCAGGCGCCCGACGCTGTGG- - - TGGCCCAAAACATTCACGA
AC . i, A G....GI..
...... Clll AL A G
A.C..... A A-.CACGA ........ G..oo
Irs3:2 R
10314 10324 10334 10344 10354
GACOGT CCTGGCOGCCAT GAAGOGACT CBEGAGCGGT GGEGT CGGTGOCA
Ay meaemaeaeaaa- A..G.
A TG....A .. T........ GT...... A...C.G.
T....CTG........ LIPS G...... A.GC.G
Irs3:2 R

10364 10374 10384
GBGOCGAACCACT GOCCAGEGATTGT CCAACGAGCGS: - - - - - - - - - - - -
AT.T....G...... A..CCC..G....G.-=-mmmmmmmmn-
T OCC. ..T-Too Ammmeeemas
T, OCC. ..T.Too A mmmmeeenas
T OCC...T.T... . Ammmmmemmemee
T....ACCC .. T.T....A--mmmamn--
T, OCT...T.Too A mmmmmememas
T OCC. ..T.T... . AT---mmmmmamae
A LT.GT. A.CCAGGT. . ... .c<---=-mmmmn-
ALT..GT. A-.CC..G G T.... ATGTAGCTGTGCAGA
Irs3:2 R
10392 10402 10412 10422 10431
--------- CTCCAGACTCTCAGT COCCCAACCTTATGAG- ACCTCGGTC
--------- A --AT.AA....C
--------- T.......CT..T.....T..C--...-...CACT
--------- T.......CT........T..C.--...-...C ACT
--------- T.......CT...T....T..C--...-...CACT
--------- T.......CT........T..C.--...-...C ACCT
--------- T.......CT........T..C.--...-...C...CT
--------- Tovviieimmmmm==io.T..G--...-...C..CT
--------- T.......CT........T..C--...-.......CT
GTGITCAGA. . T....... CTovvnnn. T Commeime cT
Irs3:2 R
10441 10451 10461 10471 10481
TCCGCGGOCCAAT CAAGCAGCCT GAGCCGT OGBGEGT GOCT GEGT GAGAG
T G oo T A ... ... A
LT G TG CA..... LA A..G
T AL G TG Co..... T, A..G
T G TG C..... T ..., A..G
T G..... G.vioiens A LA A..G
TA L G..... G oo T, A..G
ST G LI AAL. .. T...CA..G
TT....GT.G....TG ........ AT ...... T, A..G
T T.GC...CTG ........ AT ..., T.A..AC..G

Mouse lemur
Bushbaby

Sg_monkey
M ar moset

Mouse lemur
Bushbaby

Sg_monkey
M ar moset

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Olive_Baboon

Sg_monkey
M ar moset

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Olive_Baboon

Sqg_monkey
M ar moset

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Olive_Baboon

Sqg_monkey
M ar moset



10482:
10049:
10249:
10232:

9737:
10220:

9738:
10281.:
10286:
10003:
10465:

10532:
10099:
10299:
10282:

9787:
10270:

9788:
10331:
10053:
10514:

10582:
10144:
10343:
10326:

9831:
10314:

9832:
10375:
10097:
10558:

10632:
10181:

10670:
10230:
10345:

[rs3:2

10491 10501 10511 10521 10531
GATCAAGCAAGCAACCCT TGGGACCCCCGCGAGRCTAGGEGECGEGECAGCCT
.Co.. .. A T..CA .GA .. AA . ... A..A.T.T....T
.G ....... G....AA ... TTG .. ..... G..AA......
G....... G....AA ... TTG ....... G..AA......
G....... G....AA...TTG....... G....A......
............. G....AA...TTG.......G.... A ....T.
GT...... G CAALL LU TTG L. G....A......
........ G...CAA... TTG . A....G.T.. A ......
ACC....... GT . GAA. . TTTG AA..GT.LAG...A.
ACC ..... T.GT...GAA..T T-..AA..G.AG.T.A.
Irs3:2
10541 10551 10561 10571 10581

TGCACTCTAAGGCGCT GGATCAGGGGEGGEGAGCTACATAAACAT GGGAGCC

G GA...-TC..CT...GAGG...........
CT..C...... G------ T T... .G C.A..... A
.CT..C...... G------ G..T...G........ C.A..... A
.CT..CC...G------ G..T...G........ C.A..... A
CCT..C.C..T.G------ G..T...G........ C.A..... G
CCT..C.C....G------ G.AT...G........ C..A .... TG
CCT..C.C....G------..... T..G........ C.A.... TG
..T..CC...G------ G..T...G........ C.A.... TG
..T..CCG..G------ TG..T...G........ C..A .... TG
Irs3:2
10591 10601 10611 10621 10631
GGGAGT GACT ACGAGCCCAT GGGGEGECGECGCAGCGGEECEECTACACGGET
------------------------- C....AT.....AA..GIA.
........... T,
G
............ A ... ..
G
T ... ...A.....CA.
T A ... .. A
Irs3:2
10641 10651 10669
GATGGCGTCCCCAGGCCTTTGTCOGRCCA- - - - - = = = - = - - CTCCTGCTC
AT Ao A....CCTCCAGCGCCG. ... C. ...
Irs3:2
10679 10689 10697
CTGGCCAACCTCTCCAGGAG - - === == - = mmm e e e - - TGGGEGEGEA
TCCA ..GI.G.T..... L e A-

