Supplementary Figure S2

(a) 3p24

UCSC Genes

NEK10 &

L
Finemapping Better Marker rs2370946 |

T47D DNasel 137 l
ase
1 - bl J - _..._...L.__..._....._....__.L_..J._.u.._.....
0.0164 -
T47D+E2 DNasel
0

MCF7 DNasel

1 . - A R 4_._._‘..‘_“_1‘.“_._;__4...&_.._._1___4_ — e A .

MCF7+E2 DNasel
e ak I - ad ik " ——— —

MCF7 H3K4me1 4'1333:‘] I ' i | m“ |“|I| “ Ih”‘m]mﬂ “ﬂh“m“‘h m HJI h| lﬂlu .Hni;hllm“.ﬁ nllLNlJ_l
verr KA ey il ik ln Wl Boeord [owd by uh |I|. il m‘mn un‘ L]uﬂ IJJ'II i .lluL lll w b b “|] { |h L

MCF7+E2 H3K4me3 0 | LI H|.| il i [ L l I |k| ]|nu HL; \ ] || L |lIIJI | . N “ )
MCF7+E2 H3K4me1 5.45931 -
07 MMWMMWMMMMMHM e v o bl sk [|u 2 ‘
MCF7+E2 H3K27Ac 0 ULMMuLJ@M_MLMpmwM k) |I.||.|JI e il il J“hi"ll...l I|l i
2

HCC1954 H3K4me3 1, , ‘ | l o o | | o
L1 L v Ty T O T T i | Y
HCC1954 HaK4met faeeer ‘ b iidi
0 |umu b b 1y MMMIAW Ll il wlm.mu | F T mﬂ TR I RN T R AT TR A
5.03333 -
HCC1954 H3K27Ac ‘ ‘ JJ . | | ‘
o lwtahy ol wove bbb obw T EEYITE N PEET N (' UE | (RTINS N O B P vl aud 1
6.5-
MDAMB231 FAIRE
0 L, . xlb il P S E—— [ WYY S P RS P W SR Y S Wy
7_
MDAMB231 H3K4me3
0 Iy |“ I ]h i s L v I i \ ‘.I] llL ||| ||ll 1l L ||| 1 m “| 1| IILJ
6.16667 -

MDAMB231 H3K4me1

33.766
MDAMB231 H3K27Ac

~
o o Jo
. )
:
; 4
L
b

HMEC FAIRE

HMEC DNasel e i l ' l |‘|

o
o
n
©
[}

0
8_

HMEC H3K4me3

204 allat & e L.Lunh.h ..ll. tak b had ik ok HM n.hl.ii ITTITY RTT YN PR
HMEC H3Kdme1 T

()Q]lt1 R W Y "R o S it il . ——— i i ol B
HMEC H3K27Ac i ‘ I h

0.0%.&..uun..llll- YT PRI VI W TN N il -l..-.a-.h.-...‘. YT |

Breast Myoepithelial H3K4me3

, |
by ha l__jihJhuwiJ\m__ﬂm___ﬂ_“_ﬂ__

k | | | . R
'ETI T ET i I\mv i

Breast Myoepithelial H3K4me1
i st e B b - d

Breast Fibroblast H3K4me3

I
! I T ITR IS PRI T N TR ATY W W
14-
Breast Fibroblast H3K4me1
(" ¥ PR T SR U S
6 -
Breast Fibroblast H3K27Ac
0

43.0197 - i
Layered H3K4Me3 |
0.04 PP P A
271751 -
Layered H3K4Me1
0.04 |t e i et i P I —
44.2774 -
Layered H3K27Ac
0.04 s A R
MCF7 ChromHMM States
HMEC ChromHMM States
Master DNasel Clusters [ ] 1
Master Txn Factor ChIP Wl I
0.301206 -
T47D ESR1
0
0.218437 -
T47D+E2 ESR1
0
0.201189 -
T47D FOXA1
0
0.286323 -
T47D GATA3
0.163613
MCF7 GATA3 1
IR | D . F ....Illl..l. i coiad e e b 4 g



(b) 1113

Khl

Scale i hg19
chri1:  69.385.000 | 69.390.000 | 69.395.000 | 69.400.000 | A ?2.305.000 | 69.410.000 | 69.415.000 | 69.420.000 |
g13.

