CNAG_04552 | Bl Bl

CNAG 00867 Bl

CNAG_05377 |
CNAG 05667 Bl
CNAG_05381

L CNAG. 00864 Bl
CNAG_00097 | BI

I CNAG_01059
: CNAG_01759
AG_05662 |

— ——ON
CNAG_04024

L CNAG_03910

CNAG_07874
_|_‘—CNAG 02554
CNAG_01683
——CNAG_04784
L— CNAG 04783
CNAG_01835

CNAG_07641 Bl
—| ECNAG_D2733

CNAG530450324 | BI

I:CNAG 02479 BI Bl

rr_ 920

CNAG 06521 | Bl Bl

L CNAG 05387 BI Bl
CNAG_05336

2.A11

| 0.5 |

2.A.1.1.8 Myoinositol:H+ symporter

.43 Monosaccharide symporter

2.A.1.1.69 Sugar/Polyol transporter

2.A.1.1.38/73 Glycerol:H+ symporter

2.A.1.1.40 Xylose facilitator

CNAG_05982 | BI BlI
CNAG_06253
CNAG_02586
CNAG 04092
CNAG_062
CNAG_03087 | Bll

CNAG_04038
CNAG_01936"

W

%I\II\IA%_03438 2.A.1.1.22 Hexose:H+ symporter
|:| CNAG_04931
[ | CNAG_03772
CNAG_06963
_|:CNAG_O6259 | BI Bl
CNAG_05332 CNAG 07897
—| [CNAG 0592 9 | Bl BlI - 2.A.1.1.10 Maltose:H+ symporter
9 Bl BII 2.A.1.1.11 General a-glucoside:H+ symporter
CNAG_ 7 | Bl BlI
CNAG_O533 0 1Bl
| CNAG_07619 3.A.1.205 Pleiotropic drug resistance protein
| | | CNAG 04210

2.A.1.1.10 Maltose:H+ symporter
2.A.1.1.11 General a-glucoside:H+ symporter

2.A.1.1.7 Quinate:H+ symporter

CNAG_03051

CNAG_03432

CNAG 03485

CNAG_030

CNAG_04794
4|—|_70NA
CNAG_00539

CNAG _04714

G 02561 BIl 2.A.1.2.46 Fructose/glucose uniporter

D —

CNAG_O

G_04567

CNA
CNAG_00003 I'BlII
CNéAG500844

CNAG _02050
CNAG_05130

CNAG_07519

CNAG_01844

CNAG_02336

CNAG 01497

CN

CNAG_04414

CNAG_00904
CNAG_06776
CNAG 0

3838
A_G 00443

CNAG_04244

CN
CN

AG

CNAG_02777 | Bl
CNAG_06569
CNAG_03468

CNAG_00048
| CNAG _03140
CNAG_0648

CNAG 06934 Bl
CNAG_06932 Bl
CNAG 06986 BI Bl

CNAG_01862

2.A.1.1.9 Lactose

CNAG _04536
016

AG_ 06758
CNAG 03909
CNAG_04704
CNAG_01055
CNAG_05459

/galactose:H+ symporter

Supplemental Fig S7. Phylogenetic analysis of sugar transporters in the reference strain H99. Genes under selection in each lineage are
labeled in red. Genes were annotated by best BLAST hits to the transporter classification database (http://www.tcdb.org/).



