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Table S1. S ummary of CD8 T cell responses to vaccination

Subject Chimera/ dose 
(PFU)

IE-1 15mer 
response

Core epitopes Defined HLA 
restrictiona

Potential HLA 
restriction

HLA

23 4/102 22 QIK​VRV​DMV B08 A1:01; B8:01; C7:01
49 ELK​RKM​MYM B08

36 4/103 22 QIK​VRV​DMV B08 A1​:01,32​:01; B8​:01,18​:01; C7:01
49–50 ELK​RKM​MYM ∼10% B08
49–50 DEL​KRK​MM(YM) B18b

24 4/102 75 GAI​SLL​TEF Cw3 A2​:01,68​:02; B44​:03,82​:01; C3​:02,3​:03
28 2/103 24–25 RIK​EHM​LKK A03 A3​:01,68​:01; B44​:02,51​:01; C1​:02,16​:04

79 EET​SVM​LAK A68c

79–81 nd
30 2/103 51–52 YMC​YRN​IEF A2 A2​:01,29​:02; B44​:02,44​:03; C5​:01,16​:01
34 4/103 68 nd A2 A2​:01,33​:01; B14​:02,18​:01; C7​:01,8​:02

49–50d DEL​KRK​MMY B18b

Abbreviation used: nd, not determined.
aAssessed by peptide pulsing single HLA transfectants.
bBased on predicted IC50 of 505.8 nM for binding of DEL​KRK​MM to HLA-B18:01, predicted IC50 of 199.5 nM for binding of DEL​KRK​MMYM to HLA-B18:01, and predicted IC50 of 96.7 nM 
for binding of DEL​KRK​MMY to HLA-B18:01 (http​://tools​.iedb​.org​/main​/; Hoof et al., 2009).
cBased on preference of HLA-A68, but not other MHC Ia molecules, for a C′ lysine (Guo et al., 1992) and predicted IC50 of 14.5 nM for binding of ETS​VML​AK to HLA-A68:01 (http​://tools​.iedb​
.org​/main​/; Hoof et al., 2009).
dThe response of subject 34 to the DY9 peptide was not characterized with respect to MHC II or HLA-E restriction because the T cell line could not be maintained.
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