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Supplemental Figure S8. Thresholding Interaction Scores to Achieve Reasonable False
Discovery Rates. (A) 2D Scatterplot of the minimum interaction scores across the two
replicates of each cell type for all bin-bin pairs. Blue lines show applied thresholds. (B) Tables of
expected-corrected interaction frequency correlations (left) and real 5C data pixel counts within
looping classes compared to simulated pixel count and false discovery rate (FDR) within looping
classes of simulated ES serum and NPC replicates (right). (C) 2D scatterplot of the minimum
interaction scores across the two replicates of each simulated cell type for all bin-bin pairs. Blue
lines denote applied thresholds. (D) 3D scatterplot of the classified interactions from the first

NPC simulation. Related to Figure 3.
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