Strain

Sites 9 15 16 17 18 19 21 24 28 61 82 83 121 127 190 193 196 202 214 220 226 245 250 286 298
P19 C A A T TC G A A G G C TC A T 6 G C C T ACAATCA AT
P027 GIC C GA T TICGA G G G G CATIC A T/C G G C C T A C A C G T
P28 C CA A TC T G G CAGA G CA T GA TICGAGACACATIGTA A GATIC A TIC
P53 C C/A A TC T G G CAGAGACA T GA TICGAGACACATIGTA A A TIC A TIC

% 319 322 325 328 331 337 352 364 367 376 379 394 397 400 412 415 421 467 480 486 490 493 508 523 526 532

P0O19

P027

P028

P053

G A ACCAACTSGTCTASTC
G A ACAC A C C TG TOCA AT
T/IGGAGA C TICTAGATICTICGA C TICCA T

T/GGAGA C TICTAGATICTICGA C TICCA T

C GGAGA A T C TTIC G T C

A A A A ATCCTTG T C
TAGA G A A T T/ICTICTICGA TIC GIC

TAGA G A GA T T/IC T TI/IC G/AGIT/C T/IC

S"/a'"ssig 538 569 571 577 589 592 616 617 628 640 646 649 653

661 664 670 677 679 682 683 687 697 709 721 730

PO19 G ATCTC CTIG T €C CTA C ATCCAC CTC G CTCGA T C T G
P027 GGAC C C 6 T €C C T CATCTCCTCTGTCTATTCT G
P028 A A CTCTC GTC A CTA C A TICCATCTC C GATIGTIC A TI/ICTIC TICGA
P053 A A CTIC C GTC A TCTATCGATCCA C C TIC G TIC C ATCTC T G
Strains~

Sites 751 754 784 799 805 808 826 828 835 841 847 859 862 833 886 904 910 922 928 940 955 958 961 994 1000
P19 T/C A A G G T/IGG A A C ATCC C ATCG C G T C G T C G
P027 T A A G G T G A A CATTTCATGAGTTATCG A
P028 C TAAGA A T G AGATCGA T T G GATCGA C GATA C GA T C G
P053 C A GAGAGA T GAGAGATCGA T T T GATCGA C GATA C GA T C G




