
Supplementary Table A
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

PV no SCORE START END IDENTITY STRAND POSITION ACCESSION NO 5´LTR14A 3´LTR14A 5´LTR14B 3´LTR14B LTR14Bv LTR similarity putat. env HERV-W fusion TRPC6 mRNA Repeats in PV PV in Repeats

1 5364 0 5945 95.6% - Xq22.1 AL109963.4/Z70280.1 + + 91  Mer41A AluSg 

2 5166 0 5945 94.4% - 2p11.2 AC096770.3 + + 94  Mer 41C Mer41A

3 4901 0 5869 94.4% + 7q34 AC008155.10 + + 93 AluY 

4 4895 435 5945 95.2% - Xq24 AL391358.14/AL391474.8 + + 92  Mer41C, LTR12, LTR12C  L1MDa

5 4839 0 5682 94.7% + 4q25 AC003100.1 + + 86  Mer41C L1

6 4747 0 5530 94.0% - Xq21.31 AL022154.2 + + 90  L1M1

7 4637 0 5421 93.6% - 4q22.1 AC108516.5/AC112250.4 + + 92

8 4485 177 5945 94.3% - 17q25.1 AC087651.19 + + 90 AluSp, 3x AluY, LTR12 

9 4091 10 5572 93.1% + 15q24.2 AC027243.20 + + 2x 91 AluY, Mer 41C 

10 3989 76 5142 89.8% + 16p11.2 AC106730.2 + + + 85 +

11 3886 0 5142 89.7% - 11q13.4 AP003717.3 + + + 96 + AluY 

12 3792 378 5945 94.3% - 1p31.3 AL162739.24 + + 89 Mer41C

13 3323 0 5942 93.9% - 22q12.2 AC003072.1 + + 86 Mer41C, L2 

14 3274 80 4312 90.3% + 1q32.1 AC119673.3/AL713965.10 + + L1PA5

15 3271 209 4281 90.9% + 12q13.11 AC089987.26 + + 89

16 3253 0 4312 90.0% + 14q32.32 AL161669.5 +

17 3241 320 4554 90.4% + 19q13.43 AC010326.7 +  2x AluY, AluYc 

18 3217 0 5945 92.5% - 5p14.2 AC118456.2 + + 89 Mer41C, LTR12 L1P

19 3209 178 4312 89.5% + 10q22.1 AC073370.7 + LTR13, AluY 

20 3199 0 5942 92.8% + 6q14.1 AL450327.12 2x + 88

21 3049 179 4312 89.5% - 1q42.12 AC099066.3 + 2x + 91 + 4x AluY, HERVKC4, L1M4, SVA 

22 2733 1166 4845 88.1% + 10q26.3 AL731769.4 + + +

23 2684 27 3621 88.7% - 19p13.11 AC078899.1 + L1PA4 

24 2437 0 2862 93.2% + 10p15.1 AL391427.9 +

25 2341 1827 5945 94.2% - 2q23.3 AC007394.4 + Mer41A

26 2316 1827 5934 93.4% - 11q11 AC022882.5 + Mer41A 

27 2266 2204 5142 89.0% - Yp11.2 / +

28 2220 188 5230 93.0% + 15q22.2 AC126323.6  2x AluY

29 2201 132 4306 90.5% + 3q12.1 AC079065.8 + + + AluY 

30 2096 59 5884 92.5% + 10q22.3 AL356095.11 + Mer41C

31 2087 0 5678 92.5% + 15q21.2 AL391427.9 + + 89 Mer41C 

32 1978 36 5804 91.9% - 19q13.33 AC008750.9 + Mer41C-int, AluY 

33 1975 1827 5678 92.8% + Yp11.2 AC002992.1 + 2x LTR12, Mer41A 

34 1848 338 2777 89.9% + 1q32.1 AC119673.3 +

35 1737 1827 5945 93.9% - 6q23.2 AL078590.28 +  Mer41A 

36 1715 0 5945 91.3% + 11q23.3 AP001124.4 + 2x 91 + L1MEd

37 1669 3975 5945 94.0% + 4p13 AC098590.3 + + 89  Mer41C L1

38 1667 0 5945 90.7% - 4q35.1 AC084871.4 2x + 88 + Merr41B, HERVK3 

39 1581 0 2434 90.8% + 2q12.2 AC009505.3 + + 92 HERVK14C 

40 1433 0 1896 90.2% - 4p15.33 / +

41 1433 0 1896 90.2% + 4_random AL354822.8 +

42 1424 0 1896 90.1% - 17_random AL354822.8/AC145212.1 +

43 1410 0 1882 89.9% + 1p11.2 AL354822.8/AC145212.1 +

44 1369 0 1831 89.3% + 1p11.2 AL354822.8/AC145212.1 +

45 1359 24 5945 92.9% + 3q26.31 AC108667.9 + + 87 AluY, HERV17 

46 1349 0 5945 91.8% - 11p15.1 AC103974.6 2x 2x 93 L1PA15

47 1294 4080 5684 93.4% - Xq26.3 AL590618.18 +

48 1136 0 1652 88.1% + 19p13.2 AC008758.7 +

49 1116 0 5945 91.8% - 5p14.1 AC091893.3 + + 90 + HERVK3 L1P

50 1040 208 1515 90.2% + 1p11.2 AL354822.8/AC145212.1 +

51 1016 3978 5270 90.9% + Yq11.21 AC006998.3 2x 2x 83 AluY, Mer41-int 

52 747 5037 5945 93.0% + 13q31.3 AL353757.9 2x +

53 730 5037 5943 92.8% - 13q21.31 AL356253.7 + +

54 701 5048 5945 92.5% + 7p14.3 AC005154.1 + +

55 689 5078 5945 92.4% - 5p13.3 AC008768.8 + + Mer41A 

56 684 5037 5935 92.8% + 6q27 AL121956.21 2x + Mer41C 

57 679 5037 5943 91.3% - 9p21.1 AL513132.6 2x + Mer41C 

58 667 27 817 92.3% + 16p12.3 AC141273.2 +

59 662 5037 5945 91.9% + 12p12.3 AC073504.18 2x +

60 649 0 783 91.3% - 19p12 AC073534.4 +

61 634 5037 5945 92.8% - 6q27 AL022069.1 2x +

62 607 1704 2449 91.1% - 19p13.11 AC010329.3 +

63 597 5205 5942 93.3% - 2p13.3 AC105054.6 + Mer41C 

64 596 0 689 94.0% + 5p14.2 AC108103.2 +

65 593 23 692 94.0% - 7q33 AC009784.2 +

66 581 0 699 91.3% - 9q31.1 AL161631.20 +

67 364 5457 5884 93.2% + 6_random AL662873.3 Mer41A-int, Mer41A 

68 297 5609 5945 95.2% + 22q11.23 AL022324.1 + Mer41C 



Supplementary Table B
1 2 3 4 5 6 7 8 9 10 11 12

PV no. SCORE START END IDENTITY STRAND POSITION ACCESSION NO 5´LTR14C 3´LTR14C LTR similarity Repeats in PV PV in Repeats

1CI 7203 0 7417 98.6% - 16p12.3 AC130456.2 + + 91 L2

2CI 6321 0 7417 93.1% - 15q21.1 AC051619.7 + + 92 AluSg/x AluSg/x

3CI 6160 7 7392 92.3% + 2p12 AC079896.6 + + 91 THE1B-int

4CI 5871 7 7417 92.2% + 13q31.1 AL445588.12 + + 85 MER4(C)-int

5CI 4715 0 5654 92.1% - 4q33 AC069306.6 + LTR12

6CI 3895 2833 7417 92.7% + 8q24.3 AF235103.4 LTR5B, HERVK

7CI 3735 15 7417 91.2% + 6p12.3 AL391538.11 + + 89 AluY

8CI 3575 8 7411 89.5% - Yq11.223 AC010086.4 + + 83 AluY

9CIa, b 3573 0 7410 89.5% + Yq11.221 / + + 83 MER117, MER20

10CI 3456 7 7401 91.5% + 1q44 AL627095.8/AL390728.37 + AluY

11CI 3352 28 7414 88.8% - Yp11.2 AC009952.4 + + 86 AluYc

12CI 3348 18 7414 88.7% + Yq11.223 AC021107.3 + + 84 AluYc

13CI 3231 18 7266 88.6% - Yq11.223 AC024236.5/AC007322.4 + + 86 AluYc

14CI 3215 0 7414 90.7% + 19q13.2 AC092071.2/AC011541.7 + + 89

15CI 3040 375 7292 88.5% + Yp11.2 AC007967.3 +

16CI 2887 16 7390 89.0% - Yp11.2 AC016749.4 + + 84

17CI = 9CIb 2404 26 7410 88.3% - Yq11.221 AC022486.4/AC007379.2 + + 80

18CI 1726 1330 7417 92.0% + 8q21.12 AC068700.5/AC100854.2 +

19CI 1537 3839 7008 82.3% - 7q36.1 AC069304.7

21CIa 1299 0 7023 88.8% + Yq11.221 AC007742.4 + + 83 ALR/Alpha, MER117, MER20

21CIb = 9CIa AC022486.4/AC007379.2

22CI 962 0 1461 86.1% - Yq11.221 AC024183.4 + ALR/Alpha

23CI = 9CIb 698 26 1056 86.9% + Yq11.221 AC022486.4/AC007379.2 + + 80

38CI 209 7137 7414 88.4% + Yq11.221 AC007379.2
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Flockerzi et al., Suppl. Figure B
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Flockerzi et al., Suppl. Fig. C
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Suppl. Fig. D: Schematic localization of HERV-K14CI loci in intrachromosomally

duplicated regions of the human Y chromosome. The figure is adapted from a recently

published map of the human Y chromosome (Skaletsky et al. 2003) (ref. 38). Ampliconinc

regions, consisting of intrachromosomal duplications, are shown in blue. Heterochromatin,

X-degenerate and pseudoautosomal regions are in red, yellow and green, respectively. The

locations of several Y chromosome-located genes is shown. HERV-K14CI loci (red lines)

were mapped according to their relative distances from those genes. Numbers refer to the

ones given in Suppl. Table B. Only relevant regions of the Y chromosome are shown. The

scale is in Mb.
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                    10        20        30        40        50        60        70        80        90       100
            TGGGAGAAAAGCTGAGTGTTGGGAAAAGCTGAGGCAGGGCTTGCATGTCTGACATAATGTAAAAGAGTCTTGGAACATGTCCGGGGTCCAGGGTCTAAAA

                   110       120       130       140       150       160       170       180       190       200
            CCCCTCGTGGCCTTTGGAACACCAAGCTCTGTGCTAAAGGGTGGAAGGCTACCCTGACGCACCATAATCTAAGCCCAGGGCATAAAACCCCTCGTGGCTT

                   210       220       230       240       250       260       270       280       290       300
            GGATAGAATCCAGGGCTCGTGGCCTCTGGAATGTGTCTAGACTTGCTGGCTCCTTGCTCCTTGCTCTCCCAGGATCGATTGTATCTTGAGTTAAAAGAAC

                   310       320       330       340       350       360       370       380       390       400
            CTGCTCTCCATTATCTCAAGTAGCAGAACATGTTCCATATGCCTCAAAGGAAATGCTAAACCATCACAGCTGTAGATCATGCGCTTAATGCAACTTGCCC

                   410       420       430       440       450       460       470       480       490       500
            TTTCGACCCCCACATTCTCACCACCTGTTTCTTTGTTTGATCACCAATAAATAGTCTGGGCTTCCAGAGCTCGGGGCCTTTGCAGCCTCCATACTTAGCG

                   510       520       530       540       550       560       570       580       590       600
            TTGGCCCCCTGGACCCACTTTCTCTCTCAAACTGTCTTTTCTCATTCCTTTGACTCCGCCGGACTTCGTCACCCCCACGACCTGGTGTTGGGTCTGATCA

