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Supplemental Figure 1. Full-length images on processivity of Dbh and the 

variants. (A)Dbh, (B) Sdbh,(C) SdbhKSKIP241-245RVRKS, (D) SdbhM76I. 

 

Supplemental Figure2. Steady-state kinetic analysis of dCTP and dATP 

incorporation on unmodified G and oxoG-modified templates by Dbh and the 

varitants. The reaction contained a template with G or 8-oxoG at position X as 

follows 5’-FAM-GGTTGGATGGTAG-3’ and 

5’-CTAACXCTACCATCCAACC-3’.The PAGE gels (top panels) show data as a 

function of dCTP/ dATP concentration, while the plots (bottom panels) measure the 

log of the frequency of nucleotide insertion for dCTP/ dATP. The labeled (-1) position 

represents the 13-mer primer with the 3’-end positioned one base before the G or 

oxoG; The labeled (0) position represents the 14-mer products with one base opposite 

G or oxoG; See Table 3 for Vmax and Km values. 

 


