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I. Column Descriptions

Bold type references column of that name.

Column Header

Description

id

A unique identifier for each system.

pathogen Scientific name of the pathogen species, strain, or type.

type The major group of the pathogen. Limited to arthropod, bacteria,
fungus, helminth, oomycete, protozoa, or virus.

target The species to which the pathogen spills over from the reservoir.

Listed as common species or group names only.

human.target

A binary variable. ‘1’ if humans are included as a target, ‘0’ if they
are not.

domestic.target

A binary variable. ‘1’ if domestic animals are included as a target, ‘0’
if they are not. Because many species listed as targets exist in both
domestic and wild populations, we determined specifically if the
domestic populations are a target for spillover.

wild.target

A binary variable. ‘1’ if wild animals are included as a target, ‘0’ if
they are not. Because many species listed as targets exist in both wild
and domestic populations, we determined specifically if the wild
populations are a target for spillover.

livestock.target

A binary variable. ‘1’ if a livestock species is included as a target, ‘0’
if none are. Because many species listed as targets exist in both wild
and domestic livestock populations, we determined specifically if the
domestic livestock populations are a target for spillover.

companion.target

A binary variable. ‘1’ if a companion animal species is included as a
target, ‘0’ if none are. All target species identified as companion
animals were either domestic dogs or domestic cats.

transmission

Specifically, how the pathogen is transmitted from the reservoir to
the target. Standardized to one or more of direct contact (DC), indirect
contact (IC), trophic (T, including food- and water-borne
transmission), and vector-borne (VB, specifically by biological
arthropod vectors).

direct

A binary variable describing whether or not direct contact transmission
is reported from the reservoir to the target.

indirect

A binary variable describing whether or not indirect contact
transmission is reported from the reservoir to the target.

vector

A binary variable describing whether or not vector-borne transmission
is reported from the reservoir to the target.

trophic

A binary variable describing whether or not trophic transmission is
reported from the reservoir to the target.




vector.id

If vector is ‘1°, the common name(s) of arthropod vector group(s)
responsible for transmission from the reservoir to the target.

fleas A binary variable describing whether or not fleas are reported as a
biological vector from the reservoir to the target.

ticks A binary variable describing whether or not ticks are reported as a
biological vector from the reservoir to the target.

mosquitoes A binary variable describing whether or not mosquitoes are reported as
a biological vector from the reservoir to the target.

flies A binary variable describing whether or not flies are reported as a
biological vector from the reservoir to the target.

vector.req Answers the question, if vector-borne transmission is reported from
the reservoir to the target, is the presence of the vector required for
continued spillover?

region All regions and continents where the described spillover between

reservoir and target are known to occur. Worldwide used if the
system is reported on six continents.

region.standard

Region standardized to continent and worldwide abbreviations.
Limited to worldwide (W), Africa (AF), Asia (AS), Australia/Oceania
(AU), Europe (EU), North America (NA), and South America (SA).

n.america

A binary variable describing whether or not North America is reported
as a location of spillover. ‘0’ is used when region is listed as
worldwide.

s.america

A binary variable describing whether or not South America is reported
as a location of spillover. ‘0’ is used when region is described as
worldwide.

europe

A binary variable describing whether or not Europe is reported as a
location of spillover. ‘0’ is used when region is described as
worldwide.

asia

A binary variable describing whether or not Asia is reported as a
location of spillover. ‘0’ is used when region is described as
worldwide.

africa

A binary variable describing whether or not Africa is reported as a
location of spillover. ‘0’ is used when region is described as
worldwide.

oceania

A binary variable describing whether or not Oceania is reported as a
location of spillover. ‘0’ is used when region is described as
worldwide.

worldwide

A binary variable describing whether or not worldwide is used to
describe the locations of spillover. Systems were classified as
worldwide if the disease system described is known to occur on six
continents.

reservoir

The populations and environments that maintain the pathogen and
serve as the source of new cases in the target population(s). Based on
the definition given in Haydon et al. (2002).

environment

A binary variable describing whether or not an abiotic environment is
included in the reservoir.




domestic.reservoir

A binary variable describing whether or not the reservoir includes
domestic animals. Because species listed within the reservoir often
exist in both domestic and wild populations, we determined
specifically if domestic populations are a source for spillover.

wild.reservoir

A binary variable describing whether or not the reservoir includes
wild animals. Because species listed within the reservoir often exist in
both wild and domestic populations, we determined specifically if wild
populations are a source for spillover.

livestock.reservoir

A binary variable describing whether or not the reservoir includes
livestock. Because species listed within the reservoir often exist in
both domestic livestock and wild populations, we determined
specifically if livestock populations are a source for spillover.

