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S4 Figure. Specificity of the PCR assay for miR-122. Plots of Ct values determined using PCR
as a function of the concentration of miR-122 (red circles) and miR-122 with a single base
mismatch at the 9" position (blue squares). Error bars are shown as 1 s.d. over triplicate PCR

reactions from a single RT reaction.