Finemapping Independent Signal rs609275|

T47D DNasel

T47D+E2 DNasel

MCF7 DNasel

MCF7+E2 DNasel

MCF7 H3K4me3

MCF7 H3K4me1

MCF7 H3K27Ac

MCF7+E2 H3K4me3

MCF7+E2 H3K4me1

MCF7+E2 H3K27Ac

HCC1954 H3K4me3

HCC1954 H3K4me1

HCC1954 H3K27Ac

MDAMB231 FAIRE

MDAMB231 H3K4me3

MDAMB231 H3K4me1

MDAMB231 H3K27Ac

HMEC FAIRE

HMEC DNasel

HMEC H3K4me3

HMEC H3K4me1

HMEC H3K27Ac

Breast Myoepithelial H3K4me3

Breast Myoepithelial H3K4me1

Breast Fibroblast H3K4me3

Breast Fibroblast H3K4me1

Breast Fibroblast H3K27Ac

Layered H3K4Me3
Layered H3K4Me1
Layered H3K27Ac

MCF7 ChromHMM States
HMEC ChromHMM States
Master DNasel Clusters
Master Txn Factor ChIP
T47D ESR1

T47D+E2 ESR1

T47D FOXA1

T47D GATA3

MCF7 GATA3

719 -
1 A a - L A 1
0.0839 - I '
0.001
62 - I
1011 ol e e, i i cnili PR -_L.]..__ PR N A__.‘._LA.____
| I —— e A _A.ﬂ_ ', .l. e " L —

0

4.53333 -
%MMMM_MMMMMM@MMMMMM
07 A_l_lmh ud Jlllu. h‘lln hl‘l Ludl nhl]n bl b iy Ll J i llh i IAlh I IJ b ll

| ]Ll llil |||l| how IJ.LI. whlh L I ]il; [ Il I 1t Ll d [ PR fdi LLil .

il ad ‘"‘LJL'I 11 uhnl“hd o e uL

0
5.63333 -

9.4-

[ - P — u-_ R WU T

5-

0 1l N“unulm ST Hl |I.l Ll Jlllin Il I II |' | .“ HJM il l“ Lol
9.36667 -

PP ETERF VR W PRNTITE PYRR TR [ A

o
o

o
= -
o
Bo wo wo
vl ]
. i
E
L
F
E
-
b
L
E
E
E~
F E,_
[

0
10.8 -

204 VY Y PP TR PR ey A.l..a...l...ALﬁ candhon b muaa  ctbihi ol & ad s
0.08 ..__..k_._._a._....______a._.__ [ ¥
77.8 - l
0.0%,4___..... - — am—a - A P, —— e et e M

| Lo '
0 ]“IL_JIUI J‘\l‘l_i‘i]\I\I.‘_____llL_J‘\IH\I.‘__\‘ I“l‘ i WIL:IL__ ™ ] J\l_]“i_jm__um__l‘hw sk na_m \I‘I | P e » uwn [T
0 |k mi ol il " o b e bl - i a " e i

14.7077 -
0.04
45.3269 -
65. 9953 -
0.04 - "

0.301206 -

0
1.25601 -

0.218437 . | .
0.251487 - l ‘ \

0.201189
1.39071 -

0.163613 . . i

TR T O PO T T SO Y PR S T Y [N ba b - A R



(c) 12p11

UCSC Genes

Finemapping Better Markers
GWAS Catalog

T47D DNasel

T47D+E2 DNasel
MCF7 DNasel
MCF7+E2 DNasel
MCF7 H3K4me3
MCF7 H3K4me1
MCF7 H3K27Ac
MCF7+E2 H3K4me3
MCF7+E2 H3K4me1
MCF7+E2 H3K27Ac
HCC1954 H3K4me3
HCC1954 H3K4me1
HCC1954 H3K27Ac
MDAMB231 FAIRE
MDAMB231 H3K4me3
MDAMB231 H3K4me1
MDAMB231 H3K27Ac
HMEC FAIRE

HMEC DNasel

HMEC H3K4me3
HMEC H3K4me1

HMEC H3K27Ac

Breast Myoepithelial H3K4me3

Breast Myoepithelial H3K4me1

Scale 50 kbt 1 hg19

chri2: | | | |
*H

PTHLH #
PTHLH #
PTHLH
PTHLH
rs73094066 |
rs805510|

rs107713991
- . .