                   610       620       630       640       650       660       670       680       690       700
            CCCCAACATTCCTGGCGCCCAACGTGGGGCGACAAAGACCCCGGTGAAGGAACGCTAGAGCATGTGAAAGCAGAGGACGCATCGTCAAAGGACACCCGAG

                   710       720       730       740       750       760       770       780       790       800
            GACGTCTAAAAGAAGCTCGGCGGGAAAGCTGAGCACTCGGAAGAACCAGGGTAACAATGGGACAAAGTGAAAGCAAACATTCTGCTTATTTAAATTTCTT
                                             A  L  G  R  T  R  V  T  M  G  Q  S  E  S  K  H  S  A  Y  L  N  F  L>

                   810       820       830       840       850       860       870       880       890       900
            AAGGCATTTATTACGAAGAGGGGGAGTGAAAGTTAGTACTCAGAATTTGTTATCACTCTTTAGTACAGTAAAGCAGTTTTGCCCATGGTTCCCAGAACAA
              R  H  L  L  R  R  G  G  V  K  V  S  T  Q  N  L  L  S  L  F  S  T  V  K  Q  F  C  P  W  F  P  E  Q>

                   910       920       930       940       950       960       970       980       990      1000
            GGGACTATGGAGTTGGATGAATGGGAGAGAATTGGCAGAGATTTTAAAAAGGCGTATAAAGATGGAGCAAAAATTCCAGTTTCTGTTTGGTCAATGTGGG
             G  T  M  E  L  D  E  W  E  R  I  G  R  D  F  K  K  A  Y  K  D  G  A  K  I  P  V  S  V  W  S  M  W>

                  1010      1020      1030      1040      1050      1060      1070      1080      1090      1100
            CGCTAATAAAGGCAGCTCTTGAGCCATTTCAAACAGATGATGAGGCAGATTCAGATGAGGAAGAGGAGGACGAGTGTAAAAAACTAACTTCAGATTCTGA
            A  L  I  K  A  A  L  E  P  F  Q  T  D  D  E  A  D  S  D  E  E  E  E  D  E  C  K  K  L  T  S  D  S  E>

                  1110      1120      1130      1140      1150      1160      1170      1180      1190      1200
            ATGTGAGGAACAGCAACCGGAGGAAATTAAAGAAAAGAAAGGAAAACTGAAAAAAGTATGTTTTACTAGCCCGTCGGCTCCACCTGCTGAATTAAGTGAA
              C  E  E  Q  Q  P  E  E  I  K  E  K  K  G  K  L  K  K  V  C  F  T  S  P  S  A  P  P  A  E  L  S  E>

                  1210      1220      1230      1240      1250      1260      1270      1280      1290      1300
            TGGCCACCTCCTCTCTCTCCCCTTAATGGGCGAGAAAATGAATTAGCTGAAAAACTTACTGCTCCTGTAGTTGCAACATTAAAACCTGGAGCAATTGGTG
             W  P  P  P  L  S  P  L  N  G  R  E  N  E  L  A  E  K  L  T  A  P  V  V  A  T  L  K  P  G  A  I  G>

                  1310      1320      1330      1340      1350      1360      1370      1380      1390      1400
            GTGCTATACAAAATTCTATTCAAAAAGCTAGAGCTGAGGGAGACCTTGAAGCATGGCAATTTCCCGTTACTATAATCCAGCAAGGAGGACAGAATATAGC
            G  A  I  Q  N  S  I  Q  K  A  R  A  E  G  D  L  E  A  W  Q  F  P  V  T  I  I  Q  Q  G  G  Q  N  I  A>

                  1410      1420      1430      1440      1450      1460      1470      1480      1490      1500
            TAATTGGGCCACTTTTCCTTTTAAGTTATTAAAGGAATTTAAGCAAGCCATTAGTCAATATGGGCCAAACTCTCCTTTTGTGCAAACTTTATTAAAAAAT
              N  W  A  T  F  P  F  K  L  L  K  E  F  K  Q  A  I  S  Q  Y  G  P  N  S  P  F  V  Q  T  L  L  K  N>

                  1510      1520      1530      1540      1550      1560      1570      1580      1590      1600
            GTGGCTCTTGATAATAGATTAATACCATATGATTGGGATACTTTAACAAAATCTGTTCTCACTCCATCTCAGTACTTGCAGTTTAAAACCTGGTGGGCTG
             V  A  L  D  N  R  L  I  P  Y  D  W  D  T  L  T  K  S  V  L  T  P  S  Q  Y  L  Q  F  K  T  W  W  A>

                  1610      1620      1630      1640      1650      1660      1670      1680      1690      1700
            ATGAAGCTCAAACTCAGGCAAGGGAAAACACACAAGCACAGCCACCTGTGCCTGTTTCCTTTGAACAGTTAATGGGAGTTGGCCCTAATTGGGGTCGATT
            D  E  A  Q  T  Q  A  R  E  N  T  Q  A  Q  P  P  V  P  V  S  F  E  Q  L  M  G  V  G  P  N  W  G  R  L>

                  1710      1720      1730      1740      1750      1760      1770      1780      1790      1800
            AGAGAATCAAGCAGTAATGGAGGATGTTGCCATTGTTCAGCTGTGCTCTGTGTGCTTACAGGCATGGGAAAGGATAAATGTTACAGGGGAAAAATATCCT
              E  N  Q  A  V  M  E  D  V  A  I  V  Q  L  C  S  V  C  L  Q  A  W  E  R  I  N  V  T  G  E  K  Y  P>

                  1810      1820      1830      1840      1850      1860      1870      1880      1890      1900
            TCTTTCAGTTCTGTCCGACAAGGACCTAAAGAACCATATATTGATTTTATTGCTCGGCTCCAAGAGGCTGTGTATAAAGCCATAACTGATAAAACAGCTC
             S  F  S  S  V  R  Q  G  P  K  E  P  Y  I  D  F  I  A  R  L  Q  E  A  V  Y  K  A  I  T  D  K  T  A>

                  1910      1920      1930      1940      1950      1960      1970      1980      1990      2000
            AGGATGTTGTAATACAGCTTCTTGCATATGATAATGCTAATGCAGAGTGTCAAACTGCTATTAGACCCCTGAGAGGGAAGGCTCATTTAGCTGAATATAT
            Q  D  V  V  I  Q  L  L  A  Y  D  N  A  N  A  E  C  Q  T  A  I  R  P  L  R  G  K  A  H  L  A  E  Y  I>

                  2010      2020      2030      2040      2050      2060      2070      2080      2090      2100
            TAAGGCTTGCGATGGCATTGGAGGTAACTTACATAAGGCTACTCTTTTAGCTCAGGCTATGGCTGGATTAAAAGTAGGAAAAAATATGCCCCATTTCTCA
              K  A  C  D  G  I  G  G  N  L  H  K  A  T  L  L  A  Q  A  M  A  G  L  K  V  G  K  N  M  P  H  F  S>

                  2110      2120      2130      2140      2150      2160      2170      2180      2190      2200
            GGCTCTTGCTTTAATTGTGGGCAATTTGGACACACAAAAAAGGAATGTAGAAAAGGAAATCAAAAGGCAAAAACTACTACCATCAATCAACAGAAAAGTC
             G  S  C  F  N  C  G  Q  F  G  H  T  K  K  E  C  R  K  G  N  Q  K  A  K  T  T  T  I  N  Q  Q  K  S>

                  2210      2220      2230      2240      2250      2260      2270      2280      2290      2300
            CCGGTGTATGTCCCTGGTGTAAGAAAGGCAATCACTGGGCAAGTCAGTGTCATTCTAAATTTAGCAAAGATGGACAACCTCTTTCAGGAAACRGGAAGAG
            P  G  V  C  P  W  C  K  K  G  N  H  W  A  S  Q  C  H  S  K  F  S  K  D  G  Q  P  L  S  G  N  X  K  R>
                                                                             Q  R  W  T  T  S  F  R  K  X  E  E>

                  2310      2320      2330      2340      2350      2360      2370      2380      2390      2400
            GGGCCCGCCTCGAGCCCCTCAACAAACCGAGGCATATCCGGCACAGCCAGTGCCCTTACAAATGTACAACAATTGTCCCCCGCCACAGCAGGCAGTGCTG
              G  P  P  R  A  P  Q  Q  T  E  A  Y  P  A  Q  P  V  P  L  Q  M  Y  N  N  C  P  P  P  Q  Q  A  V  L>
             G  P  A  S  S  P  S  T  N  R  G  I  S  G  T  A  S  A  L  T  N  V  Q  Q  L  S  P  A  T  A  G  S  A>

                  2410      2420      2430      2440      2450      2460      2470      2480      2490      2500
            CCGTAGACCTCTGCAGCACAATTCCCATCTCCTTACTTCCTGGGGAGCCACCAAAGAAGGTCCCCACGGGAGTTAGGGGACCCTTACCCTCAGGAACAGT
             P  *                                                                                              
            A  V  D  L  C  S  T  I  P  I  S  L  L  P  G  E  P  P  K  K  V  P  T  G  V  R  G  P  L  P  S  G  T  V>

                  2510      2520      2530      2540      2550      2560      2570      2580      2590      2600
            TGGTCTATTACTTGGAAGGTCTAGTCTAAATTTAAAAGGTGTCACTGTACATACGGGAATAATTGATTCTGATTATACCAGAGAAATTCAATTAGTTATT
              G  L  L  L  G  R  S  S  L  N  L  K  G  V  T  V  H  T  G  I  I  D  S  D  Y  T  R  E  I  Q  L  V  I>

                  2610      2620      2630      2640      2650      2660      2670      2680      2690      2700
            AGTTCCTCAACTCCATGGTCTGCTTCCCCAGGAGAAAGAATTGCTCAGTTGTTGCTGTTACCTTACATAAAACTAGGAAGCAGCACAGTGAAAAGAACAG
             S  S  S  T  P  W  S  A  S  P  G  E  R  I  A  Q  L  L  L  L  P  Y  I  K  L  G  S  S  T  V  K  R  T>

                  2710      2720      2730      2740      2750      2760      2770      2780      2790      2800
            GAGGCTTTGGTAGTACTAATCCAGCAGGAAAGGCTGTATATTGGGTTAATCAAGTGTCTGACAAAAGACCTATTTGTACAGTAACTATTCAGGGAAAAGA
            G  G  F  G  S  T  N  P  A  G  K  A  V  Y  W  V  N  Q  V  S  D  K  R  P  I  C  T  V  T  I  Q  G  K  D>

                  2810      2820      2830      2840      2850      2860      2870      2880      2890      2900
            TTTTGAAGGACTAGTAGATACTGGAGCTGATGTCTCTATTATTGCTTTAAATCAATGGCCCCGGCACTGGCCTAAGCAAAAGGCATCCATTGGTATTGTT
              F  E  G  L  V  D  T  G  A  D  V  S  I  I  A  L  N  Q  W  P  R  H  W  P  K  Q  K  A  S  I  G  I  V>

                  2910      2920      2930      2940      2950      2960      2970      2980      2990      3000
            GGAGTAGGAGCTGCCTCAGAAGTTTTTCAAAGTTCCTTGATTTTACCATGTCAAGGGCCGGATGGTCAGGAAGGGACAATTCAACCTATTATTACACCTA
             G  V  G  A  A  S  E  V  F  Q  S  S  L  I  L  P  C  Q  G  P  D  G  Q  E  G  T  I  Q  P  I  I  T  P>

                  3010      3020      3030      3040      3050      3060      3070      3080      3090      3100
            TTCCTGTCAATTTATGGGGTAGAGACTTATTGCAACAATGGGATGCTGAAATATCTATTCCTATGGATCAATATAGTAATAATAGTAGACAAATGATGAA
            I  P  V  N  L  W  G  R  D  L  L  Q  Q  W  D  A  E  I  S  I  P  M  D  Q  Y  S  N  N  S  R  Q  M  M  K>

