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Supplementary Table 1. Summary of identified suggestive QTLs for fatty acid composition

SSC Tet  Posion Feaio O gqat simaerinenal Reference’
1 C10:0 167 gg' A 0.9  SWI97-SWI1307
Cle:l 123  ggf A 1.0 SWIB-SW1%57
Ci7:1 167  7gf AD 15  SW373-SW130l
Cc182 111 g5f AD 13 SW1417-SW1301 Ramayo-Caldsetal. (2012)
C20:4 167 g4t AD 1.7 SWO74SW1301
MUFA 0  q1ogf A 1.3 SWI514SWi515
PUFA 167 g5t AD 13 SW2035-SW1301 Ramayo-Caldsetal. (2012)
2 Cl7:1 10 194t A 12 SW2623SW776
c18:3 17 g4t A 0.8  SW26230370
C20:0 105 gof A 08  SW2623:SW1879
C20:4 23 gof A 0.7  SW2623:SW1879
SFA 25 414t A 12 SW262350370
UFA 22 13l A 1.1 SW2623SW1879
3 C120 0 435 A 14 APRZ2SW2021
c183 69 g4t A 08  APR22SW1327
4 ci61 88 g4t AD 13 SWASHMP77  PéezEndisetal (2000)and Rameyo-Caldesetal. (2012)
C180 93  74f AD 15  SWIsHMPTY
cig1 44 44t A 08  SWASHMPT7 Pérez-Endisoetal. (2000), Niietal. (2006),
Guoetal. (2009), Uemoioetal. (2009),
Rameyo-Caldsetal. (2012) andUemoioetal. (012)
Cl18:2 44 6.9 A 0.7 SWABHMPT7 Pérez-Encisoetal. (2000), Clopetal. (2009),
Kimetal. (2006),Niietal. (2006), Guoetal. (2009),
Rameyo-Caldssetal. (2012) and Uemoipetal. (2012)
MUFA 42 6.9 A 0.7 SWABHMPT7 Guoetal. (2009)and Ramayo-Caldesetal. (2012)
5 C120 101  ggut A 0.9  SW2003SWo67
c182 123 74t A 0.7  SW2003-SWo67 Uemoboetal. (2009)
C20:0 122 ggf A 09  SWOE3SWo67
6 Cl20 14 74t AD 16 S0085SW1057
Ci7:1 79  g4f A 0.9  SW2406-S0059
Cc18:1 79 96 A 1.0  APRBSWIOSH Ramayo-Caldssetal. (2012)
C18:2 79 15 A 1.3 APRBSWI2 Ramayo-Caldasetal. (2012)
MUFA 79 g3t A 0.9  APRB-SWI055 Leeetal. (2010)and Ramayo-Caldssetal. (2012)
PUFA 79 1ot A 13 APR8-S0059 Leeetdl. (2010)
7 Cl40 134 ggf A 09  SWL47-SWre4
C183 94 q1g5' A 07  SW1369-SW764 Guoetal. (2009)
PUFA 62  qpgt A 1.3 SW1369-SW2108 Guoetal. (2009)
8 Cl20 116 ggf A 1.0 SWIA5KSISs
MUFA 4 747 A 08  SW2410-SW444
9 C10:0 145 gof AD 12 SW2093SW749
cie:1 145 741 AD 1.6 SW2093SW749
10 C16:0 54  g4f A 1.0 SWRI36SW2000 Uemobetal. (2012)
11 Cl20 47  gaf AD 1.1 SW1460-SWI13
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12
13

12
13

14

15

16

17
18

C18:1
MUFA
C16:1
C10:0
C16:1
C18:2
C20:0
C20:1
PUFA
C10:0
C17:0
C20:4
C20:0
C20:1
MUFA
C12:0
C17:0
Cl7:1
C18:1
C18:2
C20:4
MUFA
PUFA
C10:0
C10:0
C16:1

61
61
115
62
74
29
24
29
29
64
58
14
78
130
141
43
59
54
55
53
41
56
52
11
22
24

6.5"
7.27
129"
03"
125"
9.47
6.47
105"
8.0
10.0"
8.7"
6.0"
9.1
6.7"
6.0'
5.9
6.5'
8.0
73"
501
747
6.8"
560
111"
6.7"
102"

Z>>»>>»> >

>>» > >» > >

A

0.7
0.7
13
1.0
13
1.0
13
11
0.8
1.0
0.9
0.7
0.9
14
1.2
1.2
1.3
1.6
1.5
1.0
1.5
14
1.2
11
1.4
11

SW1460-SW1135
SW1460-SW1135
S0106-SWR1021
S0288-SW38
SW1407-SW38
SWR1941-SW38
SWR1941-50215
SW1378-30283
SWR1941-SW38
SW2038-SW2515
SW2038-SW2515
SWB57-SW2515
SW1989-50040
SWO36-SWR2121
KS135-SWR2121
SWA419-SW2517
SW1809-50105
SWA419-SW2517
SW1035-SW1897
SW1035-SW1897
SWA419-SW2517
SW1035-SW1897
SW1035-SW1897
SW1031-SW2142
SY4-50062
SY4-SB58

Guoetal (2009)

!Test statistic and level of significance: Tsuggestive 5% significance.

’A represents additive effect; AD represents additive and dominance effects.

®Flanking markers for 95% support intervals estimated by the 1.5-LOD drop method.
*Var % is the reduction in residual variance of the F, population obtained by inclusion of a

QTL at the given position.

*papers reporting QTL with similar effects at comparable positions in PigQTLdb.
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