;
0.1603 - l_i
0 o " il A R
Jd oy
i

947 -

118 -
" )
179 -
i l __Jl___ [ L

4
31.2667 -

bt | b du TR T ey wliown o b hedd o4 TTPRNPRTIN PR W L

0 1l
10.6333 -
i
0
10.1667 -

0
29.7 -

0

15.7333 -
0

14.4 -

0 .
9.03338 -

0
5.56667 -

soiib L didb | i i wa N TR A

0
8.76667 -

._.l . “._. b 1._._ el

0
34.8333 -

0
240.4 -
- A -
30%(142 ) MLA ._._...‘_...‘L.#._Ln.-_n. L“J.L_;‘AAM“MAA .. _&_JML ___..L.u.“‘__.
004 - _ A..__M_L_L _M _ i _
26 -

[ PP TR U DY T JJII will " e e . n aa ik

37 - I .
% ,u.u.,mu..ii,A.L,AmAJL.I‘M Ili..L,-L.__AJ.j,u.,_A_,JI...,L,,,,.1...-.m|um.““nm;muu]“

W PR T | TV Y

2. -
Breast Fibroblast H3K4me3
0] " CRRRIINT PorR | e bl " PR TVNT) b s i i PPPRRPRY st k.
16 -
Breast Fibroblast H3K4me1 l Ii ‘H.‘ |‘ I l'l I H‘“ i ‘
0
46 - M |
Breast Fibroblast H3K27Ac I‘
0
132.121 -
Layered H3K4Me3 NI
0.04
59.1275 -
Layered H3K4Me1 I l ' I | i I
0.04 .
372.25 -
Layered H3K27Ac
0.04 i ik
MCF7 States T
HMEC States W il 1 1
DNase Clusters [ | [ ] (I 1 [Tl Il LI N TR 11 | I | ]
Txn Factor ChiP [ 1111 11 | [ | [ i I (Al LI LR B | 1 [l |
0.301206 -
T47D ESR1
0
0.273046 -
T47D+E2 ESR1
0.218437
0.653865 -
T47D FOXA1
0.201189 il | . l |
0.531743 -
T47D GATA3
0.163613 Lo .ﬂ [ Ao 1 S i
MCF7 GATA3

ST S N VY .4.......1IL . ...--....h... T O O P S ST




(d) 14913
UCSC Genes

Finemapping Better Markers
GWAS Catalog

T47D DNasel

T47D+E2 DNasel
MCF7 DNasel
MCF7+E2 DNasel
MCF7 H3K4me3
MCF7 H3K4me1
MCF7 H3K27Ac
MCF7+E2 H3K4me3
MCF7+E2 H3K4me1
MCF7+E2 H3K27Ac
HCC1954 H3K4me3
HCC1954 H3K4me1
HCC1954 H3K27Ac
MDAMB231 FAIRE
MDAMB231 H3K4me3
MDAMB231 H3K4me1
MDAMB231 H3K27Ac
HMEC FAIRE

