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Sequencing depth & Expression quantification

GLOBAL (372945)

@
— O
.,——07/._—-—

G

—— Neg.1:74.4% detecled ——
—o— Neg2:812% detecled

o ] °
o__—o———°

T T T
2 4 6

T T
8 10

Sequencing depth (million reads)

Number of detected features

GLOBAL (372945)
/.-g-oi’:go/. o) (o)
&
o ()
g - / .oO
8 /
%o
o
g |/
® o
o~
E
= -— Pos.1:95% detecled —8—
F -8~ Pos2:802% detwecled
o T T T T

10 20 30

Sequencing depth (million reads)

A) Saturation plot for protein-coding genes for all samples
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B) Sensitivity plot. Percentage of features having more than 0,1,2,5 and 10
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