                  3110      3120      3130      3140      3150      3160      3170      3180      3190      3200
            AAATATGGGATATCTCCCAGGAAAAGGACTAGGAAAAAATAAAAATGGCCAATCAGAACCTTTAGAATTAAAAGGGCAAACAGATCGGACTGGATTGGGG
                                                    *  K  W  P  I  R  T  F  R  I  K  R  A  N  R  S  D  W  I  G>
              N  M  G  Y  L  P  G  K  G  L  G  K  N  K  N  G  Q  S  E  P  L  E  L  K  G  Q  T  D  R  T  G  L  G>

                  3210      3220      3230      3240      3250      3260      3270      3280      3290      3300
            TGTCATTTTTAGGAGCGGCCATTGTTGAGCCTCCGGCTCCCATTCCTCTTGTTTGGCTAACTGCCAAACCGGTTTGGGTGGAGCAATGGCCACTGAAACA
            V  S  F  L  G  A  A  I  V  E  P  P  A  P  I  P  L  V  W  L  T  A  K  P  V  W  V  E  Q  W  P  L  K  Q>
             C  H  F  *                                                                                        

                  3310      3320      3330      3340      3350      3360      3370      3380      3390      3400
            GGAAAAACTGGAGGCTTTAAAAGAACTGGTGCAGGAACAATTGCAAAAGGGACATATAGAGCCTACTTTCTCCCCTTGGAATTCTCCTGTATTTGTCATT
              E  K  L  E  A  L  K  E  L  V  Q  E  Q  L  Q  K  G  H  I  E  P  T  F  S  P  W  N  S  P  V  F  V  I>
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                  3410      3420      3430      3440      3450      3460      3470      3480      3490      3500
            AAGAAAAAATCAGGGAAATGGAGAATGTTAACAGATTTAAGGGCTGTTAATGCTGTAATTCAACCCATGGGTGCACTGCAACCAGGGCTGCCCTCCCCAA
             K  K  K  S  G  K  W  R  M  L  T  D  L  R  A  V  N  A  V  I  Q  P  M  G  A  L  Q  P  G  L  P  S  P>

                  3510      3520      3530      3540      3550      3560      3570      3580      3590      3600
            CAATGATCCCAAAATACTGGCCTCTCATAGTGATAGATCTAAAGGATTGCTTTTTTACCATTCCTTTAGCTGCCCAAGATTATGAAAAATTTGCTTTTAC
            T  M  I  P  K  Y  W  P  L  I  V  I  D  L  K  D  C  F  F  T  I  P  L  A  A  Q  D  Y  E  K  F  A  F  T>

                  3610      3620      3630      3640      3650      3660      3670      3680      3690      3700
            TGTTCCCGCCATAAATAATAAAGAACCAGCGGACAGATACCATTGGAAAGTACTACCACAAGGCATGTTAAATAGCCCGACTATTTGTCAAACTTATGTC
              V  P  A  I  N  N  K  E  P  A  D  R  Y  H  W  K  V  L  P  Q  G  M  L  N  S  P  T  I  C  Q  T  Y  V>

                  3710      3720      3730      3740      3750      3760      3770      3780      3790      3800
            GGGAAAGCTATTAAGCCAGTTAGAGAACAGTTTAAAAAATGTTATATTATCCATTACATGGATGATATTTTATGTGCAGCTGAAACTAGGGAAGAATTAA
             G  K  A  I  K  P  V  R  E  Q  F  K  K  C  Y  I  I  H  Y  M  D  D  I  L  C  A  A  E  T  R  E  E  L>

                  3810      3820      3830      3840      3850      3860      3870      3880      3890      3900
            TGTTATGCTACAAACAGTTAGAAAAGGCTGTAAATGCAGCAGGGTTAATTATAGCCCCCGATAAAATCCAAACTTCTACTCCCTTTCAATATTTAGGAAT
            M  L  C  Y  K  Q  L  E  K  A  V  N  A  A  G  L  I  I  A  P  D  K  I  Q  T  S  T  P  F  Q  Y  L  G  M>

                  3910      3920      3930      3940      3950      3960      3970      3980      3990      4000
            GAAGGTAGAACAAAGTGCTATTAAGCCTCAAAAGGTTCAAATTCGAAGAGATAATTTAAAAACTTTAAATGATTTTCAAAAATTATTAGGAGACATTAAT
              K  V  E  Q  S  A  I  K  P  Q  K  V  Q  I  R  R  D  N  L  K  T  L  N  D  F  Q  K  L  L  G  D  I  N>

                  4010      4020      4030      4040      4050      4060      4070      4080      4090      4100
            TGGATTCATCCAACTTTAGGCATTCCTACCTATGCTATGTCTCACCTCTTTTCTACTTTACGAGGTGATTCTAACCTTAACAGTAAATGCTCCCTGTCCA
             W  I  H  P  T  L  G  I  P  T  Y  A  M  S  H  L  F  S  T  L  R  G  D  S  N  L  N  S  K  C  S  L  S>

                  4110      4120      4130      4140      4150      4160      4170      4180      4190      4200
            AAGAAGCATTGGAGGAACTTCAATTAATTGAAGAAAAAATTCAACAAGCACAAGTGAAACGAATTAACCCTATGCAGCCATTACAGTTTTTAGTTTTTCC
            K  E  A  L  E  E  L  Q  L  I  E  E  K  I  Q  Q  A  Q  V  K  R  I  N  P  M  Q  P  L  Q  F  L  V  F  P>

                  4210      4220      4230      4240      4250      4260      4270      4280      4290      4300
            TACTAAACATTCACCTACAGGAGTTATTGTTCAACAGGATGATCTGGTTGAGTGGCTTTTTCTACCTCACAATACAACCAAAACGCTCACTCTGTACTTA
              T  K  H  S  P  T  G  V  I  V  Q  Q  D  D  L  V  E  W  L  F  L  P  H  N  T  T  K  T  L  T  L  Y  L>

                  4310      4320      4330      4340      4350      4360      4370      4380      4390      4400
            GATCAAATTGCTGTGCTAGTAGGACAAGCAAGGCTGCGCACAACAAAGTTAATGGGATATGATCCAAATCAGATTATAGTTCCATTAACCAAACAACAAA
             D  Q  I  A  V  L  V  G  Q  A  R  L  R  T  T  K  L  M  G  Y  D  P  N  Q  I  I  V  P  L  T  K  Q  Q>

                  4410      4420      4430      4440      4450      4460      4470      4480      4490      4500
            TTCAACAAGCTTATATTAATTCCCAGGAATGGCAAGTTAATTTGGCAGGTTTTGTTGGCATTCTTGATAATCATTATCCTAAATCTAAAATATTCCAATT
            I  Q  Q  A  Y  I  N  S  Q  E  W  Q  V  N  L  A  G  F  V  G  I  L  D  N  H  Y  P  K  S  K  I  F  Q  F>

                  4510      4520      4530      4540      4550      4560      4570      4580      4590      4600
            TCTAAAATTAACATCCTGGATATTGCCTTCTATTACTCAAAAAGCCCCTATTGAAGGGGCCATTACTGTTTTTACTGATGGATCTAGTAATGGAAAAGCC
              L  K  L  T  S  W  I  L  P  S  I  T  Q  K  A  P  I  E  G  A  I  T  V  F  T  D  G  S  S  N  G  K  A>

                  4610      4620      4630      4640      4650      4660      4670      4680      4690      4700
            TCATTTGCAGGACCTCAACAACAAGTTTTTCAAACTGACTTTGCTTCTGCTCAAAGGGCTGAACTTATGGCTGTGATAACAGTGTTAAAAACTTTTAAAC
             S  F  A  G  P  Q  Q  Q  V  F  Q  T  D  F  A  S  A  Q  R  A  E  L  M  A  V  I  T  V  L  K  T  F  K>

                  4710      4720      4730      4740      4750      4760      4770      4780      4790      4800
            AGCCAGTAAACATTGTTTCTGATTCAGCCTATGTAGTGCAAGCCACACAAAATATTGAATGTGCCTTAATTCAAAATGTGACTGATGAACAACTTAATCT
            Q  P  V  N  I  V  S  D  S  A  Y  V  V  Q  A  T  Q  N  I  E  C  A  L  I  Q  N  V  T  D  E  Q  L  N  L>

                  4810      4820      4830      4840      4850      4860      4870      4880      4890      4900
            TTTATTTCATTCTTTACAGCAAGCAGTACAACAAAGGCATTCCCCTTTCTATATCACTCATATGAGAGCACATACTAACCTCCCTGGCCCTTTAACTAAA
              L  F  H  S  L  Q  Q  A  V  Q  Q  R  H  S  P  F  Y  I  T  H  M  R  A  H  T  N  L  P  G  P  L  T  K>

                  4910      4920      4930      4940      4950      4960      4970      4980      4990      5000
            CTTAATCAAAGGGCGGATGCATTGGTGTCTGCAGCCTTTGCTGATGCACAAACATTCCATTCTTTAACCCATCTTAATGCTGCAGGCCTTAGAAAAAGAT
             L  N  Q  R  A  D  A  L  V  S  A  A  F  A  D  A  Q  T  F  H  S  L  T  H  L  N  A  A  G  L  R  K  R>

                  5010      5020      5030      5040      5050      5060      5070      5080      5090      5100
            ATGGTCTATCATGGAAACAAGCTAAAGAAATTGTGCAACACTGTTCTGCCTGCCAAGTCCTGCATCTGCCACATCAAGGAACAGGAGTTAACCCTAGAGG
            Y  G  L  S  W  K  Q  A  K  E  I  V  Q  H  C  S  A  C  Q  V  L  H  L  P  H  Q  G  T  G  V  N  P  R  G>

                  5110      5120      5130      5140      5150      5160      5170      5180      5190      5200
            TTTATCTCCAAATTCCATCTGGCAGATGGATGTAACACATATTCCTGCTTTTGGAAAATTGTCCTTTGTTCATGTTTCAGTAGATACCTATTCACATTTT
              L  S  P  N  S  I  W  Q  M  D  V  T  H  I  P  A  F  G  K  L  S  F  V  H  V  S  V  D  T  Y  S  H  F>

                  5210      5220      5230      5240      5250      5260      5270      5280      5290      5300
            ATCTGGGCCACATGTCAAACAGGGGAAGCTACAGCTCATGTTAAAAGACATCTTTTATCTTGCTTTTCAGTTATGGGAATCCCAGAAAAAATCAAAACTG
             I  W  A  T  C  Q  T  G  E  A  T  A  H  V  K  R  H  L  L  S  C  F  S  V  M  G  I  P  E  K  I  K  T>

                  5310      5320      5330      5340      5350      5360      5370      5380      5390      5400
            ATAACGGCCCAGGATACTGTAGTAAAGCCATGGCTACATTTTTTCAACAATGGAATATTACCCATACTACGGGTATTCCATATAACTCACAAGGACAAGC
            D  N  G  P  G  Y  C  S  K  A  M  A  T  F  F  Q  Q  W  N  I  T  H  T  T  G  I  P  Y  N  S  Q  G  Q  A>

                  5410      5420      5430      5440      5450      5460      5470      5480      5490      5500
            AATAGTGGAAAGAGCTAATCGTACTTTAAAAACTCAAATACAAAAGCAAAAGGGAGGAGACCAGGAATATAAAACACCACATATGCAATTGCATTTAGCT
              I  V  E  R  A  N  R  T  L  K  T  Q  I  Q  K  Q  K  G  G  D  Q  E  Y  K  T  P  H  M  Q  L  H  L  A>

                  5510      5520      5530      5540      5550      5560      5570      5580      5590      5600
            TTATTAACATTAAATTTTTTAAATTTACAAAAAGATCAACCCATGACTGCAGCTGAACAACACCTGACAGGACAAAAGGAAAATAAAAAGGCTGGACAAG
             L  L  T  L  N  F  L  N  L  Q  K  D  Q  P  M  T  A  A  E  Q  H  L  T  G  Q  K  E  N  K  K  A  G  Q>