HMEC DNasel

HMEC H3K4me3
HMEC H3K4me1

HMEC H3K27Ac

Breast Myoepithelial H3K4me3

20 kbt
37.120.000 |

Scale

{ hg19
chri4: 37.130.000 | 37.140.000 | 37.150.000 | 37.160.000 | 37.170.000 |

PAX9

37.100.000 | 37.110.000 |

PAX91

SLC25A21 m-
SLC25A21

rs12883049 |
2236007 |

rs73258644 |
2828 -

e ik

1
0.4349 -

0
437 -

1
378 -

1 .
43.6333 -

0
10.7 -

0
35.0333 -

0
56.0333 -

0
24.1333 -

i PR R R 1Y bl L s

0
24.4333 -

0
35.9667 - |

0
9.7 -

i ‘Mﬂﬂ‘u. L ik |

I T

ki

dod ) gals  due

E

0
23.8 -

e

T VU -_.ML-M_JAAL‘L—;-_“ P TR W S S

i.Llu ik dvstein ite s s Bia st w24 ddikatts

o

0.04
48.16 -

0.04
10.68 -

004 (VPR WY Wi [T R YRR IRV 1Y S T I R RS

0 — ik i - M - " M L s.an
28 - i
Breast Myoepithelial H3K4me1 f l
0 " P . _ma\i et i " e
16 -
Breast Fibroblast H3K4me3
0
21 -
Breast Fibroblast H3K4me1 H l ‘I I
% I e PR Ty
Breast Fibroblast H3K27Ac | l l i l' ” ‘I " Ill“ I l ” 'H” i i i |||'|” I I
0
54.3128 -
Layered H3K4Me3 i “
0.04 o -
38.5434 -
Layered H3K4Me1 . il
0.04 e DR WY T IRCR: 1 P OSSR L TR T T YU
221741 -
Layered H3K27Ac
[ P T TSR PRSI S ——— e i i . i —y o IS Sy Py [ iy
MCF7 ChromHMM States 11 [ [ ] | NI 1 [
HMEC ChromHMM States | I |
Master DNasel Clusters 1 1 [ ] [T 7 [T T 1 I | ] 1
Master Txn Factor ChIP | 1 | i |§ | 1 | 1 Tnl
0.376507 -
T47D ESR1
0
0.546093 -
T47D+E2 ESR1
0.218437 . | . . | .
3.57111 -
T47D FOXA1 ]
0.201189 ™ . o i J . f
1.43162 -
T47D GATA3
0.1636163, ok i - .J.‘ “ ' S 1 ™ '
MCF7 GATA3

[, R SN



Scale

(e) 16q12 (TOX3)wie

UCSC Genes
Finemapping Markers
GWAS Cataloa

T47D DNasel

T47D+E2 DNasel

MCF7 DNasel

MCF7+E2 DNasel

MCF7 H3K4me3

MCF7 H3K4me1

MCF7 H3K27Ac

MCF7+E2 H3K4me3

MCF7+E2 H3K4me1

MCF7+E2 H3K27Ac

HCC1954 H3K4me3

HCC1954 H3K4me1

HCC1954 H3K27Ac

MDAMB231 FAIRE

MDAMB231 H3K4me3

MDAMB231 H3K4me1

MDAMB231 H3K27Ac

HMEC FAIRE

HMEC DNasel

HMEC H3K4me3

HMEC H3K4me1

52.550.000 |

50 kbt
16q12.1

TOXG |

52.600.000 |

1 hg19

52,650,000 |

16912.2

TOXG |

rs35850695 |

LINC00918 ¥

rs3112565|

rs31047911

rs3803662|
1243 -

1.
0.043 -

b

i i

0.0008 ik
110 -

1
218 -

1
6.5 -

0
4.43333 -

6.1 -
|

‘ ‘ \ L ‘ |
0 Wk ||L a1 Hn'uhh Y 1 nnumn” T T ||uxl|"lwm@_u_iw

12.0667 - i

0
8.26667 -

ol
8.33333 -

0
8.1

12.2

0 |4
35.5+

0 " il L .

| | I

5.933303-
3%_l||‘.ulk.‘.u L Ll J P N TN l.”ll TR N HIIJH Wil dull Ll

ooy jhhmummmln gt o e b i bt ok Al

0.04 | s ilmsbems ¢ mhbd i sl ek ki et it ik il o b s e cind i s d b LR ot kbl o il e J‘l“ﬂl.ﬂl

6.28 -
HMEC H3K27Ac ‘ ] .h ‘ ‘ L I 1 j L
0.04 i lll i ﬂ“hJ Jl‘ﬂlhdllhl boddble s bt il Hl l IH Do A b tdd ko b ol s ol R i1 dis I e bua 1 uhia ihul mJ
29 1 |
Breast Myoepithelial H3K4me3 ‘wl“‘
0 . L . ,‘\I hli A, 1 I L
5
Breast Myoepithelial H3K4me1 i i m | i | )
AT R T T O I VY | STV il Lt b ot il i Dol s S s H ——
6 -
Breast Fibroblast H3K4me3
0
111
Breast Fibroblast H3K4me1
(ORI A PV T AT S Y TP VT RYI T WPV YRV [N | PR TYIN TR WO SPIYT PTG I VST I T P
7
Breast Fibroblast H3K27Ac | | I “ ‘ I | ||| | | ‘I' " .“' i I h I “ | | | II I ” Il " H
0
56.0941 -
Layered H3K4Me3
0.04 T - i
21.1909 -
Layered H3K4Me1
0.04 | it b i b o i i d el i il i, PR it i e bl b sk &
15.3429 -
Layered H3K27Ac |
0.04 |k At o ibiald S0 o i b o Lol AL okl d oy i, Bl bt L L il b kbt Ao il igtis 8 ol ot a b
MCF7 ChromHMM States | [ ] (| ] 1
HMEC ChromHMM States 1 1
Master DNasel Clusters nii | 1 | | I | 1 I |
Master Txn Factor ChIP | L | o e r 1 N1 1 il |
0.301206 -
T47D ESR1
0
0.218437 -
T47D+E2 ESR1
0
0.804758 -
T47D FOXA1 l
0.201189 i " i i
0.49084 -
T47D GATA3
0.163613 i . | ; i '
MCF7 GATA3

