sp1Q6S8J3| POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN
sp1Q6S8J3| POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN
sp1Q6S8J3| POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN
sp1Q6S8J3 | POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN
sp1Q6S8J3| POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN
sp1Q6S8J3| POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN
sp1Q6S8J3| POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN
sp|1Q6S8J3 | POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN
sp|1Q6S8J3 | POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN
sp|Q6S8J3 | POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN
sp|1Q6S8J3 | POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN
sp|1Q6S8J3 | POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN

sp|Q658J3 | POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN

sp|Q6S8J3 | POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN

sp|Q658J3 | POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN

sp|Q6S8J3 | POTEE_HUMAN
sp|Q9BYX7|ACTBM HUMAN

sp1Q6S8J3 | POTEE_HUMAN
spQ9BYX7|ACTBM HUMAN

sp1Q6S8J3 | POTEE_HUMAN
sp | Q9BYX7|ACTBM HUMAN

MVVEVDSMPAASSVKKPFGLRSKMGKWCCRCEFPCYRESGKSNVGTSGDHDDSAMKTLRSK

ELDTMKHQSQLREKKYLEDIESVKKKNDNLLKALOLNELTMDDDTAVLVIDNGSGMCKAG
———————————————————————————————————————— MDDDTAVLVIDNGSGMCKAG
KAKAXKAKAKAAKARAKARAKANA KN KA KKK
FAGDDAPRAVFPSIVGRPROOGMMGGMHQKESYVGKEAQSKRGILTLKY PMEHGI ITNWD
FAGDDAPQAVFPSIVGRPRHOGMMEGMHQKESYVGKEAQSKRGMLTLKY PMEHGT I TNWD
*******:***********:**** ******************:****************
DMEKIWHHTFYNELRVAPEEHPILLTEAPLNPKANREKMTQIMFETFNTPAMYVATQAVP
DMEKIWHHTFYNELRVAPEEHPILLTEAPLNPKANREKMTQIMFETFNTPAMYVAIQAVL
BRI R I b b b b b b b b b b b b b b b b b b b b b b b b b b b b b b S b b b b b b b b b b b b b b 3b db b 2b b b b 3 4
SLYTSGRTTGIVMDSGDGVTHTVPIYEGNALPHATLRLDLAGRELPDYLMKILTERGYRF
SLYTSGRTTGIVMDSGDGFTHTVPIYEGNALPHATLRLDLAGRELTDYLMKILTERGYRF
******************-************************** KAk KAkAkhk Ak kAKX Kk kK
TTMAERETVRDIKEKLCYVALDFEQEMATAASSSSLEKSYELPDGQVITIGNERFRCPEA
TTTAEQEIVRDIKEKLCYVALDSEQEMAMAASSSSVEKSYELPDGQVITIGNERFRCPEA
* Kk **:**************** * Kk ok kK ******:************************
LFQPCFLGMESCGIHETTFNSIMKSDVDIRKDLYTNTVLSGGTTMY PGMAHRMQKEIAAL
LFQPCFLGMESCGIHKTTFNSTVKSDVDIRKDLYTNTVLSGGTTMY PGTAHRMQKET TAL
***************:******:*************************:********:**
APSMMKIRIIAPPKRKYSVWVGGSILASLSTFQOMWISKQEYDESGPSIVHRKCF
APSTMKIKITAPPKRKYSVWVGGSTLASLSTFQOMWI SKQEYDESGPSIVHRKCE

KAKohhkk ek hAA kA A AAhA A A A A A A A A A A A A A A h A A A A A A d kA A A ARk Ak kK



Identified Peptide Presentin Present in other Average LFQ Average LFQ
ACTBM? Actin Isoforms? Intensity (rpAD) Intensity (sAD)

AGFAGDDAPR No Yes 2.76x10° 2.31x10°
AGFAGDDAPRAVFPSIVGRPR No Yes 4.39x10° 1.99x10°
AVFPSIVGRPR Yes Yes 5.35x10° 2.65x10°
EIVRDIKEK Yes Yes 0 0
IWHHTFYNELR Yes Yes 4.93x10° 2.27x10°
LCYVALDFEQEMATAASSSSLEK No Yes 1.34x10’ 1.48x10’
QEYDESGPSIVHR Yes Yes 7.39x10’ 1.09x10°
QEYDESGPSIVHRK Yes Yes 1.55x10° 3.28x10°
RGILTLK No Yes 5.83x10° 7.63x10°
SYELPDGQVITIGNER Yes Yes 3.77x10° 2.85x10°
SYELPDGQVITIGNERFR Yes Yes 0 0
VAPEEHPILLTEAPLNPK Yes No 3.74x10’ 4.58x10°
VAPEEHPILLTEAPLNPKANR Yes No 1.24x10° 1.47x10’