companion.reservoir

A binary variable describing whether or not the reservoir includes
companion animals. Because species listed within the reservoir often
exist as both companion animals and in wild populations, we
determined specifically if companion animal populations are a source
for spillover.

reservoir.type

Describes each reservoir as single species, multiple species, or
complex. Single species is used for systems where exactly one species,
identified to the species level, is listed in the reservoir field. Multiple
species is used for systems that both have more than one species listed
in the reservoir field and where there is no defined cycle among the
multiple species. Complex is used for systems where the pathogen
completes a single generation across more than one host or
environment. In the reservoir field, complex reservoirs are written as
a cycle with the hosts or environments at each stage separated by a ‘+’.
For example, environment + first intermediate host + second
intermediate host + definitive host.

single

A binary variable describing whether or not the reservoir is
categorized as single species.

multiple

A binary variable describing whether or not the reservoir is
categorized as multiple species.

complex

A binary variable describing whether or not the reservoir is
categorized as complex.

taxon

A comma-separated list of the major animal taxa represented in each
reservoir. Limited to: amphibians, annelids, arthropods, birds, fish,
helminths, mammals, mollusks, reptiles.

mammal

A binary variable describing whether or not mammals are included in
the reservoir.

arthropod

A binary variable describing whether or not arthropods are included in
the reservoir. If an arthropod vector is listed in vector but not in the
reservoir field this field was set to ‘0’.

fish

A binary variable describing whether or not fish are included in the
reservoir.

amphibian

A binary variable describing whether or not amphibians are included
in the reservoir.




bird

A binary variable describing whether or not birds are included in the
reservoir.

annelid A binary variable describing whether or not annelids are included in
the reservoir.

helminth A binary variable describing whether or not helminths are included in
the reservoir.

reptile A binary variable describing whether or not reptiles are included in the
reservoir.

order A comma-separated list of the mammalian orders represented in the
reservoir. Limited to the following orders that appeared in this
database: Artiodactyla, Carnivora, Cetacea, Chiroptera, Cingulata,
Didelphimorphia, Diprotodontia, Erinaceomorpha, Hyracoidea,
Lagomorpha, Perissodactyla, Pilosa, Primates, Rodentia,
Soricomorpha.

artiodactyla A binary variable describing whether or not a member of the order
Artiodactyla is included in the reservoir.

carnivora A binary variable describing whether or not a member of the order
Carnivora is included in the reservoir.

rodentia A binary variable describing whether or not a member of the order
Rodentia is included in the reservoir.

perissodactyla A binary variable describing whether or not a member of the order
Perissodactyla is included in the reservoir.

primates A binary variable describing whether or not a member of the order
Primates is included in the reservoir.

cetacea A binary variable describing whether or not a member of the order
Cetacea is included in the reservoir.

soricomorpha A binary variable describing whether or not a member of the order
Soricomorpha is included in the reservoir.

chiroptera A binary variable describing whether or not a member of the order
Chiroptera is included in the reservoir.

cingulata A binary variable describing whether or not a member of the order
Cingulata is included in the reservoir.

didelphimorphia A binary variable describing whether or not a member of the order
Didelphimorphia is included in the reservoir.

diprotodontia A binary variable describing whether or not a member of the order
Diprotodontia is included in the reservoir.

erinaceomorpha A binary variable describing whether or not a member of the order
Erinaceomorpha is included in the reservoir.

hyracoidea A binary variable describing whether or not a member of the order
Hyracoidea is included in the reservoir.

lagomorpha A binary variable describing whether or not a member of the order
Lagomorpha is included in the reservoir.

pilosa A binary variable describing whether or not a member of the order

Pilosa is included in the reservoir.




confidence

The confidence level (See S2 Text) assigned to the system. Limited to
medium and high because systems with confidence of low and none
were excluded from this database.

rozone

Epidemic potential zone of the system describing the transmission
from reservoir to target. The possible entries are: D (dead-end) for an
Ry equal to zero, S (stuttering chains) for an R, greater than zero but
less than one, and E (epidemic potential) for an R greater than one.

hindex

The H index of the pathogen as calculated by Web of Science in
September 2015. Only applies to systems with humans listed as a
target. All others are ‘NA’.

top10

A binary variable describing whether or not the system is included in
the top 10% high priority zoonotic pathogen (HPZP) subset. Is ‘1’
where hindex is greater than 102.7.

top25

A binary variable describing whether or not the system is included in
the top 25% high priority zoonotic pathogen (HPZP) subset. Is ‘1’
where hindex is greater than 55.

references

Sources of evidence to support the reservoir listed. See Section II of
this file for citations.
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