. GTGGGEGCCTACATAACCAAGEGAG. . . . . A -

Mouse lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Olive_Baboon
Olive Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon

Olive Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon

Olive Baboon

Sq_monkey
M ar moset

Mouse_lemur
Bushbaby

Mouse_lemur
Bushbaby
Olive_Baboon



10257:
10380:

10747:
10307:
10359:
10342:

9847:
10330:

9848:
10397:
10121
10582:

10797:
10342:
10397:
10380:

9885:
10368:

9886:
10438:
10160:
10621:

10807:
10352:
10407:
10390:

9895:
10378:

9896:
10448:
10170:

[rs3:2

1070_7 1071_6 1072_6 1073_6 1074_6
10698: CACCGAATACGTGCCC ATGAACCGCTTTCCGCCAGRGTCCTTTTCCTTG
LA LLUTA L L L CGTT...C T, T.C
-.T..C...A. -...G- ----------------------------

Irs3:2
10756 10766 10776 10786 10796
AGCTCGCTGCACCACT CCTACAAGT CCGGAGCT GGGAAGCCT GGACCCGE
..... C...C..GT...oi i Toim e e a2 T
B T - TCAG........ A A
I T..-.T.CAG........ A A
B T..-.T.CAG........ A A
T G...... - T.CAG........ A A
e - T.CAG........ A A
-------- G...T...........T..-...CAG..........A
TTC ... ... A.T....G.TT....... A
TTC ... A.T....G.TT....... A

Irs3:2

10806

GCTOCGGAGT- = - === == ===-cecececccmcceceecacacaaannan
...... Y T €
TR N
TR N
TR Y
TR N
- N
TR 71 N
R - N
. C. A. . G TACCCATCGTGGT GT GGEEGEGEGT GGT TGGGEGATGEECAGEEG

Irs3:2
10815 10825 10835 10845 10855
- GOCCAT CGCAGCGCT GEGEEGCAGCT GRGEGACT GCCAAGBGCTCAGCCCT
e T...T..A .. T .. CATT.GA....G...T.
e GAT.TG....CTG....... TG GI.G . A ..... G.
. GAT. TG ...CIG ....... TG GI.G . A ..... G.
e AT. TG ---------. .. .. TG GI.G . A ..... G.
. ATGAT. TG ...CTG. ........ GGlr.G.A ..... G.
. GAT.TG...CTG ........ GGl.G.A .... el
. AGAT.TG...CTG........ GGr.G........ G.
. TGAT. . A .... TG ........ GGIGG ........ A .
10671: C........ TGT.TG.... TG ....... TGG.G........ A .

Mouse lemur
Bushbaby
Olive Baboon

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon

Olive Baboon

Sqg_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon

Olive Baboon

Sqg_monkey
M ar moset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon

Olive Baboon

Sqg_monkey
M ar moset



10856:
10401.:
10456:
10439:

9934:
10427:

9945:
10497
102109:
10721

10904:
10450:
10504:
10487:

9982:
10475:

9993:
10544:
10267:
10769:

10952:
10500:
10552:
10535:
10030:
10518:
10041:
10590:
10315:
10817:

11002:
10545:
10602:
10585:
10080:
10564:
10091:
10640:
10364:
10866:

[rs3:2

10864 10874 10884 10893 10903
GTTCCC- TGTCGCCGTCCGAGCTC—IGCCGGGAAGC— ACGTGTACACCGAGT
...... TC.C...G..G. ..GA....T-..AC..G .TGT..
C..--..CC.C.A....... A G To A G A
.C..--..C.C.C.A....... TA .G .TGA ...G...A .
.C..--..CC.C.A....... T...G.TGA...G...A .
.C..--..CAC..C..A....... T...G.TGA...G...A .
.C..--..CC.C.A....... T...G.TGA...G...A.
.C..--..GC.C.G....... T...G.G.A...G.T.A ..
C..--.A.CGT ........ T...G.TT.A...G.T.AA
.C..--..C.C.CTGC ...... T...G.TT.A...GCT.A .

Irs3:2 R

10913 10923 10941 10951

ACGOGGCCCCAAACT GCGT AGGAATAGCT - - TCTGCOGBE0CAGAGOCCE
CA ..., GG ...AG ..GTATTGCCGA. . . . . .. A.G..GT..
TAT. ....... GGA.CC...CCGC-AC..A...........
TAT.C...... GGA.CC...C.GC-AC . ..A...........
TAT. ... . ... GGA.CC...C.GC-ACA . A...........
TAT. ... ... GGA.CCA..C.GC-AC..A. . ----- T
TAT. ... GOGA..C.CA ..C..GC--AC..AT .........
TAC. ... .. --GGA.CCCA.C.TC-AC..A...........
TT..A ... GGGA.CG...CTG--ACA.A..TG......
TT..A.T...GGA.CG...CTGC--ACA.A..TG......

