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Supplementary Figure 9. Ribosome profiling data, including framing information, for arg-2 and
elF5. The ribosome protected fragment count for each position 5’ to 3” along the mRNA is shown on top
for (A) arg-2 (NCU07732), and (B) elF5 (NCU00366). Peaks corresponding to specific NCCs in the 5’-
leader of elF5 are shown by red arrows. Schematic map of the ORF organization, drawn to scale, is shown
below the ribosome protected fragment count graph. The reading frame information derived from the
ribosome protected fragments for specific regions along the mRNAs is shown below the schematic maps.
AAP: uORF-encoded arginine attenuator peptide; all CDSs: all predicted N. crassa genic ORFs. The color
coding for different components of the figure are the same as in Figure 5.



