1
. . .AGATCGGATCCTTCCTTTCTCTTCTCTGCAACCAAATCCACCCTATCAAACCAAAACAGTRE
BamHI AC
2 3 UORF1
GACGAGAAGCABECATCAAGRTGCGITAANATCGCTCCCATTTCCCCGTTCTCTCGARCCCAAGTT
CACA ACC AAR

4 5
CGGTARTEGTCAACETTAAACAATTTTACGTTCCCCCCTCTTCGTCAACCCCTTCAGCTCTTCCT
ACC TTT
6
TCACAGGTAGA CTTCAGCACCCAGCTTCGTAGCTCGCGCTCAAGTTCTCTTACCCCCAC
BglII CTC
7 8 uORF2
CGCCACCATTCACGGCCAAGACTTTCCAGTCTTCACCACEGATTCCCARCAGTCAACATGEETTC
TTT ACA ACA

CTTCAGGACTTTGTCTTGTTCGATCAGCCGATCAGACCACACCGTCARCATAR  CHCAACEC TC T

CCAGCCTCCAACCCGAGGTATCRACCTGAATCAGCAACATCGTAGCCAGCATTTGTCTCCGTCTC
TGCAGAACCAGCGAGTTGCAAACATTATCCAGGCAACAGGGCACCAACTCACTTCTTCGGCTTTC
ACCAATCGGTACAGCTCTTCTCAGAACTCGCGTCCGCAACAGTTCTACGCTTCCTCAGCACCTTC

TTCAGCTTCAATCCTGAACACTCAGAACCGCGCACAGCAGCGCCCTCCTGTTCCCTTGTTTCCCA

mORF
AAAGTACCGGTAGTATTTCGCACGGAAAGCAGEGCAACAAGETCHTICACTCCACTCIIN
Agel TAA CTC XhoT

Supplementary Figure 6. The sequences of cpcl-luc fusion constructs used for in vitro experiments.
Mutations and selected unique restriction sites are shown below the sequence. UORF1, uORF2 and the
beginning of the main ORF (MORF) are shaded gray. NCCs are shaded magenta and are numbered 1-8.
The position of the introduced TAA mutation that terminates the translation from NCCs is indicated by a

red box. Luciferase was placed in-frame with CPC1 at the Xhol site.