Irs3:2 R

10961 10971 10981 10991 11001
CAGACGGCCAT CTCAACTACGT CGACT TGGACCT GGTCCCTCCTCTGRAG
..... A TG ..T.......-====....T......G..T...T...
TGACGA. . TGC. ... G .. ...... TC.o oo TT .. ... G
TGACGA. . TGC. . .. G ... ... .. LS TT..... G
TGACGA. . TGC.. .. G ........ TCo v TT..... G
GITCGA. . TGC....G .. ... T TT..... G
TGACAA. . TGC....G .. T..T..TC.......... TTT .. ... G
TGACGA. . TGC....G .. T..T...C....ovn. ... TT..... G
TGAC-A. . TGC....GT. . ... G..Covtviiiiinnn T, G
TGAC-A. . TGC....GT.. ... G..Covvviiiinnn T, G

Irs3:2 R

11011 11021 11030 11040 11050
GCGCGCGGCGACGTCCCCC—IGGGTCC— GCAAGCTCCTCCOGCACAGCTACS
AALLALTG LT G T, A.T.T...T
CLATTTo A..C.-A.C.... G..A.T.... T
CATTT. . T A..C.-...C.... G..... T, T
AT T A..C.-...C.... G..... T ..., T
AT AL A..C.-...C.... G..... LA T
AT T A -...C.... G..... LA T
CLATTT T A..CT-...C.... G....Gl...... A
AT T AL C.TACA..TG.T.......... A
ATT....A...T...CCC.T-.ACA..TGL.T.......... T
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11051:
10594:
10651:
10634:
10129:
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10140:
10689:
10414:
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Figure S7. Alignment of Irs3 genomic sequences. An alignment of /rs3 genomic sequences from
diverse primates was generated using MultiPipMaker [56,57]. Dots (.) in the alignment indicate
bases identical to those in the top line, while dashes (-) are gaps introduced to maximize similarity.
Blank spaces are regions that have no similarity to the mouse lemur (labeled Mouse_lemur) that was
used as the master sequence for the alignment. Annotation of the Irs3 gene is shown above the
alignment, based on alignment of the mouse lemur gene with those from other diverse mammals
(results not shown). The arrows above the sequence represent the coding exons and are labeled

Irs3:2

11069 11079 11089 11099
CGCGCATCGAGTTCTAGAACCTCCAGGAGGCGCAGGTGAGGAAACCCGG—

T.T.T..G..A.eeeeeeeeeGoeeeeeeeeeCoiiieeeeGoo.G..C
«..-.TGAG...AC..GAG..-=..... CA. . Ti-——mmmmmmme e
.A-.TGAG...AC..GAG. .- —..... CA. . Timmmmmm e e e
«e=.TGAG...AC..GAG. c==¢c e .CA. . Timm——mmmmm——
eeGeee e Teneeeeennn G.TC..G..... TeeTeeeeennn G.T.T.AG
D € G.TC.TG..... T..CA....... G...T.AG
AGe o Teeeeeeeeee. . TColCeieeeeeCoieeee.G...T.AG
ee=e...T.CA..... A.G.TC.TG.ec... A.CA....... G...T.AG
.G . T..AG. ... G.TC..G...... A.CA....... G...T.AC

1110% llll% lllZ?
——————————————— TCAGCCGCGGATGCACGAGGGA-~-—---CGGGG-GA
AG-————m— ..C.GTC..... TAGTTG.C.GATGGAA....A.G

——————————————— .. TCc.T..T..CTG.T.G...GGTGGTT.A..~-..
——————————————— .. TC.T..T..CTG.T.G...GGTGGTT.A..~-..
——————————————— .. TCc.T..T..CTG.T.G...GGTGGTT.A..~-..
ACCCAGGCAGCTC--..TC.T..T..CTG.T.G...G-TGGTT.A..-..
ACCCAGGCAGCTC--..TC.T..T..CTG.T.G....GTGGTT.A..~-..
ACCCAGGCAGCTC--..TC.T..T..CTG.TTG. . .GGTGGTG.A..~-..
ACCTGGGTATC-=--..TC....T..CTG.T.TT.AG--GGTT.ACA-..
ACCTGGGTCTCTCTC..TC....T..CTA...GT.AG--GGTTCAC.~-..

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Olive_Baboon
Sq_monkey
Marmoset

Mouse_lemur
Bushbaby
Human
Chimpanzee
Gorilla
Oranguatan
Gibbon
Olive_Baboon
Sq_monkey
Marmoset

Irs3:1 and Irs3:2 and starts from the initiator ATG and ends with the TAG termination codon.
Sqg_monkey is squirrel monkey.
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