                  5610      5620      5630      5640      5650      5660      5670      5680      5690      5700
            ATATATGGTGGAGGGATGCACATACAAAGAGCTGGGAAAAAGGAAAGACAATTATATGGGGAAGAGGATTTGCTTGTGTCTCTCCAGGTGACAATCAGGT
            D  I  W  W  R  D  A  H  T  K  S  W  E  K  G  K  T  I  I  W  G  R  G  F  A  C  V  S  P  G  D  N  Q  V>

                  5710      5720      5730      5740      5750      5760      5770      5780      5790      5800
            GCCTGTGTGGGTGCCCACCAAACATCTGAAGATCTATCATGAGCCACAGCATCTAGTGGACCCACCTGTACAGTGCAAATTGAAGGTTTAAGGATTGCTT
              P  V  W  V  P  T  K  H  L  K  I  Y  H  E  P  Q  H  L  V  D  P  P  V  Q  C  K  L  K  V  *          

                  5810      5820      5830      5840      5850      5860      5870      5880      5890      5900
            TTTTGCTATACTGTTGCACAAGAAGGATAAGCCTCGATTTGCTTTCTCTGTGCCTTCTGTTAATCAGAAGGGGCCTGTTTCTCATTATCAGTGGTAAGTT

                  5910      5920      5930      5940      5950      5960      5970      5980      5990      6000
            TTACCCCATGGTAATTAACCAAAGAGGCAGAAGCTGAGTTACAAATGCTTCAGCAATGGCAGGCCTCCCGGCTACAGCCACAAAAGTTTTTGCTTCTGTT

                  6010      6020      6030      6040      6050      6060      6070      6080      6090      6100
            TCAGTAGATTTACTAACGTGGGGGTGAGGGTATGCTTGTGTTTTTGCAGGAGATGAACAAACCGTGTGGATGCCCTCAAGATGTGTACGACCATGGAACA

                  6110      6120      6130      6140      6150      6160      6170      6180      6190      6200
            GGAGACTGGAGGGACCCATGGATCCCAACCATGGACCGGGTTCCCCCAGTATGAGCCATGAGCCAGTTGAATCTGAATGCGAAGATGGAACGAGGACCGA

                  6210      6220      6230      6240      6250      6260      6270      6280      6290      6300
            CCAGAGTCACTGCTGACATCAACCCCCATAACATGGGGACAGATCAAGAAAACCACACAGGAAGCTGAGAAACTGCTGGAGCACCAAAGTTTTACCTATT

                  6310      6320      6330      6340      6350      6360      6370      6380      6390      6400
            GCTGGGATTCAGAGGTACAATAGATGCTTAACGGACCAATGCTTTCTGACTCAGCTCCTCTCTACCCTGAATACAAGAGACCCTAATAGTTAGGCAGGAA

                  6410      6420      6430      6440      6450      6460      6470      6480      6490      6500
            TATCATCGCCCCTATTCAGCATGAAGAAGTTACAGAAGACGGACCTTCATCCTTCTGCAACCCCTAGGATTAAGGGTCCTCTTGTAAAACGGGAAAGGGG

                  6510      6520      6530      6540      6550      6560      6570      6580      6590      6600
            AGATATGTGGGAAGCATTCAAACCAGAGCGACTCCATTTTGAATAAGGGCTAAGAAAAATGAAGCTGGATCACCAACCGGCAATTAAGGGCTGCACAGCC

                  6610      6620      6630      6640      6650      6660      6670      6680      6690      6700
            TGCAATTGCCTTGCTCAATTAAAAAGAGGCCACCTTATGCTAGTAATAATGATAGCTAGTAATAATGATATGTGGTCTCTTTTACAAAAAAGAGAAGGGG

                  6710      6720      6730      6740      6750      6760      6770      6780      6790      6800
            GGCATGGGAGAAAAGCTGAGTGTTGGGAAAAGCTGAGGCAGGGCTTGCATGTCTGACATAATGTAAAAGAGTCTTGGAACATGTCCGGGGTCCAGGGTCT

                  6810      6820      6830      6840      6850      6860      6870      6880      6890      6900
            AAAACCCCTCGTGGCCTTTGGAACACCAAGCTCTGTGCTAAAGGGTGGAAGGCTACCCTGACGCACCATAATCTAAGCCCAGGGCATAAAACCCCTCGTG

                  6910      6920      6930      6940      6950      6960      6970      6980      6990      7000
            GCTTGGATAGAATCCAGGGCTCGTGGCCTCTGGAATGTGTCTAGACTTGCTGGCTCCTTGCTCCTTGCTCTCCCAGGATCGATTGTATCTTGAGTTAAAA

                  7010      7020      7030      7040      7050      7060      7070      7080      7090      7100
            GAACCTGCTCTCCATTATCTCAAGTAGCAGAACATGTTCCATATGCCTCAAAGGAAATGCTAAACCATCACAGCTGTAGATCATGCGCTTAATGCAACTT

                  7110      7120      7130      7140      7150      7160      7170      7180      7190      7200
            GCCCTTTCGACCCCCACATTCTCACCACCTGTTTCTTTGTTTGATCACCAATAAATAGTCTGGGCTTCCAGAGCTCGGGGCCTTTGCAGCCTCCATACTT

                  7210      7220      7230      7240      7250      7260      7270      7280      7290      7300
            AGCGTTGGCCCCCTGGACCCACTTTCTCTCTCAAACTGTCTTTTCTCATTCCTTTGACTCCGCCGGACTTCGTCACCCCCACGACCTGGTGTTGGGTCTG
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  5510      5520      5530      5540      5550      5560      5570      5580      5590      5600

            TTATTAACATTAAATTTTTTAAATTTACAAAAAGATCAACCCATGACTGCAGCTGAACAACACCTGACAGGACAAAAGGAAAATAAAAAGGCTGGACAAG

             L  L  T  L  N  F  L  N  L  Q  K  D  Q  P  M  T  A  A  E  Q  H  L  T  G  Q  K  E  N  K  K  A  G  Q>

                  5610      5620      5630      5640      5650      5660      5670      5680      5690      5700

            ATATATGGTGGAGGGATGCACATACAAAGAGCTGGGAAAAAGGAAAGACAATTATATGGGGAAGAGGATTTGCTTGTGTCTCTCCAGGTGACAATCAGGT

            D  I  W  W  R  D  A  H  T  K  S  W  E  K  G  K  T  I  I  W  G  R  G  F  A  C  V  S  P  G  D  N  Q  V>

                  5710      5720      5730      5740      5750 #    5760      5770      5780      5790      5800

            GCCTGTGTGGGTGCCCACCAAACATCTGAAGATCTATCATGAGCCACAGCAGGAAGAGAGGACTCTGGGAAGAGCCAGAACTCCCGATACGAGTGATGGC

              P  V  W  V  P  T  K  H  L  K  I  Y  H  E  P  Q  Q  E  E  R  T  L  G  R  A  R  T  P  D  T  S  D  G>

                                       *  R  S  I  M  S  H  S  R  K  R  G  L  W  E  E  P  E  L  P  I  R  V  M  A>

                  5810      5820      5830      5840      5850      5860      5870      5880      5890      5900

            ACAAATGAACATCTCAGAGACAAAGGAAAAGACCGAGAATACTCATCAGGCAGATCCTCCAACATGGGGACAAATCAAGAAACTGGCACAGATGGCAGAG

             T  N  E  H  L  R  D  K  G  K  D  R  E  Y  S  S  G  R  S  S  N  M  G  T  N  Q  E  T  G  T  D  G  R>

              Q  M  N  I  S  E  T  K  E  K  T  E  N  T  H  Q  A  D  P  P  T  W  G  Q  I  K  K  L  A  Q  M  A  E>

                  5910      5920      5930      5940      5950      5960      5970      5980      5990      6000

            GACAACCTGAGAGCACAGAACAAACCAAAAACAACTAGTAACCTAATGGTGGCCATGCTGGCAGTACTCACTGTGGCAGTAAGCCTCCCTACTATAGGAG

            G  Q  P  E  S  T  E  Q  T  K  N  N  *

             D  N  L  R  A  Q  N  K  P  K  T  T  S  N  L  M  V  A  M  L  A  V  L  T  V  A  V  S  L  P  T  I  G>

                  6010      6020      6030      6040      6050      6060      6070      6080      6090      6100

            CAACTCAAAATTTTACTTATTGGGCATATGTCCCATTTCCTCCTTTAATTAGGTCTGTGAGTTGGATGGACCCTGTTATTGAGGTGTACACCAATGACAG

            A  T  Q  N  F  T  Y  W  A  Y  V  P  F  P  P  L  I  R  S  V  S  W  M  D  P  V  I  E  V  Y  T  N  D  S>

                  6110      6120      6130      6140      6150      6160      6170      6180      6190      6200

            TACCTGGATGCCTGAGCCCATAGATAACAGAGGGCCAATGCATCCTAATGAGGAAGGGATGAAAATGAATATATCAATAGGATATAAATATCCTCCAATA

              T  W  M  P  E  P  I  D  N  R  G  P  M  H  P  N  E  E  G  M  K  M  N  I  S  I  G  Y  K  Y  P  P  I>

                  6210      6220      6230      6240      6250      6260      6270      6280      6290      6300

            TGCCTGGGACCTGCTGCTGGATGCTTACAAATTGGCACACAAGTCTGGTTGGCAGTAATCCCTGGAAAAAATAAATCACAGGCTGCTTTACATATGATTT

             C  L  G  P  A  A  G  C  L  Q  I  G  T  Q  V  W  L  A  V  I  P  G  K  N  K  S  Q  A  A  L  H  M  I>

                  6310      6320      6330      6340      6350      6360      6370      6380      6390      6400

            CAGGGCAAAGTTTAAAATATAACCATTCCAGCCCTAAAACTCAGCAGTTCTATCCAAACAAGCTCAAATGTAAACAAAATAGAGTTTGGTTTGAAGGTGT

            S  G  Q  S  L  K  Y  N  H  S  S  P  K  T  Q  Q  F  Y  P  N  K  L  K  C  K  Q  N  R  V  W  F  E  G  V>

                  6410      6420      6430      6440      6450      6460      6470      6480      6490      6500

            GGATGCTTGGAATTGGGAAGATTGTATAGCAAGTAAGGCTGAGGTGCTACAAAATAATTCCTATGGAATCGTCATTGATTGGTCCCCTAAGGGGATTTTT

              D  A  W  N  W  E  D  C  I  A  S  K  A  E  V  L  Q  N  N  S  Y  G  I  V  I  D  W  S  P  K  G  I  F>

                  6510      6520      6530      6540      6550      6560      6570      6580      6590      6600

            AAAAAAAATTGCACCAGAAGGCCTTCTTGTAGAACAAATATAATAAACCGATGGAATCGTTGGCAACAGAATCATACACAATATATTCAGACAGAAGCTG

             K  K  N  C  T  R  R  P  S  C  R  T  N  I  I  N  R  W  N  R  W  Q  Q  N  H  T  Q  Y  I  Q  T  E  A>

                  6610      6620      6630      6640      6650      6660      6670      6680      6690      6700

            ATGTCCCTATCATATGGAGTCCTGGTGGCATTGTCACCCCTAGTCCAAAAATGATATCTCCTGCCATAGGACAGGAACATTCAGAATTATGGAAATTAGC

            D  V  P  I  I  W  S  P  G  G  I  V  T  P  S  P  K  M  I  S  P  A  I  G  Q  E  H  S  E  L  W  K  L  A>

                  6710      6720      6730      6740      6750      6760      6770      6780      6790      6800

