
sp|Q6S8J3|POTEE_HUMAN      MVVEVDSMPAASSVKKPFGLRSKMGKWCCRCFPCYRESGKSNVGTSGDHDDSAMKTLRSK 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      MGKWCHHCFPCCRGSGKSNVGASGDHDDSAMKTLRNKMGKWCCHCFPCCRGSGKSKVGAW 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      GDYDDSAFMEPRYHVRGEDLDKLHRAAWWGKVPRKDLIVMLRDTDVNKKDKQKRTALHLA 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      SANGNSEVVKLLLDRRCQLNVLDNKKRTALIKAVQCQEDECALMLLEHGTDPNIPDEYGN 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      TTLHYAIYNEDKLMAKALLLYGADIESKNKHGLTPLLLGVHEQKQQVVKFLIKKKANLNA 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      LDRYGRTALILAVCCGSASIVSLLLEQNIDVSSQDLSGQTAREYAVSSHHHVICQLLSDY 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      KEKQMLKISSENSNPEQELKLTSEEESQRFKGSENSQPEKMSQELEINKDGDREVEEEMK 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      KHESNNVGLLENLTNGVTAGNGDNGLIPQRKSRTPENQQFPDNESEEYHRICELLSDYKE 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      KQMPKYSSENSNPEQDLKLTSEEESQRLKGSENGQPEKRSQEPEINKDGDRELENFMAIE 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      EMKKHGSTHVGFPENLTNGATAGNGDDGLIPPRKSRTPESQQFPDTENEEYHSDEQNDTQ 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      KQFCEEQNTGILHDEILIHEEKQIEVVEKMNSELSLSCKKEKDVLHENSTLREEIAMLRL 

sp|Q9BYX7|ACTBM_HUMAN      ------------------------------------------------------------ 

sp|Q6S8J3|POTEE_HUMAN      ELDTMKHQSQLREKKYLEDIESVKKKNDNLLKALQLNELTMDDDTAVLVIDNGSGMCKAG 

sp|Q9BYX7|ACTBM_HUMAN      ----------------------------------------MDDDTAVLVIDNGSGMCKAG 

                                                                   ******************** 

sp|Q6S8J3|POTEE_HUMAN      FAGDDAPRAVFPSIVGRPRQQGMMGGMHQKESYVGKEAQSKRGILTLKYPMEHGIITNWD 

sp|Q9BYX7|ACTBM_HUMAN      FAGDDAPQAVFPSIVGRPRHQGMMEGMHQKESYVGKEAQSKRGMLTLKYPMEHGIITNWD 

                           *******:***********:**** ******************:**************** 

sp|Q6S8J3|POTEE_HUMAN      DMEKIWHHTFYNELRVAPEEHPILLTEAPLNPKANREKMTQIMFETFNTPAMYVAIQAVP 

sp|Q9BYX7|ACTBM_HUMAN      DMEKIWHHTFYNELRVAPEEHPILLTEAPLNPKANREKMTQIMFETFNTPAMYVAIQAVL 

                           ***********************************************************  

sp|Q6S8J3|POTEE_HUMAN      SLYTSGRTTGIVMDSGDGVTHTVPIYEGNALPHATLRLDLAGRELPDYLMKILTERGYRF 

sp|Q9BYX7|ACTBM_HUMAN      SLYTSGRTTGIVMDSGDGFTHTVPIYEGNALPHATLRLDLAGRELTDYLMKILTERGYRF 

                           ******************.************************** ************** 

sp|Q6S8J3|POTEE_HUMAN      TTMAEREIVRDIKEKLCYVALDFEQEMATAASSSSLEKSYELPDGQVITIGNERFRCPEA 

sp|Q9BYX7|ACTBM_HUMAN      TTTAEQEIVRDIKEKLCYVALDSEQEMAMAASSSSVEKSYELPDGQVITIGNERFRCPEA 

                           ** **:**************** ***** ******:************************ 

sp|Q6S8J3|POTEE_HUMAN      LFQPCFLGMESCGIHETTFNSIMKSDVDIRKDLYTNTVLSGGTTMYPGMAHRMQKEIAAL 

sp|Q9BYX7|ACTBM_HUMAN      LFQPCFLGMESCGIHKTTFNSIVKSDVDIRKDLYTNTVLSGGTTMYPGIAHRMQKEITAL 

                           ***************:******:*************************:********:** 

sp|Q6S8J3|POTEE_HUMAN      APSMMKIRIIAPPKRKYSVWVGGSILASLSTFQQMWISKQEYDESGPSIVHRKCF 

sp|Q9BYX7|ACTBM_HUMAN      APSIMKIKIIAPPKRKYSVWVGGSILASLSTFQQMWISKQEYDESGPSIVHRKCF 

                           ***:***:*********************************************** 

 

 



Identified Peptide Present in 
ACTBM? 

Present in other 
Actin Isoforms? 

Average LFQ 
Intensity (rpAD) 

Average LFQ 
Intensity (sAD) 

AGFAGDDAPR  No Yes 2.76x108 2.31x108 

AGFAGDDAPRAVFPSIVGRPR No Yes 4.39x105 1.99x105 

AVFPSIVGRPR Yes Yes 5.35x108 2.65x108 

EIVRDIKEK  Yes Yes 0 0 

IWHHTFYNELR Yes Yes 4.93x106 2.27x106 

LCYVALDFEQEMATAASSSSLEK No Yes 1.34x107 1.48x107 

QEYDESGPSIVHR Yes Yes 7.39x107 1.09x108 

QEYDESGPSIVHRK Yes Yes 1.55x106 3.28x106 

RGILTLK No Yes 5.83x106 7.63x106 

SYELPDGQVITIGNER Yes Yes 3.77x108 2.85x108 

SYELPDGQVITIGNERFR Yes Yes 0 0 

VAPEEHPILLTEAPLNPK Yes No 3.74x107 4.58x106 

VAPEEHPILLTEAPLNPKANR Yes No 1.24x108 1.47x107 

 
 

 
 

 
 


