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Supplemental Fig S2. Zambian isolates are distributed across the phylogenetic tree. A combine phylogeny was estimated from both the data in this study and previously published
Zambian isolates (Vanhove et al. 2016). Zambian isolates are highlighted with blue stars. Zambian VNBI and VNBI!I isolates show ancestral diversity, while Zambian VNI isolates are

scattered throughout global the global VNI phylogeny.