            TATGGCTCAAAGTTCAATCAAAATTTGGGAGGGTAAATATAATAAGTATAAAGGGGAAGGAGGTAAAGATAAATATGTTCTTTCTTTTCTTTCTAACAGG

              M  A  Q  S  S  I  K  I  W  E  G  K  Y  N  K  Y  K  G  E  G  G  K  D  K  Y  V  L  S  F  L  S  N  R>

  6810      6820      6830      6840      6850      6860      6870      6880      6890      6900

            ACCTTTTGGATTCAAAGTTGTGTCCAGCCACCTTTTATGTTAGCAATAGGAAATATTACTCTTGACATAAATACCCATTTTATCACCTGCCACGAATGTC

             T  F  W  I  Q  S  C  V  Q  P  P  F  M  L  A  I  G  N  I  T  L  D  I  N  T  H  F  I  T  C  H  E  C>

                  6910      6920      6930      6940      6950      6960      6970      6980      6990      7000

            ACTTGTTTACTTGCATTAACTCAACTTTTGATAAAAATCAAACTATCTTGTTAATTAGAGCCAGAGAAGGAGTTTGGATCCCTGTGTCTCTAAATAGACC

            H  L  F  T  C  I  N  S  T  F  D  K  N  Q  T  I  L  L  I  R  A  R  E  G  V  W  I  P  V  S  L  N  R  P>

                  7010      7020      7030      7040      7050      7060      7070      7080      7090      7100

            ATGGGAGGCATCACCATCCATTCATATTATAACTGAGATCCTTAAAAAACTTTTATCCCATTCAAAAAGATTTATAGTTGCTCTTATATTTGCTATAATT

              W  E  A  S  P  S  I  H  I  I  T  E  I  L  K  K  L  L  S  H  S  K  R  F  I  V  A  L  I  F  A  I  I>

                  7110      7120      7130      7140      7150      7160      7170      7180      7190      7200

            GGCCTCATTGCTGTTACCACTACTGCTGCAGTAGCTGGTGTGGCTTTACACTCATCTGTGCAAACTGTTAAATTTGTTGATAAATGGCAAAAGAATTCTA

             G  L  I  A  V  T  T  T  A  A  V  A  G  V  A  L  H  S  S  V  Q  T  V  K  F  V  D  K  W  Q  K  N  S>

  7210      7220      7230      7240      7250      7260      7270      7280      7290      7300

            CGAAATTATGGAACTCTCAGGTTCAAACAGATCAAAAAATAGTTAATCAAATTAATGATCTCCGTCAGACAGTAATTTGGATGGGGGATCGTATCATAAG

            T  K  L  W  N  S  Q  V  Q  T  D  Q  K  I  V  N  Q  I  N  D  L  R  Q  T  V  I  W  M  G  D  R  I  I  S>

                  7310      7320      7330      7340      7350      7360      7370      7380      7390      7400

            TTTAGAAACTAGAATTCAAATGCAATGTGATTGGAATACATCTGACTTTTGCATTACTCCTCATAGTTATAATGAAACAGAACACCAATGGGAAAAAGTT

              L  E  T  R  I  Q  M  Q  C  D  W  N  T  S  D  F  C  I  T  P  H  S  Y  N  E  T  E  H  Q  W  E  K  V>

                  7410      7420      7430      7440      7450      7460      7470      7480      7490      7500

            AAATGCCATTTAGAAGGTAAAGAGGAAAATCTCTCCCTTGATATTGTAAAACTGAAAGAGCAGGTTTTTGAAGCCTCTCAGGCTCACTTAACCCTGCTCT

             K  C  H  L  E  G  K  E  E  N  L  S  L  D  I  V  K  L  K  E  Q  V  F  E  A  S  Q  A  H  L  T  L  L>

 7510      7520      7530      7540      7550      7560      7570      7580      7590      7600

            CTGGAACTGATATTTTAAGCAAGGCAGCTGATGGGTTGTCTGCAATCAATCCTCTTAAATGGATTAAGACCATTGGAAACGCTACACCTGTAAACCTTGT

            S  G  T  D  I  L  S  K  A  A  D  G  L  S  A  I  N  P  L  K  W  I  K  T  I  G  N  A  T  P  V  N  L  V>

                  7610      7620      7630      7640      7650      7660      7670      7680      7690      7700

            TCTAATAATTATGTGCTTGTGCTGTCTCGTTTCAGTCTACAGATGCAGAAGCCACCTCTGGAGAGAAAGCCACCGCCGAGAACAAGCAATGATAGCTGTG

              L  I  I  M  C  L  C  C  L  V  S  V  Y  R  C  R  S  H  L  W  R  E  S  H  R  R  E  Q  A  M  I  A  V>

 7710      7720      7730      7740      7750      7760      7770      7780      7790      7800

            GCAGTTTTGCAGAACAAAAAAGAGAGACATGTTGGTAGAAGAGCTGAGGCAGGACTGGCTTGTCTGTCATAATGTAAAAGAGTCTTGGAAGATGTCCTGG

             A  V  L  Q  N  K  K  E  R  H  V  G  R  R  A  E  A  G  L  A  C  L  S  *

                  7810      7820      7830      7840      7850      7860      7870      7880      7890      7900

            GTCCAGGGTCTAAAACCCCTCGTGGCCTTTGGAACACCAAGCTCTGTGCCAAAGGGTGGAAGGCTGCCCTGCCGCACCACAATCTAAGCCCAGGGCATAA
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  7910      7920      7930      7940      7950      7960      7970      7980      7990      8000

            AACCCCTTGTGGCTTGGATGGAACCCAGGGCTCAGGGCATAAAACCCCTTGTAGCCTCTGGAATGTGTCCAGACTTGCTGGCTCCTTGCTTCTTGCTCTC

                  8010      8020      8030      8040      8050      8060      8070      8080      8090      8100

            CCAGGCTTGTAAACATATTCTATCTTAACTCAAGCAACAGAGCATATTCTATATCAAGTAGCAGAGCATGTTCCATATGCATCAAAGGAAATGCTAAACC

                  8110      8120      8130      8140      8150      8160      8170      8180      8190      8200

            ATCACAGCTACGCTTGATGCACCACTACCTTTCTACCCCCACATCCTCACGCCCTCACCTGTTTACCCCCACATCTACATGTCCTCACCACCTGCTTCTT

                  8210      8220      8230      8240      8250      8260      8270      8280      8290      8300

            TGTTTGATCACCAATAAATAGTGTGGGCTCCCAGAGCTCGGGGCCTTCACAGCCTCCATACTAGCGTTGGCCCCCTGGACCCACTTTATGCACTCTTAAC

                  8310      8320      8330      8340      8350      8360      8370       

            TTGTCTTTTCTCATTCCTTTGACTCTGCCGGACTTCGTAGCCCCCATGGCCTGGTGTTGGGTCTGATCACCCCAACA
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Suppl Fig. E: Annotated HERV-K14I consensus sequences generated in this study. The

first sequence is the HERV-K14I having about 800 bp of env-unrelated sequence

downstream from the pol gene. The proviral body is flanked by LTR14B sequences. The

second part of the figure presents the 3' portion of a consensus sequence for HERV-K14I

proviruses with a putative env gene downstream from pol. The 3' LTR is represented by

LTR14Bv, that is associated with env-having HERV-K14I proviruses (see text). The start

of the different pol-env gene region is indicated (#). Locations of proviral open reading

frames for gag, pro, pol and env genes, primer binding site (PBS) and polypurine tract

(PPT) are indicated on the left. Protein domains, as revealed by CD-search, are indicated

on the right and are underlined in the protein sequences. The presented sequence (HERV-

K14I without env) has been deposited in Repbase.



                    10        20        30        40        50        60        70        80        90       100
            TGTGGGAAAGAGAGTTTCTGGGGTGCCAGTTGAGTTGGTCTCCCCTGTGTGAGACACCCATGGGAAGCCATGGGCGGCCTCTGAGGAGAAAAGTCTCCTT

                   110       120       130       140       150       160       170       180       190       200
            ATTGCCTTCATGTCTTTATGCCCCGAGAGCATAACCGCTCAGCGGCATTCCACAGGTTGCTCAGGGAGATAACACTCCCTTGAAGCAGTGGAGTATAATC

                   210       220       230       240       250       260       270       280       290       300
            AAACATCTTGGCTCCTCCTGAAACCCACTCCCACCCGTTTCAGTCCCGATAAGTTAAAGATCTTAAGTAGTTTAGACACACGCCTTTGCTCAAGGAAATT

                   310       320       330       340       350       360       370       380       390       400
            CACAGAAACCGCCACTGCTACACATCTTATCGAATGACTCACGAGTTCTCCTTCACTGATTAATCCTTTTCCTCATCCCTTCCTCCCCCTCCCATCTGCC

                   410       420       430       440       450       460       470       480       490       500
            CTAAGAACAAAGAGCTTGTAAACCAATAAATTGGGTGGAGCCCAAGAGCTCTGGGCCGTGAGCAAGCCTCCGATGCTCTGGTCCCCTGGACCCGCCTTTT

                   510       520       530       540       550       560       570       580       590       600
            AAACGCTTATTCTGTCTCTTTCTAACTCCTTTGTCTCCGCCGGACTCGGGGTACCCACTGGGTGGTGTGGGGCTGGTTTCCCCAACATCTGGTGCCCAAC

                   610       620       630       640       650       660       670       680       690       700
            GCGGGGCTCCCTATAATCTCTACAAATAATCCAGTGAAGAAATGCCAGAGCGTGGAAAGTGGAGGACGACTGACAAAGGACGCCCGAGTACGTTTTCACT

                   710       720       730       740       750       760       770       780       790       800
            TCAAGCTCTACAGGTAAGTAGGGCACTCAGAGAATTCCAGGGTAACCTCAGGAAAATATGGGTCAGGCTGAAAGTAAGTTTGCTAATTACTTAAGCCTGG
                                                       *  P  Q  E  N  M  G  Q  A  E  S  K  F  A  N  Y  L  S  L>

                   810       820       830       840       850       860       870       880       890       900
            TGCAGCAGTTATTGTGCCACAGAGGGGTAATTGTGAGTACCCAAAATCTCACATCTTTGTTCCATCTCATAGAAAAGTATTCTCCTTGGTTCCCGGAATA
            V  Q  Q  L  L  C  H  R  G  V  I  V  S  T  Q  N  L  T  S  L  F  H  L  I  E  K  Y  S  P  W  F  P  E  Y>

                   910       920       930       940       950       960       970       980       990      1000
            TGGAACCATGAATGTAAAAGATTGGGACAAGGTCGGATCAGACTTAAAACGAGCACAACAAGAGGGCCACGATATTCCCTTCTCCACTTGGTCTGTGTGG
              G  T  M  N  V  K  D  W  D  K  V  G  S  D  L  K  R  A  Q  Q  E  G  H  D  I  P  F  S  T  W  S  V  W>

                  1010      1020      1030      1040      1050      1060      1070      1080      1090      1100
            TCAGCAATTAAAACAGCACTGGAGCCCTTCCACACTGAGGAGGAGGAGGAGAAGTTTCAGGATGACATAGAAAAGTTTAATAATCAGGAGTCTGATGATC
             S  A  I  K  T  A  L  E  P  F  H  T  E  E  E  E  E  K  F  Q  D  D  I  E  K  F  N  N  Q  E  S  D  D>

                  1110      1120      1130      1140      1150      1160      1170      1180      1190      1200
            AGCAAAGTGAACCATCACAGTCTAGTTTTAAAAAGGGGGAGAAATGGGAAGCTATATATGCTAACCTCCAAAAACTTATGAAAGAAACAGTTCCACCTAC
            Q  Q  S  E  P  S  Q  S  S  F  K  K  G  E  K  W  E  A  I  Y  A  N  L  Q  K  L  M  K  E  T  V  P  P  T>