L [ S b e e b kel e d BT B S A --|.J



(f) 16q12 (FTO) vt

UCSC Genes FTO

Finemapping Independent Signal rs62048370|

192- A
T47D DNasel - - R i l .‘ Lk .
0.0218 -
T47D+E2 DNasel . ‘ il ‘ il .|‘ Ad.d
0.0001
a8

. .
S W BN DS
MCF7+E2 DNasel 15 e L -________-__1 _“l s
MOFT HaKames 0 .il L TS TR I.VJ Gl l |l||h|.||||| b ".uh| ol Ll bl d:hn dh] T I I.ll. i |J lulls
6.9 -
MCF7 H3K4me1 ‘ i I
374173 -
MCF7 H3K27A
serhe ST I T TR S B WO Y N TN | 1 R A Y W TaTTe |L|n | Ll “1“ 1
6.76377 -
MCF7+E2 H3K4me3
1 li d . |l | AT | | 1 L bl -l

0
7.36667 -
MCF7+E2 H3K4me1
0
9.53333 -
MCF7+E2 H3K27Ac
0

4.83333 - ! |
HCC1954 H3K4me3 Lo | 1|
0 [ETERNTTTR ST T A ST ST TN "] 7 TR N J WU N TR TR TR T T M ESTHE R (T 1
14.3333 - | | .
HCC1954 H3K4me1 " | |
0 ‘Jlu URRTI T N & P ol b e .&JM.[ T, L 4 el " skl s
67 -
HCC1954 H3K27Ac
0 i !
3.1-
MDAMB231 FAIRE I I I I I
0
5.73333 - ‘n
MDAMB231 H3K4me3 I I
0 | i i Iu Il T 1} i L II i lllll l I lHI L I. | kl II 1 ‘lu‘
5.93338 -

MDAMB231 H3K4me1

0 wmuﬂhm{mmm
3.86667 -
MDAMB231 H3K27Ac
0
8.4-
HMEC FAIRE
JO TN | S [ T . P - n " IIIIIII‘. L IL_-—_._
0.033 -
HMEC DNasel

25.56 -
0.04 | st csnn ol casbndens  nd ot ot e i i e e ..-.-.‘-LA-A_...A o il B ol .

54.64 -
HMEC H3K4me1
me 1000.%42,. i _;__....h..l ————— - a—_.__.._-k_;.-_..— __.h._ [ u - _..___-A-.-L.L_..
HMEC H3K27Ac ' .h
004  —__ e e R TP
\i_j\i]‘l\l]\ll | ld ks i‘l I‘I ikl

[ |
ne
oWl ¥
o e b o nh i, o

E

o

HMEC H3K4me3

Breast Myoepithelial H3K4me3

'

[_il‘ . . __IL_\I.‘I

i
THT ___J‘l_m_l\

4 1
o |k I
36 -

Breast Myoepithelial H3K4me1

0 [ihn i i s s "

Breast Fibroblast H3K4me3

>0

Breast Fibroblast H3K4me1

—o

Breast Fibroblast H3K27Ac

o

22.5533 -
Layered H3K4Me3

.iwi i ” " " .

