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Figure S1. Phylogenetic network of Lynx MHCI alleles. We constructed a network with the Neighbor-Net method and Jukes-Cantor distances

in SplitsTree4. Alleles are colored by species of origin.
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Figure S2. Phylogenetic network of Lynx MHCII-DRB alleles. We constructed a network with the Neighbor-Net method and Jukes-Cantor
distances in SplitsTree4. Alleles are colored by species of origin.
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Figure S3. Phylogenetic tree of Felidae MHCI alleles. The tree was constructed with RaxML. Tips are colored by genus of origin.
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Figure S4. Phylogenetic tree of Felidae MHCII_DRB alleles. The tree was constructed with RaxML. Tips are colored by genus of origin.
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Figure S5. Felidae MHCI supertype definition. We used average hierarchical clustering and a cut-off threshold of Euclidean distance =15 to
classify alleles into distinctive functional groups (supertypes, red boxes) based on functional similarity at their ABS. Alleles with identical amino
acids at ABS are represented as tip polytomies at 0 Euclidean distance.
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Figure S6. Felidae MHCII-DRB supertype definition. We used average hierarchical clustering and a cut-off threshold of Euclidean distance =
15 to classify alleles into distinctive functional groups (supertypes, red boxes) based on functional similarity at their ABS. Alleles with identical
amino acids at ABS are represented as polytomies at 0 euclidean distance.