                  1210      1220      1230      1240      1250      1260      1270      1280      1290      1300
            TGCAGAAACAGTGCCACCTACTGCGCCTTTAGGGGAAGGTCCGGAATGGCCACCCCCACCTCAGCCTTATGAATTTTTGGAAYGGGAGCCTGAGACGCGG
              A  E  T  V  P  P  T  A  P  L  G  E  G  P  E  W  P  P  P  P  Q  P  Y  E  F  L  E  X  E  P  E  T  R>

                  1310      1320      1330      1340      1350      1360      1370      1380      1390      1400
            CTTGCCACTCCCATTGTTGCACGCCCCACCATTAACTATGGCAAAGGGAAGCTTCAGGCTTGCCCAACAGCCAATTACAGTGAGGGAATGATCCAGGCTT
             L  A  T  P  I  V  A  R  P  T  I  N  Y  G  K  G  K  L  Q  A  C  P  T  A  N  Y  S  E  G  M  I  Q  A>

                  1410      1420      1430      1440      1450      1460      1470      1480      1490      1500
            GTCCACCTGTTAATTATGGTAGAGGAATGCTGCAAGCCAGCCCAAATACAAATTATGGTGCAGGGACAATCCAGGCATCCATTTGCCAGGCACGAGAAAT
            C  P  P  V  N  Y  G  R  G  M  L  Q  A  S  P  N  T  N  Y  G  A  G  T  I  Q  A  S  I  C  Q  A  R  E  M>

                  1510      1520      1530      1540      1550      1560      1570      1580      1590      1600
            GGGGGATTTGGATGCTTGGCAGTTTCTGGTAATTATTTCTCCAGCTGAGGAGCCCAGAGAACATGCTCAAGCATGCTGGGAGCCATTTCCTTTTAAAATA
              G  D  L  D  A  W  Q  F  L  V  I  I  S  P  A  E  E  P  R  E  H  A  Q  A  C  W  E  P  F  P  F  K  I>

                  1610      1620      1630      1640      1650      1660      1670      1680      1690      1700
            TTAAAAGACTTAAAGCAAGCAATTGGACAATATGGGCCAAATTCTCCTTATGTTCATTCCTTGTTACAATCTGTGGCTTATAACCGGCATTTAATACCTA
             L  K  D  L  K  Q  A  I  G  Q  Y  G  P  N  S  P  Y  V  H  S  L  L  Q  S  V  A  Y  N  R  H  L  I  P>

                  1710      1720      1730      1740      1750      1760      1770      1780      1790      1800
            TGGATTGGGAGTCATTAGCCCGATCCACCCTGTCCCCCTCTCAATTTCTCCAATTTAAAACCTGGTGGACAGATGAAGCAACAAATCAGGCATGCAGAAA
            M  D  W  E  S  L  A  R  S  T  L  S  P  S  Q  F  L  Q  F  K  T  W  W  T  D  E  A  T  N  Q  A  C  R  N>

                  1810      1820      1830      1840      1850      1860      1870      1880      1890      1900
            TGCTCAAGCCCAACCTCCCATTAATATCACATCTGATCAATTGCTTGGAATCGGACAGGCATGGGGTACTGTAAATCAACAGATGGTAATGGGTGATGAG
              A  Q  A  Q  P  P  I  N  I  T  S  D  Q  L  L  G  I  G  Q  A  W  G  T  V  N  Q  Q  M  V  M  G  D  E>

                  1910      1920      1930      1940      1950      1960      1970      1980      1990      2000
            GCTGTTGATCAGCTCAGAACTATATGCCTAAGAGCCTGGGAAAAAATTCATGACCCTGGTACTACTTATCCTTCTTTTAACTCAGTTCGACAGGGTCCAA
             A  V  D  Q  L  R  T  I  C  L  R  A  W  E  K  I  H  D  P  G  T  T  Y  P  S  F  N  S  V  R  Q  G  P>

                  2010      2020      2030      2040      2050      2060      2070      2080      2090      2100
            GGGAGCCTTATCCAGATTTTATCGCCCATTTGCAAGACGCGGCTCAAAAGGCTATTTTGGATTCTCATGCCAGGAAAGTGATCATTCAGCTGCTTGCTTA
            R  E  P  Y  P  D  F  I  A  H  L  Q  D  A  A  Q  K  A  I  L  D  S  H  A  R  K  V  I  I  Q  L  L  A  Y>

                  2110      2120      2130      2140      2150      2160      2170      2180      2190      2200
            TGAAAATGCTAATACAGAATGTCAGGCAGCAATTAGACCTATTAAGGGAAAGGCAGATCTAAATGAGGAAAAAACTTTAAGTGAATACATTAAAGCCTGT
              E  N  A  N  T  E  C  Q  A  A  I  R  P  I  K  G  K  A  D  L  N  E  E  K  T  L  S  E  Y  I  K  A  C>

                  2210      2220      2230      2240      2250      2260      2270      2280      2290      2300
            GATGGCATTGGGGGGCACTTATATAAGGCCAGCCTCCTTGCTCAGGCAATGGCTGGACTAAGGGTAACAAAAAACACACGAGTGTTCCCTGGATCTTGCT
             D  G  I  G  G  H  L  Y  K  A  S  L  L  A  Q  A  M  A  G  L  R  V  T  K  N  T  R  V  F  P  G  S  C>

                  2310      2320      2330      2340      2350      2360      2370      2380      2390      2400
            ATAATTGTGGACAGATAGGACATACAAAAAGAGAGTGTACAAAGAGCCAAAAAAGGCAAAACTCAGGAGGAAAAAGCAGGGAACCAGGTACCTTTCCTAG
            Y  N  C  G  Q  I  G  H  T  K  R  E  C  T  K  S  Q  K  R  Q  N  S  G  G  K  S  R  E  P  G  T  F  P  R>

                  2410      2420      2430      2440      2450      2460      2470      2480      2490      2500
            ATGTAAAAAAGGAAAACACTGGGCTAATCAATGTCATTCAAAGTTTGATAACAGCGGACAGCCCTTGCCGGGAAACGGACAGAGGGGCCAGCCCCAGGCC
                                                             *  Q  R  T  A  L  A  G  K  R  T  E  G  P  A  P  G>
              C  K  K  G  K  H  W  A  N  Q  C  H  S  K  F  D  N  S  G  Q  P  L  P  G  N  G  Q  R  G  Q  P  Q  A>

                  2510      2520      2530      2540      2550      2560      2570      2580      2590      2600
            CTGATTCAAAATGGGGCATTCCCAATTCAGGATGGGACATCCCTGACTCCAAACGGAGTGTTCCCAGCCCAGTCTATCCCTGTACAAATGTACAGCAATT
            P  D  S  K  W  G  I  P  N  S  G  W  D  I  P  D  S  K  R  S  V  P  S  P  V  Y  P  C  T  N  V  Q  Q  L>
             L  I  Q  N  G  A  F  P  I  Q  D  G  T  S  L  T  P  N  G  V  F  P  A  Q  S  I  P  V  Q  M  Y  S  N>

                  2610      2620      2630      2640      2650      2660      2670      2680      2690      2700
            GTCCCCCTCCACAGCTAAAAGTGGGGCAGTAGATTTATGCTGTACAAAAGCTGTATCCCTCCTTCCTGGGGAGCCTCCTAGGAAGGTCCCAATGGGAGTT
              S  P  S  T  A  K  S  G  A  V  D  L  C  C  T  K  A  V  S  L  L  P  G  E  P  P  R  K  V  P  M  G  V>
            C  P  P  P  Q  L  K  V  G  Q  *                                                                     

                  2710      2720      2730      2740      2750      2760      2770      2780      2790      2800
            TACGGCCCATTGCCAAATGGCACGGTGGGACTTATACTGGGAAGGTCCAGCTTAAACTTAAAGGGAATTCAAGTACATACTGGAGTAGTGGACTCTGATT
             Y  G  P  L  P  N  G  T  V  G  L  I  L  G  R  S  S  L  N  L  K  G  I  Q  V  H  T  G  V  V  D  S  D>

                  2810      2820      2830      2840      2850      2860      2870      2880      2890      2900
            GCCAGGGAGAAATTCAAATTGTTATCTCCTCCACTGTTCCCTGGAGTGCTAATCCAGGTGACAGAATAGCTCAACTGTTGCTTTTACCATATGTTAAGTT
            C  Q  G  E  I  Q  I  V  I  S  S  T  V  P  W  S  A  N  P  G  D  R  I  A  Q  L  L  L  L  P  Y  V  K  L>

                  2910      2920      2930      2940      2950      2960      2970      2980      2990      3000
            AGGAGAAAGCTCAGAAAAAAGAACAGGAGGATTTGGAAGCACAAATTCAGCAGGCAAGGCTGCCTATTGGGTAAATCAAGTCTCTGACAATAGACCTATT
              G  E  S  S  E  K  R  T  G  G  F  G  S  T  N  S  A  G  K  A  A  Y  W  V  N  Q  V  S  D  N  R  P  I>

                  3010      3020      3030      3040      3050      3060      3070      3080      3090      3100
            TGTATGGTCACTATTCAAGGAAAACAATTTGAGGGTCTGGTCGACACAGGAGCAGATGTGTCGATCATAGCTCTTTATCAATGGCCAAAAAACTGGCCCA
             C  M  V  T  I  Q  G  K  Q  F  E  G  L  V  D  T  G  A  D  V  S  I  I  A  L  Y  Q  W  P  K  N  W  P>
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                  3110      3120      3130      3140      3150      3160      3170      3180      3190      3200
            AACAAAAGGCCCCAGTGGGTCTTGTTGGGGTCAGAACTGCTTCAGAAGTTTTCCAAAGTACTTTTATCTTACCATGTCTTGGTCCAGAAGAACAGGAAGG
            K  Q  K  A  P  V  G  L  V  G  V  R  T  A  S  E  V  F  Q  S  T  F  I  L  P  C  L  G  P  E  E  Q  E  G>

                  3210      3220      3230      3240      3250      3260      3270      3280      3290      3300
            CACAATAAAACCTGTAATTATACCCATTCCTGTTAACTTATGGGGGAGAGATCTGCTTCAGCAATGGGGCACAGAAATTTCAATCCCTTCTCCCCGGTAT
              T  I  K  P  V  I  I  P  I  P  V  N  L  W  G  R  D  L  L  Q  Q  W  G  T  E  I  S  I  P  S  P  R  Y>

                  3310      3320      3330      3340      3350      3360      3370      3380      3390      3400
            GGTCAAGCTAGTCAAAAAATAATGTCAAACATGGGCTATGTTCCCAGAAAAGGCCTAGGAAAACAGGAGACGGGCATTATTGAACCCATACAGGTTACTG
             G  Q  A  S  Q  K  I  M  S  N  M  G  Y  V  P  R  K  G  L  G  K  Q  E  T  G  I  I  E  P  I  Q  V  T>

                  3410      3420      3430      3440      3450      3460      3470      3480      3490      3500
            TAAAAAATGACCGAAAAGGATTAGGTTACCATTTTTAGGGGTGGTCACTGTTGAGCCTCCAAGTCCTATTCCCTTAAAATGGAAGACCCAAAATCCTGTT
            V  K  N  D  R  K  G  L  G  Y  H  F  *                                                                
                    *  P  K  R  I  R  L  P  F  L  G  V  V  T  V  E  P  P  S  P  I  P  L  K  W  K  T  Q  N  P  V>

                  3510      3520      3530      3540      3550      3560      3570      3580      3590      3600
            TGGGTCAAGCAGTGGCCACTTTCTCAGGAAAAATTGGGGGCCTTACAGGAATTAGTCAAAGAGCAATTAAACAAAGGAAACATTGAGCCCACATTTTCTC
             W  V  K  Q  W  P  L  S  Q  E  K  L  G  A  L  Q  E  L  V  K  E  Q  L  N  K  G  N  I  E  P  T  F  S>

