Supplementary Table 1. The 1-kb promoter region (FT, SOC1, Hd3a, and RFT1).

E-box: CANNTG
CAATTG

CAAGTG

CACCTG
CACGTG (as known as G-box)
CACATG

CAGCTG
CAGGTG

>FT (AT1G65480)
ATAATATGGCCGCTTGTTTATAAAAAAAGAAGAGAAATAAAACAATTGATTTGGTTTATATTATTTA
ATTGCAGATATCTTGTACTTAATTCATTTTGAGATAATTTTGCGTATTTGAGTTCGGACATTGGTAG
GTATGGACGATGAAAATAACTGCCTTCATTCTACATGTTTGAGATTTGTTTGTCGACCATATAACAC
AAGCGGCTAGAAAAATAGGTGACTATTCT-TCCTGGTTCTATCTAACCTGAAGGATCCCTTG
TTCTACCTGGTATAACTACAAGAAAAGGCTGTTTTATAAAATATATCATTTCTTCTATGATTTCTAT
CTCAACTTTTTTTTTAGTTTTTTTCTTTTAGAACGTTTTCGCTTTCGAATTTTTTAAGAATTTTTTT
TTTCTTTATATCTCTAAATAATAGTTTTAAAAACATAACAAGTGATACTGTAATTTTTTTTTCTCTA
TAAACTTGGCGGTACCCTACTTTTTTCTTATTTTTATTAATAATCTTACTTTGTTATGATAAATTAT
GTTAATATATGGCAAAACTAAATATATATGAAACTACTGATTACTCATTATCATAATTAATATCTTT
GTATAAAAGTAAATAATATTTAGTCGAGAGAGGTATCTTGTTAAAGGAAATAAATCAAAAATTAGTG
GCTACCAAGTGGGAGATATAATTTGGAATATTTCCAGTGTATTAGTGTGGTGGGTTTGGAATACCAC
AAACAGAAATAAAAAGAAAGAAAAATATGAAATAAGACGACAATGTGTGATGTACGTAGAATCAGTT
TTAGATTCTAGTACATCAATAGACAAGAAAAAGATTGTGGTTATGATTTCACCGACCCGAGTTAATG
CAAATCCGAAACAGTATAAATATGTGTAGAGGGTTCATGCCTATGATACAAATTAAAGAAGCAGAAA
CAAAAACAAGTAAAACAGAAACAATCAACACAGAGAAACCACCTGTTTGTTCAAGATCAAAG

>S0C1 (AT2G45660)

TGTCEREMEETATCAAAATATGCTATTTTTGGTCTTTCTTAAGGCTTTTTTCCAAAATAAGTAAAGG
ATGAGGTTTCAAGCGTCCATCATATTTGCGACAGMBMBGACTGACTATTTAGCTCCTCCCTCTTTCT
TTCTCTTATTTTATTATCTTTCTCCAAGAAATAAAATAGAAAAGAAAATATATATGGTTTCACAAAC
ACCATTACCATAACTACAACGAGAAGAGGATCTTTTTTAAGGAGAAAAGCAGAGAGAGAAGAGACGA
GTGTGTGAAGTTTTTTTGTCTTTTGTTTCTTTTATTACACACAAATAGATGAAACGAGGAAAGCTAC
TTCTTTTGCTACTTCCATAAAAAGGTTCTTCCTTTCGCAGAGAATCAACTTTGATCATCTTCTTCCT
TCTCTTTCTTTCTTCTTCTCCCTCCAGTAATGCTTATATAGTCTCCTCCTATATCTCTACCTATACA
TACACAAACCCTTTATCCTCGAAAGCTTCCTCCTGGTTAGGTTTTTATCAAACCCTTTTAGCCAATC
GGTAAGATCTCTTCGTCATGATCTTTTCTTTTTTCTTTTGCTTTGTACTCTGATGGATCTATAAACT
TATATGGGTTTGGTT TG T T CGATTTGATGTGTTTGGTTTCTTTGTCCTAAATCTCATGAAA
GGAGGTTGCATCCTTCAATTAAACCGATAACAAAAGTTTCCATTACAGACTTATAGATCAGATACTT
TAGATTGTTTTGCTTTTTGGGTACTTAATCTTTCGTTGACTTCATCAGTCTTCTCCCACCCAAACAA
AAAAGTCATATTTCGATCATATCTTCATTTTTTTAACCTACTCTCTTTGATTCATATATGAAATGGG



TTGTTTTATGTGTGTGACTAATCTTGTTATTGAGGTGGTTGCACCATTGATCTACCGTTTTCTTCAA
TTTTTGAAAAAATAATTTTATTTTTTTTCTGTGTGCAAGGGAAATTAACTAAAGAAGAAGAT

