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LTI IIIIIICIIIIIIAPPOANALL DA
1]2588253784. JHTU01000030 Staphylococcus aureus aureus CO-98 : JHTU01000030
Length=2215
Score = 929 bits (503), Expect =
Identities = 508/510 (99%), Gaps = 1/5)0 (0%)
Strand=Plus/Minus
Query 1 AGTCGA 'TGCT 60
LELERLELLNT L] | FLLEEELERLLN | |
Sbjet 1847 AGTCGA: A 'TGCT 1788
Query 61 T 120
11 111 111
Sbjet 1787 1728
Query 121 .C" 180
LT | i
Sbjet 1727 ATAACT 1668
Query 181 T 240
ILELEERELETD |1 i LN I
Sbjct 1667 1608
Query 241 TAA T 300
ECCCCEELCTCEEECECEEECEEEEECELEEE LT LETET
Sbjct 1607 TAACGGC 1548
Query 301 360
L LI | LEELERTEEELELLd I
Sbjct 1547 ACTGAGA! \GACTCCTA T 1488
Query 361 AAAGCC AJ A 'TCTGTT 420
T T i1
Sbjct 1487 AAAGCC TCTGTT 1428
Query 421 - GGC 480
CECLEETTTE T LT L1 I
Sbjct 1427 TGACGG=TACCTA 1369
Query 481 GCCACGEGCTMI:TI\CGTGCElGERGCCGC 510
| | LI 11
Sbjet 1368 !‘-CCACG!: CTMCTACCTGCCAGCADCCOC 1340
>1c1/2597490210.Ca0058823 gi672710284.5 S idis PM221 : 3_gi6?
Length=2490012
Score = 606 bits (328), Expect = 8e-170
Identities = 328/328 (1008%), Gaps = 0/328 (0%)
Strand=Plus/Minus
Query 1 AGTCH T 60
11 11 1] 111 | | |
Sbjet 1579683 AGT TGCT 1579624
Query 61 120
11 I 1111 Il | 111
Sbjet 1579623 1579564
Query 121 180
|1 |11 LI |1 || 1111
Sbjct 1579563 ATAACT! ATAGT 1579504
Query 181 A 77T TAGCTAGT 240
Il 1111 [T | | | | 1111
Sbjct 1579503 TTGC! 1579444
Query 241 T 300
LTI T T I
Sbjct 1579443 TAACGGCT 1579384
Query 301 ACTGAGACACGGTCEAGACTCCTM:GEG 328
Il 1111
Sbjct 1579383 ACTGAGACACGGTCBAGACTCCTACGGG 1579356

Volume 9, Number 5, September 2017

>lel 7 7 Staphylococcus aureus DARS874 :
Length=41003
Score = 893 bits (483), Expect = 0.

Identities = 491/494 (99%), Gaps = 3/49A (1%)
Strand=Plus/Plus

Ga0057381_117

Query 1 60
LELLEEEEEEEEEEEE R E e e e
sbjct 38862 TGCT 38921
Query 61 120
LELLEEEEEEEEEEEEE LR R e L
sbjct 38922 38981
Query 121 180
LLCRLLERREEEREEER R e e e e el LT
Sbjct 38982 ATAACT T 39041
Query 181 240
LELELEEEEEEEEEEE R R EEEEEELL
sbjct 39042 39101
Query 241  TA 300
LECLEEEEEEEEEEE R et e
sbjct 39102 39161
Query 301 360
FLECRLEEREEEREEEREEER e e e e e e et e el
sbjct 39162 39221
Query 361 T 420
FECCLEEEERLLEEEEEEEE LR PR L EEEEEErL
sbjct 39222 T 39281
Query 421 AT AGAA 480
1111 LECLLEERTEERLEERLEErL iy |11 LI
Sbjct 39282 ATTA 39339
Query 481  AGCCACGGGCTAAC 494
LLEETEED THT
Sbjct 39340 AGCCACGG-CTAAC 39352
>1c1|2582580999.JF0J01000060 Staphylococcus haemolyticus RIT283 : JFOJ01000060
Length=1708
Score = 929 bits (503), Expect = 0.0
Identities = 508/510 (99%), Gaps = 2/510 (0%)
Strand=Plus/Plus
Query 1  GATGA TIGCT 60
111 LILLLELLE | TELEETTL | 111
Sbjct 137 GATGA AC: TIGCT 196
Query 61 T 120
I T | !l 1 111 111
Sbjct 197 CCTTTGACGT ACAC 256
Query 121 ATAACT A T TCGATAGT 180
I 1 | I 1 e
Sbjet 257 ATAR 316
Query 181 AR 240
LI LLELEEEILELD LLELLETLETTTET ILELEETELTD
sbjct 317 T 376
Query 241 300
sbjct 377 TAACGGCT 436
Query 301 A T 360
11l [ | I 111
Sbjct 437 AC T cT AT 496
Query 361 AA T ARACTCTGTT 420
| 1T | 11 LT ILETEETELTD
sbjct 497 ARACTCTGTT 556
Query 421 ATT GT A r cc 480
FEREEELEERTETLELLntnl Il 111 1111 |
sbjet 557 - 615
Query 481 GCCACGGGCTAACTACGTGCCAMAGCCGC 510
| T
Sbjet 616 GCEACGG—CTMCTACGTGCCIGCJGCCGC 644 G
>1lel|2568526371. JBVX01000055 Staphylococcus aureus M0026 : JBVX01000055
Length=4321
Score = 606 bits (328), Expect = 8e-170
Identities = 328/328 (100%), Gaps = 0/328 (0%)
Strand=Plus/Minus
Query 1 GATGA TGCT 60
1 111 111 | 1 LI 1IN
Sbjct 3890 GA" TTGCT 3831
Query 61  CCTCTGAC G 666 120
(111 LI | | (11 LT 1]
sbjct 3830 3771
Query 121  ATAACT AR 180
111 LELEREERETELL | 11 LELELEEEETEEEn
Sbjct 3770 ATAACT AR 'CAATAGT 3711
Query 181 TTGCTGT T AGG 240
LECEEERREELLRRLRETnrrn | | 111 1]
sbjct 3710 T AGG 3651
Query 241 .mu.ccc'r 300
LILELRLELT] | | | 1111 111
Sbjct 3650 TAACGGCT TGGA 3591
Query 301 ACTGA!‘.ACACCGTCCAGACTCCTACGGG 328
Sbjet 3590 ACTGAGACACCGTCCAGACTCCTACCGS 3563 0

Supplementary Fig. 3. Species analysis of Staphylococcus genus. (A) Most of the Staphylococcal genus in AD patients were S. aureus, with a minority being
S. haemolyticus and S. epidermidis. (B) Identification of OTU7176 as Staphylococcus aureus. (C) Identification of 0TU2247 as Staphylococcus haemolyticus. (D)
Identification of 0TUG527 as Staphylococcus epidermidis. AD, atopic dermatitis; OTU, Operational Taxonomy Unit.
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