                  3610      3620      3630      3640      3650      3660      3670      3680      3690      3700
            CATGGAATTCGCCAGTGTTTGTAATAAAGAAAAAATCCGGCAGATGGCGCATGCTAACCGACTTACGAGCGGTCAATGCAGTCATCCAGCCAATGGGGGC
            P  W  N  S  P  V  F  V  I  K  K  K  S  G  R  W  R  M  L  T  D  L  R  A  V  N  A  V  I  Q  P  M  G  A>

                  3710      3720      3730      3740      3750      3760      3770      3780      3790      3800
            CCTGCAGCCAGGGCTTCCATCCCCCACCATGATTCCTAGAGACTGGCCATTAATAATTATAGATTTGAAGGATTGCTTTTTTAATATTCCTCTAGCAGAG
              L  Q  P  G  L  P  S  P  T  M  I  P  R  D  W  P  L  I  I  I  D  L  K  D  C  F  F  N  I  P  L  A  E>

                  3810      3820      3830      3840      3850      3860      3870      3880      3890      3900
            TCTGATTTTGAGAAATTTGCTTTTACTATTCCTGCTATGAACAACAAGGAACCAGCAGCCAGATATCATTGGAAAGTCCTGCCACAGGGTATGTTGAATA
             S  D  F  E  K  F  A  F  T  I  P  A  M  N  N  K  E  P  A  A  R  Y  H  W  K  V  L  P  Q  G  M  L  N>

                  3910      3920      3930      3940      3950      3960      3970      3980      3990      4000
            GTCCTACTATTTGTCAAACTTTTGTGGGGAAGGCTATTCAACCTGTGAGAGATCAGTTTCCAGATTCGTATATCATTCATTATATGGATGACATATTGTG
            S  P  T  I  C  Q  T  F  V  G  K  A  I  Q  P  V  R  D  Q  F  P  D  S  Y  I  I  H  Y  M  D  D  I  L  C>

                  4010      4020      4030      4040      4050      4060      4070      4080      4090      4100
            TGCGGCCGAAAATCGAGACCAACTTATCCAGTGTTATTCATATTTACAGGAGGTGGTAGCCAATGCTGGATTGCTCATAGCACCAGATAAAATTCAAACG
              A  A  E  N  R  D  Q  L  I  Q  C  Y  S  Y  L  Q  E  V  V  A  N  A  G  L  L  I  A  P  D  K  I  Q  T>

                  4110      4120      4130      4140      4150      4160      4170      4180      4190      4200
            GCCACTCCTTTCCAATATTTGGGAATGCAGGTTCAGGAAAGGGCAATTAAACCCCAAAAGGTTCAAATTCGAAAAGACTCTCTGAAAACTTTAAATGATT
             A  T  P  F  Q  Y  L  G  M  Q  V  Q  E  R  A  I  K  P  Q  K  V  Q  I  R  K  D  S  L  K  T  L  N  D>

                  4210      4220      4230      4240      4250      4260      4270      4280      4290      4300
            TTCAAAAATTATTAGGGGATATCAATTGGATTCGACCTACTTTGGGAATCCCTACCTATGCTATGTCTAATCTGTTCTCTATTTTAAGAGGAGACCCTGC
            F  Q  K  L  L  G  D  I  N  W  I  R  P  T  L  G  I  P  T  Y  A  M  S  N  L  F  S  I  L  R  G  D  P  A>

                  4310      4320      4330      4340      4350      4360      4370      4380      4390      4400
            TCTCAATAGTAAACGAGAACTGACTCCTGAGGCTGACAAAGAATTACAAATGATTGAAGAAAAAATACAACAGGCCCAGGTTAATAGAATAGACTCAAGT
              L  N  S  K  R  E  L  T  P  E  A  D  K  E  L  Q  M  I  E  E  K  I  Q  Q  A  Q  V  N  R  I  D  S  S>

                  4410      4420      4430      4440      4450      4460      4470      4480      4490      4500
            TTACCATTACAGTTCATTGTGTTCCCTACTCTCCATTCTCCTACAGGGGTTATAGTTCAGAGTGAGGACTTAGTTGAATGGTCTTTTCTGCCTCACAATA
             L  P  L  Q  F  I  V  F  P  T  L  H  S  P  T  G  V  I  V  Q  S  E  D  L  V  E  W  S  F  L  P  H  N>

                  4510      4520      4530      4540      4550      4560      4570      4580      4590      4600
            CTGTTAGAACACTCACAGTATACTTGGATCAGATGGCAATCTTGATTGGGCAAGCTCACCTTAGAGTTGTTAAACTTTGTGGCTCAGATCCAGATAAGAT
            T  V  R  T  L  T  V  Y  L  D  Q  M  A  I  L  I  G  Q  A  H  L  R  V  V  K  L  C  G  S  D  P  D  K  I>

                  4610      4620      4630      4640      4650      4660      4670      4680      4690      4700
            TATAGTTCCAATGAATAAAAATCAGATTCGGCAAGCCTTTGTTAATTTGGTCAATTGGCAAATAAATTTAGCTGGCTTCATTGGAGTTCTTGACAATCAC
              I  V  P  M  N  K  N  Q  I  R  Q  A  F  V  N  L  V  N  W  Q  I  N  L  A  G  F  I  G  V  L  D  N  H>

                  4710      4720      4730      4740      4750      4760      4770      4780      4790      4800
            TATCCAAAAAACAATTTTTTTCAGTTTTTAAAGCTAACAACATGGGTCCTTCCAAAAATTACCCATTGTGCTCCATTGGAAGGAGCAGTGACTGTGTTTA
             Y  P  K  N  N  F  F  Q  F  L  K  L  T  T  W  V  L  P  K  I  T  H  C  A  P  L  E  G  A  V  T  V  F>

                  4810      4820      4830      4840      4850      4860      4870      4880      4890      4900
            CAGATGGCTCTAGCCATGGAAAAGCAGCTTATGTGGGACCTAAAAACAGAATTATTCAAACTGACTTTCAATCGGCACAGAGGGCTGAATTACAGGCAGT
            T  D  G  S  S  H  G  K  A  A  Y  V  G  P  K  N  R  I  I  Q  T  D  F  Q  S  A  Q  R  A  E  L  Q  A  V>

                  4910      4920      4930      4940      4950      4960      4970      4980      4990      5000
            TATAGCTGTGTTAGAAGACTTTAAGCAACCTGTAAATATTGTCTCTGATTCAGCTTATGTTGTTCAAGCCACTCAATACATAGAAACTGCACTCATTAAA
              I  A  V  L  E  D  F  K  Q  P  V  N  I  V  S  D  S  A  Y  V  V  Q  A  T  Q  Y  I  E  T  A  L  I  K>

                  5010      5020      5030      5040      5050      5060      5070      5080      5090      5100
            TATCTTGTGGATGAACAACTCTATCAGCTGTTTTCTTCTTTACAAAAGGCAGTGCGTGATCACTATTTTCCTTTCTATATCATGCACATTCGAGCATATA
             Y  L  V  D  E  Q  L  Y  Q  L  F  S  S  L  Q  K  A  V  R  D  H  Y  F  P  F  Y  I  M  H  I  R  A  Y>

                  5110      5120      5130      5140      5150      5160      5170      5180      5190      5200
            CTAATCTCCCTGGGACCGTTGTAAGGGCTAACGATCAAGCTGATTTACTAGTTTCCACTGTGCTTACTAATGCCCAAGATTTTCACTCCCTAACACATGT
            T  N  L  P  G  T  V  V  R  A  N  D  Q  A  D  L  L  V  S  T  V  L  T  N  A  Q  D  F  H  S  L  T  H  V>

                  5210      5220      5230      5240      5250      5260      5270      5280      5290      5300
            TAATGCAGCAGGACTTAAACAAAAATATCAAATTACTTGGAGACAGGCAAAGGACATTGTGCAACATTGCCCTCAGTGCCAGGTACTACAACTGCCACAT
              N  A  A  G  L  K  Q  K  Y  Q  I  T  W  R  Q  A  K  D  I  V  Q  H  C  P  Q  C  Q  V  L  Q  L  P  H>

                  5310      5320      5330      5340      5350      5360      5370      5380      5390      5400
            GAAGGGACTGGTGTTAACCCATGGGGATTAACCCCCAATATGTTGTGGCAAATGGACGTAACCCATGTACCTTCATTCGGGAAACTTTCATACGTCCATG
             E  G  T  G  V  N  P  W  G  L  T  P  N  M  L  W  Q  M  D  V  T  H  V  P  S  F  G  K  L  S  Y  V  H>

                  5410      5420      5430      5440      5450      5460      5470      5480      5490      5500
            TTACTATAGATACCTTTTCTCATTTTGTATGGGCAACTTGCCAAACAGGTGAGGCAGCTGCTCATATTAAAAGACATTTACTTTCCTGTTTCGCTGCCAT
            V  T  I  D  T  F  S  H  F  V  W  A  T  C  Q  T  G  E  A  A  A  H  I  K  R  H  L  L  S  C  F  A  A  M>

                  5510      5520      5530      5540      5550      5560      5570      5580      5590      5600
            GGGCATCCCACAAAAGATTAAAACAGACAATGGCCCAGGCTACTGTAGTAAATCTTTACAAGCGTTCCTTCAACAATGGCACATTGAGCACAGTACTGGA
              G  I  P  Q  K  I  K  T  D  N  G  P  G  Y  C  S  K  S  L  Q  A  F  L  Q  Q  W  H  I  E  H  S  T  G>

                  5610      5620      5630      5640      5650      5660      5670      5680      5690      5700
            ATACCCTATAATTCTCAAGGCCAAGCCATTGTTGAACAGGCTAATCGAACCTTAAAATCTCAATTACAAAAACAAAAGACAGAGGGGGGAACCAGAGAAT
             I  P  Y  N  S  Q  G  Q  A  I  V  E  Q  A  N  R  T  L  K  S  Q  L  Q  K  Q  K  T  E  G  G  T  R  E>

                  5710      5720      5730      5740      5750      5760      5770      5780      5790      5800
            ACTCTACTCCCCATATGCAGCTACAATTGGCTCTTATCACTTTAAATTTTTTGAATTTGTCTAGAGATCAGGTTACAACGGCAGCAGAGCAGCATTTGAC
            Y  S  T  P  H  M  Q  L  Q  L  A  L  I  T  L  N  F  L  N  L  S  R  D  Q  V  T  T  A  A  E  Q  H  L  T>

                  5810      5820      5830      5840      5850      5860      5870      5880      5890      5900
            AGGGCAAAAAATAAATCCTCATGAAGGAAAACATGTGTGGTGGAAGGACGTCAGAACCAAAACCTGGGAAAAGGGCAAAATCATTACATGGGGTCGAGGG
                        *  I  L  M  K  E  N  M  C  G  G  R  T  S  E  P  K  P  G  K  R  A  K  S  L  H  G  V  E  G>
              G  Q  K  I  N  P  H  E  G  K  H  V  W  W  K  D  V  R  T  K  T  W  E  K  G  K  I  I  T  W  G  R  G>

                  5910      5920      5930      5940      5950      5960      5970      5980      5990      6000
            TTTGCTTGTATCTCACCAGGAGAGAATCAGCTTCCTGTCTGGGTACCCACAAGACATCTTAAGCTGTGCCATGAGCCAGAATCCAAGGAAGAGGAAAAGA
              L  L  V  S  H  Q  E  R  I  S  F  L  S  G  Y  P  Q  D  I  L  S  C  A  M  S  Q  N  P  R  K  R  K  R>
             F  A  C  I  S  P  G  E  N  Q  L  P  V  W  V  P  T  R  H  L  K  L  C  H  E  P  E  S  K  E  E  E  K>
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                  6410      6420      6430      6440      6450      6460      6470      6480      6490      6500
            TAATGAATGTTTCCATTGGTTATCGCTTTCCTCCCATCTGCCTGGGGCCAGCAGCAGGATGTTTAAATTATGATAAACAAAGTTGGATGGTTTATGTCCC
            L  M  N  V  S  I  G  Y  R  F  P  P  I  C  L  G  P  A  A  G  C  L  N  Y  D  K  Q  S  W  M  V  Y  V  P>