0.04
51.8788 -
Layered H3K4Me1
[0 0 — i

86.6031 -
Layered H3K27Ac
0.04
MCF7 ChromHMM States 1
HMEC ChromHMM States
Master DNasel Clusters e
Master Txn Factor ChIP L
0.600702 -
T47D+E2 ESR1
0.218437
0.452676 -
T47D FOXA1 l
0201189 L
0.24542 -
T47D GATA3 I
0.1 636133 ] -|
MCF7 GATA3




(9) 16923

UCSC Genes
Finemapping Better Marker
GWAS Cataloa

T47D DNasel

T47D+E2 DNasel
MCF7 DNasel
MCF7+E2 DNasel
MCF7 H3K4me3
MCF7 H3K4me1
MCF7 H3K27Ac
MCF7+E2 H3K4me3
MCF7+E2 H3K4me1
MCF7+E2 H3K27Ac
HCC1954 H3K4me3
HCC1954 H3K4me1
HCC1954 H3K27Ac
MDAMB231 FAIRE
MDAMB231 H3K4me3
MDAMB231 H3K4me1
MDAMB231 H3K27Ac
HMEC FAIRE

HMEC DNasel

HMEC H3K4me3
HMEC H3K4me1

HMEC H3K27Ac

Breast Myoepithelial H3K4me3

Breast Myoepithelial H3K4me1

Breast Fibroblast H3K4me3

Breast Fibroblast H3K4me1

Breast Fibroblast H3K27Ac

Layered H3K4Me3
Layered H3K4Me1
Layered H3K27Ac

MCF7 ChromHMM States
HMEC ChromHMM States
Master DNasel Clusters
Master Txn Factor ChIP
T47D ESR1

T47D+E2 ESR1

T47D FOXA1

T47D GATA3

MCF7 GATA3

Scale 50 kbt 1 hg19
chr16: 80.600.000 | 80.610.000 | 80.620.000 |  80.630.000 | 80.640.000 | 1860?3502.000 | 80.660.000 | 80.670.000 | ~80.680.000 | 80.690.000 |
a23.

AK098656 sim CDYL2 } { } ¥
rs9940301 |
rs13329835|
4221 -
1 . i
0.1933 -
0 o | .
797 -
1 v e
984 - 1
0
89.4667 -
0
5.8 -

0 I I“I N L | i L 1 L Lkl Al M i N T
19.9333 - ‘ || |

0 |l i ot i e s ) ‘ ‘ i
65.1333 - “l |

0 | i i i L PRI PR ! a P M il

3.
HHJ\ TR ITYTINTI A TR T 1T FERECRITTY TR TURTATan| Nu o wu“mw PRI I A N BT P (TR A NI OT RN | M|w
15.8 - |
0 L N . i ek ‘“‘“ ik “‘ dl bid T | b Y- N ‘ i o il e bl akde Ak "
66.8 -
05 i AL da b
o J._.d ol _L__.l....l_. — _L A —
o ki b Wu.u.d. Y R T B A A TR .amL W PO I T T O A " il 1
6.66667 - I I |
0
23.8333 -
0 ..ﬂn ux..L._ muw dad i PR, L
2.2-
0 MM__M_HMJ
0.0654 -
%MMM‘JMMMM—‘MM
0% bkl l.d..u..mk..ln..n'm.ml.nn kit ol i o e ol e s o b, ol

0706‘2 [RTH TAFRRSAF R T hh“h NV YW llh ba wia ...L-l [P TR T PRUPY Y FIY WY T ST ST JRTS alla

004 ...11... otin li L, .|.IJH Wbt bl bt bl bl o .l. ceie buds il |..LI|. i b ecnne ol ol
0 1L Il‘lth“,,‘l, wd il \l i uJ‘hHle\L‘an wonlnl oo bbb i\m

NI PP PO PR Y T T S T

‘ | )
& 1albe nl\l‘k J\I‘, ,,\I\,J\m, Ml\mj wad noblodio | ‘LJJ\U:J% Ml ookl ke Do ack

VTR ¥ IOV S ITTOr W WP T PR |

0 -

8_

o bbb daall
g_

0

bbbl e sl oo il ool bbbl 3l D i o0k s
0

337753 - )
0.04 | hiin e b i bl abbad M“:‘E‘L‘ i Ty R P Py i o il FPURPET TTR 7 TWRY Wy M S
56.6800 - ] _
00 omo oo M. sl i _ . '
72.7752 - ‘ i
0.04 e e, RSP T T - i
[ ] | 'H 1N N I [ W]
n L | 1 1 1 1 1 |
[ U B A | 1] I IMmEenna [ | 1 | 1 |
0.376507 -
0.301206
1.14679 -
0.218437 ] 1.
11.0654 -
0.201189 L . . . A . .
511292 -
0.163613 . . . L . . lJ R . R .
76 -



h 19 13 Scale 10 kbt 1 hg19
( ) p chr19: 17,385,000 | 17.390.000 | 17.395.000 | 17.400.000 | 17.405.000 | 17.410.000 |

