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Taenia crocutae

Spirometra erinaceieuropaei

Hymenolepis nana

Echinococcus granulosus

Taenia pisiformis

Echinococcus equinus

Diplogonoporus grandis

Hydatigera sp. HCFr

Taenia laticollis

Echinococcus canadensis

Taenia regis

Diphyllobothrium nihonkaiense

Taenia madoquae

Anoplocephala perfoliata

Echinococcus shiquicus

Taenia ovis

Hydatigera taeniaeformis (GER) 

Hydatigera taeniaeformis (CN)

Taenia serialis
Taenia multiceps

Spirometra decipiens

Anoplocephala magna

Diplogonoporus balaenopterae

Taenia arctos

Hydatigera kamiyai

Diphyllobothrium latum

Dicrocoelium dendriticum NC 025280

Echinococcus ortleppi

Taenia asiatica

Echinococcus vogeli

Schyzocotyle acheilognathi (CN)

Echinococcus multilocularis

Taenia saginata

Taenia solium

Schyzocotyle acheilognathi (USA)

Hydatigera parva

Khawia sinensis

Hymenolepis diminuta

Breviscolex orientalis

Echinococcus oligarthrus

Cladotaenia vulturi

Taenia crassiceps

Pseudanoplocephala crawfordi

Taenia hydatigena

Hydatigera krepkogorski

Taenia martis

Dipylidium caninum

Atractolytocestus huronensis

Versteria mustelae

Schyzocotyle nayarensis

Drepanidotaenia lanceolata

Taenia twitchelli

Cloacotaenia megalops

Dicrocoelium chinensis NC 025279

Echinococcus felidis

-------------------------------------------------------------------------------------------------------------------------------AAATTAGTATTA-AATTTATTGGGTGTTTTATTGGTTTATGTGCCTTTTGCCTCATGCTAATTCTA--CTTTA
-------------------------------------------------------------------------------------------------------------------------------GAATTAGGGTTT-TTATTATTATTTTTTTATTGGGTTTGTGTGCCTTTTGCCTCATGCTAGACCGA---TAGC
------------------------------------------------------------------------------------------------------------------------------TTAGTTAATATTT-GCTGTAATGGTTGATTCATAGGTTGGTGTGCCTTTTGCCTCATGCTAGGGTGA-GTTTGT
-------------------------------------------------------------------------------------------------------------------------------GTTTGGTGGAAC---TTTTAATTGGGTTGATTGGTTTTAATTGCCTTTTGCATCATGCTATATGGA-TGTGGT
-------------------------------------------------------------------------------------------------------------------------------GTTTGGTGGAAC---TTTTAATTGGGTTGATTGGTTTTAATTGCCTTTTGCATCATGCTATATGGA-TGTGGT
-------------------------------------------------------------------------------------------------------------------------------GTTTTATTAAAT---TGTTTATTCAGTTTTTTAGGTTTATGTGCCTTTTGCATCATGCTATTTGGA-TTTTTA
-------------------------------------------------------------------------------------------------------------------------------GTTTTATTAAAT---TGTTTATTCAGTTTTTTAGGTTTATGTGCCTTTTGCATCATGCTATTTGGATTTTTTA
-------------------------------------------------------------------------------------------------------------------------------ATTTTATTGAAT---TTAATATTCAGTTCTTTTGGTTTGTGTGCCTTTTGCATCATGCTATTTGGATTGTTTA
-------------------------------------------------------------------------------------------------------------------------------ATTTTATTGAAT---TTAATATTCAGTTTTTTTGGTTTGTGTGCCTTTTGCATCATGCTATTTGGATCGTTTA
--AATTTGAACAAATTTGTGAAAAGTGTTTAATATTTATATATTATATAAACAAATTTAAAAGAAAGAAAATTTTACATTTTTAGAGAGGCTTTGTTTGCGCTTAAAGCATTTTGTTGTGTAATATAAATTTTTAAGTT-ATTTTTATTTAGGTTTATTAGGTTAGTGTGCCTTTTGCATCATGCTGTTTCGA-TTATAT
TTTATTTGTACAATTTTGTAAAATTTAGTTAATATTGTTATATTATATAAACAAATTTAAAAGAAAAAAAA-ATCACATTTTGTTATAACGCTCTTTTGCGCTTACAGT-TTTTACTATGCGATTTTAATTTTTAAGTT-ATTTTTATTTGTTTTTATTAGGTTGTTGTGCCTTTTGCATCATGCTGTTTCGA-TGACTA
------------------------------------------------------------------------------------------------------------------------------TAATTTTTAAGTT-ATTTTTATTTGTTTTTATTAGGTTGTTGTGCCTTTTGCATCATGCTGTTTCGA-TGACTA
------------------------------------------------------------------------------------------------------------------------------TAACTTAATGGTT-----GCTTTAAAAATTTTTTAGGTTACCTGCCTTTTGCATCATGCTCAGATGA-TTTATT
---------------------------------------------------------------------------------------------------------------------TGTTTTTGTTAATTGTTTAATT-T---GTAAGTTTATAATATTGGATTTATTGCCTTTTGCATCATGCTTAATGGA--TTTTA
