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Figure S5. FOXM1 directly activates AURKA expression at transcriptional
level. (A) Western blot analysis with indicated antibodies in control (shCtrl) and
FOXM1 (shFOXM1) knockdown SUM-149 cells. (B) Semi-quantitative RT PCR
detects mRNA levels of FOXM1 and AURKA in control (shCtrl) and FOXM1
(shFOXM1) knockdown MDA-MB-231 cells.