19p13.11
Eﬁgﬁm] | aaasass s e ] ﬁ“?tg} ABHDS8 -~~~
"t - - H - —
UCSC Genes BABAM1 b==———-——-—-H-—————t—f———m  ANKLE1 =10 P00 o e

BABAM1

BABAM1 bbbl ANKLE | SH->- PR - li—
ANKLE 1 H->-Pi - H->-- —
ANKLE1

Finemapping Better Marker rs11668840|
GWAS Cataloa rs8170|
734 - l
T47D DNasel N i ‘ ‘ A _a R
0.1765 -
T47D+E2 DNasel
0.0001 A______-‘.._‘_ .

MCF7 DNasel 136 l ‘
ase
A — A _ I _ A .
MCF7+E2 DNasel ’ L ‘ '
1 S S e e [

18.6247 -
MCF7 H3K4me3
0 ool b [ b PP T | i dthe ok N [ "
5.83333 -
MCF7 H3K4me1
0
43.2423 -
MCF7 H3K27Ac
0 i N n [T F—— L N
52.3667 -

MCF7+E2 H3K4me3
adbae i Vi

0
8.73071 -
MCF7+E2 H3K4me1 I‘ I i“ I I““ﬁl
0
13.4252 -
MCF7+E2 H3K27Ac
0 1 el 1 T T P ) ‘] N .liML‘..]ﬂ J.h‘.ll.l“.l e

14.7612 - I
HCC1954 H3K4me3
0 L . R R i " L ‘IU.I.u il n
5.10131 -
HCC1954 H3K4me1 ) i i
0 bt u i AL [ 11 hb [T i nlh.l A ‘i w1 bl il wi hidl J.Jnuj P I 1 |
7.09921 - ‘
HCC1954 H3K27Ac 1 ,
0 bt v hals w I PR B (WU T . Ll PTIN ) " e u " ik i " L 1
8.4 -
MDAMB231 FAIRE
0 —— — — il ol
7.35748 -
MDAMB231 H3K4me3
o A N ST Y1 I VPN RN N B 1 L 1
9.05905 -
MDAMB231 H3K4me1
0

11.1486 -
MDAMB231 H3K27Ac I ml |
Lk a wdl il IR i L P i " wal i J 1 IN I

0
6-
HMEC FAIRE l l
o =

0.46

HMEC DNasel ' A

114.92 -
HMEC H3K4me3

o

0.04 - - — — —_— el ———

36.32 -
HMEC H3K4me1 I . '
0.04  m il . i bt e . PRI W Y .

14.92 -
HMEC H3K27Ac
Al LL all o -

004 + mm ubk e Ben mdeokil & an i omm -8
8_

Breast Myoepithelial H3K4me3

ool B o o o b S T

0 | bl
1
Breast Myoepithelial H3K4me1

Breast Fibroblast H3K4me3
Breast Fibroblast H3K4me1

Breast Fibroblast H3K27Ac

93.352 -
Layered H3K4Me3
0.04
44.2629 -
Layered H3K4Me1
0.04 .
48.24 -
Layered H3K27Ac
0.04 .. — e
MCF7 ChromHMM States
HMEC ChromHMM States
Master DNasel Clusters |
Master Txn Factor ChIP []
0.301206 -
T47D ESR1
0
0.491483 -
T47D+E2 ESR1
0.218437
0.251487 -
T47D FOXA1
0.201189
0.24542 -
T47D GATA3
0.16361 %,

MCF7 GATA3 ‘
4



	Supplementary Figure S2_SR_Part1
	Supplementary Figure S2_SR_Part3
	Supplementary Figure S2_SR_Part4
	Supplementary Figure S2_SR_Part5
	Supplementary Figure S2_SR_Part6
	Supplementary Figure S2_SR_Part7
	Supplementary Figure S2_SR_Part8
	Supplementary Figure S2_SR_Part9

