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Supplemental Figure S14. 3D looping interactions at the KlIf4 and Zfp462 loci are
disrupted upon YY1 knockdown. (A) Zoom-in interaction score heatmaps of a loop between
the KlIf4 gene and downstream enhancer(s) in NPCs exposed to non-targeting control siRNA
(left) and an siRNA targeting YY1 (right). (B) Gene-expression quantified by gPCR of the Klf4
gene in NPCs exposed to non-targeting and YY1-targeting siRNA. (C) Zoom-in interaction score
heatmaps of a loop between the Zfp462 gene and downstream enhancer(s) in NPCs exposed to
non-targeting control siRNA (left) and an siRNA targeting YY1 (right). (D-F) Gene-expression
guantified by qPCR of the Zfp462 (D), Olig2 (E), and Nestin (F) genes in NPCs exposed to non-
targeting and YY1-targeting siRNA.
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