--------------------------------------------------------------------------------------------------------------------TTACTTTTGTTAATTGTTTAATT-C---GTGTGTATGTTTTATTGGATTTATTGCCTTTTGCATCATGCTTAATGGA--TTTTG
-----------------------------------------------------------------------------------------------------------------------TTATTATTGTTTTATTAAAC-A---TTTTTATGAAGTTTTAGGTTTAATTGCCTTTTGCATCATGCTTAATGGA--TTTAT
-----------------------------------------------------------------------------------------------------------------------------GAATTTCTGTGAAT-T---TATTGATTATTTTTCTGGTTTGGTTGCCTTTTGCATCATGCTTTTTGGA--TTATT
--------------------------------------------------------------------------------------------------------------------CAG-----TATAATTTATTAATT-G---TTAATATAATATTTTTGGTTTAACTGCCTTTTGCATCATGCTTAATAGA--GTGTA
-----------------------------------------------------------------------------------------------------------------------------AAAATTTTGAGGTT-A---CTATTATGTTGTTATTGGTTTATTTGCCTTTTGCATCATGCTTTATAAA--ATTAT
------------------------------------------------------------------------------------------------------------------------TATTGTAAGCTTTTTAGCT-A---TTAAGTTTTTATTTTTGGTTTATTTGCCTTTTGCATCATGCTTTATAGA--GGTTT
------------------------------------------------------------------------------------------------------------------------------TGATCTATAGGTT-GTT-ATTATTGGTTTTGTTGGACTTTCTTGCCTTTTGCATCATGCTCGTTGGA-TTTTTT
------------------------------------------------------------------------------------------------------------------------------TAATTTAGTAATT-AA--TTTATTAATTTATTTGGTTTAATATGCCTTTTGCATCATGCTTAATGGA-TTATTT
------------------------------------------------------------------------------------------------------------------------------TAATCTATAGATT-G-----GTATTATGGTTTTGGTTTGGTTTGCCTTTTGCATCATGCTTGATAGA-TTTTTT
-------------------------------------------------------------------------------------------------------------------------------GGTTTTGTGATC-G---TATGATAGGTTGTTTTGGTTTATTTGCCTTTTGCATCATGCTTAACGGA-ATTTTT
-------------------------------------------------------------------------------------------------------------------------------GGTTGTTTAGCT-G---TGAGGTTGGTTGTTTTGGTTTATTTGCCTTTTGCATCATGCTTGACGGA-ATTTTT
-------------------------------------------------------------------------------------------------------------------------------GGTTGTTTAATT-G---TGATGTTGGTTGTTTTGGTTTATTTGCCTTTTGCATCATGCTTAACGGA-GTTTTT
-------------------------------------------------------------------------------------------------------------------------------GGCTGTTTAGTT-G---TTAGGTTGGTTATTTTGGTTTATTTGCCTTTTGCGTCATGCTTAACGGA-GTTTTT
-------------------------------------------------------------------------------------------------------------------------------GGTTGTTTAGCT-G---TTATGTTGGTTGTTTTGGTTTATTTGCCTTTTGCATCATGCTTAACGGA-GTTTTG
-------------------------------------------------------------------------------------------------------------------------------GGTTGTATAGCT-G---TGAAGTTGGTTGTTTAGGTTTATTTGCCTTTTGCATCATGCTTAACGGA-GTTTTA
-----------------------------------------------------------------------------------------------------------------------------GTAGTTGTATAGCT-G---TTGGATTGATTGTTTGGGTTTATTTGCCTTTTGCATCATGCTTGGTGGA-GTTTTA
-------------------------------------------------------------------------------------------------------------------------------GGTTTTTTAGCT-G---TGATATTGGTTTTTTTGGTTTATTTGCCTTTTGCATCATGCTTGGCGGA-GTTTTG
-------------------------------------------------------------------------------------------------------------------------------GGTTTTTTAGCT-GC--GGAGATTGGTTTTTTTGGTTTATTTGCCTTTTGCATCATGCTTGGCGGA-TTTTTG
----------------------------------------------------------------------------------------------------------------------------TATACTTTAAAAAGT-GT--TTAATTTGAGTATTTTGGTTAATTTGCCTTTTGCATCATGCTTTGAGGA--TTAGA
------------------------------------------------------------------------------------------------------------------------------AATTTTAATAAAT-A---TAAAGGTGATTATTTAGGTTTATTTGCCTTTTGCATCATGCTTATTGGA-TTGATA