                  6510      6520      6530      6540      6550      6560      6570      6580      6590      6600
            TGCACATAATGGATCAAAAGCCTCTATTCATGCAATCAGTGGAAGAACATTTCAATCTTTGGACACTATTAAATACCTTGAGCATGGCTATGTTATGACA
              A  H  N  G  S  K  A  S  I  H  A  I  S  G  R  T  F  Q  S  L  D  T  I  K  Y  L  E  H  G  Y  V  M  T>

                  6610      6620      6630      6640      6650      6660      6670      6680      6690      6700
            CATCGCCAGATTAATAAATTTAAACCTAATAAGAAGCCCTGCCCTAGGCAGGCCACTAAATGGTCTGAAAAGCTAGAGGTGCTAACCTGGGAAGATTGTA
             H  R  Q  I  N  K  F  K  P  N  K  K  P  C  P  R  Q  A  T  K  W  S  E  K  L  E  V  L  T  W  E  D  C>

                  6710      6720      6730      6740      6750      6760      6770      6780      6790      6800
            TTGCAAACAGCGCTGCTGTACTGCAAAATAATTCCTATGGAATCATCATTGATTGGGCCCCTAGGGGACACTTTGCAGTAAATTGTACTGGACAGAGCAA
            I  A  N  S  A  A  V  L  Q  N  N  S  Y  G  I  I  I  D  W  A  P  R  G  H  F  A  V  N  C  T  G  Q  S  K>

                  6810      6820      6830      6840      6850      6860      6870      6880      6890      6900
            AGATTGTAGAGAGACTCCTTTTGCAAATGACTACCCAGATAATGCACCAAAATTATATAGAAGAATTGAAACAAATTACCCTATTAAGTGGGAGGAGAAT
              D  C  R  E  T  P  F  A  N  D  Y  P  D  N  A  P  K  L  Y  R  R  I  E  T  N  Y  P  I  K  W  E  E  N>

                  6910      6920      6930      6940      6950      6960      6970      6980      6990      7000
            GGTATGGCTCCTCCAAGCCCAAAAATGATTGATCCAATTATAAGTCCAGAACATCCAGAATTGTGGAAATTAATGATGGCTCAAACCCCAATTCGGATTT
             G  M  A  P  P  S  P  K  M  I  D  P  I  I  S  P  E  H  P  E  L  W  K  L  M  M  A  Q  T  P  I  R  I>

                  7010      7020      7030      7040      7050      7060      7070      7080      7090      7100
            GGAAAGGAGAATATAAAACAGAGACCCATAGTAAAAAACTTCGATTTGTTGTAGCCATGACCTCTAATCAGACGGTCCCATTGCAGAGTTGTGTTAAACC
            W  K  G  E  Y  K  T  E  T  H  S  K  K  L  R  F  V  V  A  M  T  S  N  Q  T  V  P  L  Q  S  C  V  K  P>

                  7110      7120      7130      7140      7150      7160      7170      7180      7190      7200
            TCCTTTTATGTTGGCAGTGGGAAAAATTAATATCCTACCTGACTCTCAAACCATATCATGCCTCAACTGTCATCTTTTTACCTGCATTAATTCTACCTTT
              P  F  M  L  A  V  G  K  I  N  I  L  P  D  S  Q  T  I  S  C  L  N  C  H  L  F  T  C  I  N  S  T  F>

                  7210      7220      7230      7240      7250      7260      7270      7280      7290      7300
            AATAAAGATAATAGCATTTTACTGGTTAGGGCCCGAGAAGGAGTTTGGATACCTGTTTCCCTCAATAGACCTTGGGAGGCCTCTCCCTCCATACATATTA
             N  K  D  N  S  I  L  L  V  R  A  R  E  G  V  W  I  P  V  S  L  N  R  P  W  E  A  S  P  S  I  H  I>

                  7310      7320      7330      7340      7350      7360      7370      7380      7390      7400
            TCACTGAAGTACTAAAAGGAATACTTAATAGATCAAAGAGATTCATATTTACTTTAATAGCTGTGATCATGGGCCTTATAGCTGTCACAGCTACTGCTGC
            I  T  E  V  L  K  G  I  L  N  R  S  K  R  F  I  F  T  L  I  A  V  I  M  G  L  I  A  V  T  A  T  A  A>

                  7410      7420      7430      7440      7450      7460      7470      7480      7490      7500
            TGCTGCTGGTGTTGCTTTGCACTCTTCTATTCAAACTGCGGGCTTTGTGGATAGTTGGCAGAAAAATTCTTCTAAGCTTTGGAATTCCCAAAGCCAAATA
              A  A  G  V  A  L  H  S  S  I  Q  T  A  G  F  V  D  S  W  Q  K  N  S  S  K  L  W  N  S  Q  S  Q  I>

                  7510      7520      7530      7540      7550      7560      7570      7580      7590      7600
            GATCAAAAATTGGCAAATCAAATTAATGATCTCCGTCAAACAGTAATTTGGATGGGAGATCGGATTATGAGCTTGGAGCATAGAATTCAAATGCAATGTG
             D  Q  K  L  A  N  Q  I  N  D  L  R  Q  T  V  I  W  M  G  D  R  I  M  S  L  E  H  R  I  Q  M  Q  C>

                  7610      7620      7630      7640      7650      7660      7670      7680      7690      7700
            ATTGGAATACTTCTGATTTTTGTATTACTCCTAGCTCTTATAATGCCACTGAACACCATTGGGAGATGATTAGACATCACCTACAAGGAAAAGAAGATAA
            D  W  N  T  S  D  F  C  I  T  P  S  S  Y  N  A  T  E  H  H  W  E  M  I  R  H  H  L  Q  G  K  E  D  N>

                  7710      7720      7730      7740      7750      7760      7770      7780      7790      7800
            TTTAACATTAGATATTGCTAAACTGAAAAAACAACTTTTTGAGGCATCTCAGGCTCATCTCACCCTGTTGCCTGGAGCTGATATTCTTGCTGGAGCCACT
              L  T  L  D  I  A  K  L  K  K  Q  L  F  E  A  S  Q  A  H  L  T  L  L  P  G  A  D  I  L  A  G  A  T>

                  7810      7820      7830      7840      7850      7860      7870      7880      7890      7900
            GATGGCCTTTCTAATACCAATCCTTTAAAGTGGATTAAAACCATAGGTGGATCAACAATTGCAAATTTTATTTTGGTTTGTGTCTGTTTATGCTGTTTGT
             D  G  L  S  N  T  N  P  L  K  W  I  K  T  I  G  G  S  T  I  A  N  F  I  L  V  C  V  C  L  C  C  L>

                  7910      7920      7930      7940      7950      7960      7970      7980      7990      8000
            TTTTAGTCTACAGATGCAGACGGCACCTTGGGAGAGAAGCCAGACACCGTGAACGAGCCATGATAGCAATGGCGGTTATTAATAAAAAAAAATTAATAGA
            F  L  V  Y  R  C  R  R  H  L  G  R  E  A  R  H  R  E  R  A  M  I  A  M  A  V  I  N  K  K  K  L  I  E>

                  8010      8020      8030      8040      8050      8060      8070      8080      8090      8100
            GACAAAAAAGGGGGACATGTGGGAAAGAGAGTTTCTGGGGTGCCAGTTGAGTTGGTCTCCCCTGTGTGAGACACCCATGGGAAGCCATGGGCGGCCTCTG
              T  K  K  G  D  M  W  E  R  E  F  L  G  C  Q  L  S  W  S  P  L  C  E  T  P  M  G  S  H  G  R  P  L>

                  8110      8120      8130      8140      8150      8160      8170      8180      8190      8200
            AGGAGAAAAGTCTCCTTATTGCCTTCATGTCTTTATGCCCCGAGAGCATAACCGCTCAGCGGCATTCCACAGGTTGCTCAGGGAGATAACACTCCCTTGA
             R  R  K  V  S  L  L  P  S  C  L  Y  A  P  R  A  *                                                 

                  8210      8220      8230      8240      8250      8260      8270      8280      8290      8300
            AGCAGTGGAGTATAATCAAACATCTTGGCTCCTCCTGAAACCCACTCCCACCCGTTTCAGTCCCGATAAGTTAAAGATCTTAAGTAGTTTAGACACACGC

                  8310      8320      8330      8340      8350      8360      8370      8380      8390      8400
            CTTTGCTCAAGGAAATTCACAGAAACCGCCACTGCTACACATCTTATCGAATGACTCACGAGTTCTCCTTCACTGATTAATCCTTTTCCTCATCCCTTCC

                  8410      8420      8430      8440      8450      8460      8470      8480      8490      8500
            TCCCCCTCCCATCTGCCCTAAGAACAAAGAGCTTGTAAACCAATAAATTGGGTGGAGCCCAAGAGCTCTGGGCCGTGAGCAAGCCTCCGATGCTCTGGTC

                  8510      8520      8530      8540      8550      8560      8570      8580      8590      8600
            CCCTGGACCCGCCTTTTAAACGCTTATTCTGTCTCTTTCTAACTCCTTTGTCTCCGCCGGACTCGGGGTACCCACTGGGTGGTGTGGGGCTGGTTTCCCC

            AACA

                  6010      6020      6030      6040      6050      6060      6070      6080      6090      6100
            CCTCGGAACGTCCCTGCACCCCCAGTTCATCAGATGGCTCAGATGAACATCTCTGTTGAGCAGATGGAAACCAGTAAAACTCACCAAGCAACTCCACCGA
             P  R  N  V  P  A  P  P  V  H  Q  M  A  Q  M  N  I  S  V  E  Q  M  E  T  S  K  T  H  Q  A  T  P  P>
            T  S  E  R  P  C  T  P  S  S  S  D  G  S  D  E  H  L  C  *                                           

                  6110      6120      6130      6140      6150      6160      6170      6180      6190      6200
            CCTGGGGGCAGATGAAGAGACTAGCTCACATTGCAGAAGAGAACCTGAGGTCTCAGAACAAGCTGCTGACCACCAGTAATCTAATGGTAGCTATGATGGT
            T  W  G  Q  M  K  R  L  A  H  I  A  E  E  N  L  R  S  Q  N  K  L  L  T  T  S  N  L  M  V  A  M  M  V>

                  6210      6220      6230      6240      6250      6260      6270      6280      6290      6300
            GGTAATCTCCTTGGTGGTGAGTCTCCCCGTAGCTGAGGCAGATCAAAATTACACTTATTGGGCCTACATTCCATTCCCACCACTGATTAGGCCTGTTACA
              V  I  S  L  V  V  S  L  P  V  A  E  A  D  Q  N  Y  T  Y  W  A  Y  I  P  F  P  P  L  I  R  P  V  T>

                  6310      6320      6330      6340      6350      6360      6370      6380      6390      6400
            TGGTTAGACCCCCCAGTGGAGGTTTATGTTAATGATAGTGTCTGGATGCCTGGACCAACAGATAACCGAGGTCCTACTCATCCAGAGGAGGAAGGAATGT
             W  L  D  P  P  V  E  V  Y  V  N  D  S  V  W  M  P  G  P  T  D  N  R  G  P  T  H  P  E  E  E  G  M>
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Suppl Fig. F: Annotated HERV-K14CI consensus sequence generated in this study. The proviral

body is flanked by LTR14C sequences. Locations of proviral open reading frames for gag, pro,

pol and env genes, primer binding site (PBS) and polypurine tract (PPT) are indicated on the

left. Protein domains, as revealed by CD-search, are indicated on the right and are underlined in

the protein sequences. The presented sequence has been deposited in Repbase.


