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Supporting Fig. 1.  Marker segregation distortion across the five chromosomes. 

The percentage of Col alleles is presented on the y-axis.  The upper and lower gray lines

represent P = 0.05 thresholds.  The drastic peak seen for marker gen7021 on chromosome 4 is

likely a consequence of the failure to effectively genotype Nd-1 alleles at this Mass ARRAY

marker.
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