---------------------------------------------------------------------------------------------------------------------------------TTTAGTAAAT-A---CTTATATATGTGTTTAGGTTTATTTGCCTTTTGCATCATGCTTATTGGA-TTGTTT
-------------------------------------------------------------------------------------------------------------------------------ATTTTAATAAAT-G---TCAAGATATATATTTAGGTTAATTTGCCTTTTGCATCATGCTTATTGGA-TTAATT
-------------------------------------------------------------------------------------------------------------------------------ATTTTAGAAAAT-A---TTAAGATATGTATTTAGGTTTATTTGCCTTTTGCATCATGCTTATTGGA-TTGAAT
-------------------------------------------------------------------------------------------------------------------------------ATTTTAGAAAAT-A---TTAAGATATGTATTTAGGTTTATTTGCCTTTTGCATCATGCTTATTGGA-TTGAAT
---------------------------------------------------------------------------------------------------------------------------------TTTATTGATT-GTT-TTATTTTGGAGTTTTAGGTTTATTTGCCTTTTGCATCATGCTCACTTTA-TTTTTT
------------------------------------------------------------------------------------------------------------------------------TAATTTATAAATT-A---TCGTTATGGATTTTTGGGTTTATGTGCCTTTTGCATCATGCTTGCTTGA-TTTTTT
------------------------------------------------------------------------------------------------------------------------------TGGTTTATTAACT-G---TTGTTAAAAATTTTTAGGTTTATATGCCTTTTGCATCATGCTTACTTGA-TTTTTT
---------------------------------------------------------------------------------------------------------------------------TAGTAATTTATAAATT-A---GAGTGATTGATTTATAGGTTTTTATGCCTTTTGCATCATGCTTAATAGA--TTAAT
--------------------------------------------------------------------------------------------------------------------------ATTATAATTTATAAGTT-A---AATTAATTTTTTTATTGGTTTTTGTGCCTTTTGCATCATGCTTGATGGA--TTTAG
------------------------------------------------------------------------------------------------------------------------------TGTTTTATAAAATTG---TTGAGTAGGGTTTTTAGGTTTATTTGCCTTTTGCATCATGCTTAATAGA--TTTTA
----------------------------------------------------------------------------------------------------------------------------TTTATTTTATAAAATTG---TTGAGTAGGGTTTTTAGGTTTATTTGCCTTTTGCATCATGCTTAATAGA--TTTTA
-----------------------------------------------------------------------------------------------------------------------------TTGATTGATAAATT-GTT-GAGTTTTGGTGTTTTAGGTTTATTTGCCTTTTGCGTCATGCTTGGTGGA-TTTTTA
-----------------------------------------------------------------------------------------------------------------------------TAGATTGATAAATT-GAT-TAATTTTATTGTTTTAGGTTTATTTGCCTTTTGCATTATGCTTAGTGGA-TTTTTA
--------------------------------------------------------------------------------------------------------------------------TTGATAATTGATAAGTTGGATTGTATTTGAGTGTTTTGGGTTTATTTGCCTTTTGCATCATGCTTGATGGA-TTTTTA
-----------------------------------------------------------------------------------------------------------------------------TTGGTTAATAGACT-GTT-AGGGTTTAGTGTTTTAGGTTTATTTGCCTTTTGCATCATGCTTAGTGGA-TTTTTA
------------------------------------------------------------------------------------------------------------------------------TGGTTGATAAACT-GTT-AAGGTTTAGTG-TTTAGGTTTATTTGCCTTTTGCATCATGCTTGGTGGA-TTCTTA
------------------------------------------------------------------------------------------------------------------------------TGGTTGATAAACT-GTT-AGGGTTTAGTG-TTTAGGTTTATTTGCCTTTTGCATCATGCTTAGTGGA-TTCTTG
------------------------------------------------------------------------------------------------------------------------------TGGTTGATAAATC-GTTTATGTTTTAGTGTTTTAGGTTTATTTGCCTTTTGCATCATGCTTAATGGA-TTTTTA
----------------------------------------------------------------------------------------------------------------------------TTTGATTGGTAAATT-GTTTATGTTTTAGTGTTTTAGGTTTATTTGCCTTTTGCATCATGCTTAATGGA-TTTTTA
----------------------------------------------------------------------------------------------------------------------------TTTGATTGATAAATT-GTTAATGTTTTAGTGTTTTAGGTTTATTTGCCTTTTGCATCATGCTTAACGGA-TTTTTA
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