>Hd3a (0s06g0157700)
AGGGAGTACTACATATAACCTCATTTTTTTACGGGTTGATAAGTTGCGGAAAAACCAACAAATTAGC
AACAAATATGAGTAAAACTTGTAT AT CTTCTTAGCGATTTAAAAATCAATGCTGAAAATAA
ATTACAATAAAATTAAAAATCTCAAGATAATCTCTAAAATGTAGTTTTAAAATTTAAATTTTGATTG
CGACTGATAAGAAAAAAAAAGMMMIEA TGGGAGGCTATATEARCTET CAAACTGGCTAATTTAGAAA
GACGACATCGAATTCCTACAGATTGGAGGCAGCAAAAGAGAGCCCGTCTCTGCCGGGTGCGTGCATG
ATGCTCGATCATATCCCATCTCTCCTCACTTCATCATCAACAAGAACAAGAGGAACTATATAGCTGC
AAGATCTAGACTGAAACTACTATAGCAACTAACTGTACTGTAGCTAGATTACGCTTAGCTATAGCTG
CTGCTGCATCTATCTGTAAATTCCAACTACGACGTCGACTGCTGCAAGCTAGCTTGGCCGGCTAGCT
AGATAGCTAGCTAGCTCAAAAGAGAAAGCTTTGCGAAATAGGAGTAACTAGCTAGCTCTAGCTAGGG
CGCCATCGATGCGTGACCACCGAGCTCGCCTCGTCCACACGTACAGGAAGACGATGCAGAAAGCGGC
CGGCATGCAGTACACTGACCGAGCTAAGAGAGAGAGAGAGATGATATTATTCTTCTGCAGCTAAATT
AAAGTGAAAGTTGGACATGGACATGGACATAGTAATTTTGCATGGCCATCATCTTGCCCTCCTATAT
ARAGCGGCCATCTCACTCTCAACCACAGCTCGATCCAGCAGCCCTGCACCACACACAGTTCAGCTAG
CAGATCACCTAGCTAGATAGCTGCCTCTATCACAGTATATTTGCTCCCTGCAACTTGCTGCTGCTGC
AATAGCTAGCAGCTGCAGCTAGTAAGCAAAACTATAAACCTTCAGGGTTTTTTGCAAGATCG

SRET1 (0s06g0157500)
AGAATCAAAAGCTCTCAAAATAGTTCAGCTGTTGGTCCAGATTCTAAAAAGCTATAGTTATAGAATT
TATAAAAGAACTAAAAGCCAGAAGCTAGGTAACCAGCTTTTCCAAACTCTCAGAGCCTGGTTACCAA
ACAGCTGTTCTTAACTCTGCCAAACATGCCCATAGTTAGCTTCATTATTTTACTGCTAGCTTCATTT
ATTTTGGACGGGGTTAGTA-TATCTGTCTCGAAATCGCCTCTGTAAATGGGGTCAGTTTCAG
CACTTCTATCGACATGAAGAAGATAGAAAGGGCCATGCGAGAGAGAGTGTGTGAGAAAGAGAAGATT
CTACCGGGCACAACAAAGTGTGTAAATGCATAAAGAAAAGATTCTACTGGGCACATCATAGTAAGGC
TATTCTCAGCTCAATAACTAGGATGGTGTCCATAGCATTAAATAAGCTGCTACCTAATATGAAAAAT
GATGTGGCAAGTGAGTAAATGAGGAAAGAGAAGAAAACAAGGTCTTGCATGAGACATGGTTTCTACA
CAACAT TGAAGACAT-AGATAAAT TTAATTTAAGCATGAAAAAGTGGTGTTTGTATTGAAAA
AGTAGTGTCTAATACTAGTTTATTGATGATGTGAAGTTTATGAAAACTACCGTGTAGTGTCTTGGGT
TGGTACTGCCTAAAGGGGCCGGCTAGCTATATAAACTGTA CAGAGAAGCTTGCACAACTAG
TGCATCCCTGTCACTGTTTGGCTAGCTTAACCTTCCTGACATCTATCCTCTGGATTGAACGGCAGGA
GATACCTAAGCTAGCTAGCAATCTCTATCGATCTGTTTGTTTACATGTTCAGTTAAAGGTTACTGAG
AAATGCCTAGAGTTTTTCCGGCTAGCTTCATAAGTTAGTGGGTTAGCTGACCTAGATTCAAAGTCTA
ATCCTTTTATTTATTTGATATTAGATATCCTAACGTTTTTAGTTAGAGGTTATTAATTTGAC



Supplementary Table 2. Primer sequences.

Genotyping Primer Name Sequence (5'-3")
35S-F AGAGGACCTAACAGAACTCG
068-R CACGCCATGAGAGCTCGTCGTAC
P1 TTCGGATCATTTCTTGTCACC
P2 GTAGATATTATCTGCGGAGTGG
P3 ATTTTGCCGATTTCGGAAC
P4 GAACCTTTTACGATCCCGAACC
P5 CAGTGACTTGGTCGTGAAGG
112p-F CACTTCTTCGAAAAGCTAAGCAGC
GFP-R GTGCAGATGAACTTCAGGGTCAGC
RT-PCR Primer Name Sequence (5'-3")

OshHLH068 (Os04g0631600)

OsbHLH068-RT-F
OsbHLH068-RT-R

GTACGACGAGCTCTCATGGCGTG
GGCTCCATGAGGCTCCTCAGCAG

OsActinl (Os03g0718100)

OsActinl-RT-F
OsActinl-RT-R

GGAACTGGTATGGTCAAGGCTGG
CACACGGAGCTCGTTGTAGAAGG

g-PCR

Primer Name

Sequence (5'-3")

0sSOS1 (0s12g0641100)

0sSOS1-Q-F
0sS0S1-Q-R

GACACTGGGAATGTTCTATGC
CCATGAAGCACCGTGCCTCTCG

OsbHLH068 (0s04g0631600)

OsbHLH068-Q-F
OsbHLH068-Q-R

TGCTGGTCTGCATGAGTTTC
GCTTGCTGCAGTGCTAGGTT

v oy ALEE CIACCACATICCACCAGATCTC
wosougorm  WOHOE T CARSCEcATecAMCTOMC
R s
opugem RO CoeeoRmacoaeTeTecs
oo OB cotaTToaTcoTeTeATIonos
i ST CSTAATATCGTICCACTTS
ooipase  SOSE ClTCeoemeeoces
e R ey
AtActin2-Q-F GTGGATTCCAGCAGCTTCCAT

AtActin2 (At3g18780)

AtActin2-Q-R

GCTGAGAGATTCAGATGCCCA




