Table S2 SSR markers developed in the genome sequences of Arachis duranensis and A. ipaensis

ID Chromosome SSRnr. SSRtype SSR Size FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A6 Aradu.A01 6 p4 (ATTT)6 24 73570 73593 TGTACCAAAATTGGTGTGGC CGGTATAATTGTTCACCAACAAAA 222
Ad01A10 Aradu.A01 10 p3 (ATC)5 15 97647 97661 TGAAGGCTCAAAATCCCATC CCATGGCTCCAGCAATAGTT 131
Ad01A21 Aradu.A01 21 p3 (ATT)S 15 116476 116490 TTCAAACGCTGACATTTTGG AAAAGGGGGCTACGATGACT 247
Ad01A22 Aradu.A01 22 p3 (AGA)5 15 116879 116893 AGTCATCGTAGCCCCCTTTT TTTTGGGATGTTCAGGAATTG 269
Ad01A25 Aradu.A01 25 p3 (TGT)5 15 118917 118931 AGCTGAAGATCGTTGCAGTG GAACAAAATTAGGGTACCCACC 197
Ad01A26 Aradu.A01 26 p2 (AT)8 16 121263 121278 GTCTCAGCCTCTACAACCGC TGTTCTTCCAATGTTTTTAGGTTTT 237
Ad01A29 Aradu.A01 29 p2 (CT)28 56 126629 126684 CACCCCAAGGAAATAGCAGA CCATGGACATAGACCAACCC 205
Ad01A31 Aradu.A01 3lc (T)10atgtttacal 55 129445 129499 GCTGTGCTTCTTAAGCAATAATTT TGAGAATTGTGGTGTTGGTGA 258
Ad01A32 Aradu.A01 32¢c (A)10g(A)10 21 129712 129732 CTCTCAAGCTTGTCAATGGC CTAACCATGTTGGCTTGGCT 270
Ad01A35 Aradu.A01 35 p3 (CcA)7 21 133278 133298 CCATTGAGGGACGCTACCTA GCCCCATTCCTAGTTGTGAA 215
Ad01A36 Aradu.A01 36 p3 (TAT)7 21 133429 133449 TTCACAACTAGGAATGGGGC AGTGCAGGCCTAGAACCAAA 119
Ad01A39 Aradu.A01 39¢c (TAC)5(TAT): 54 151500 151553 CGAATGTACCATTGTCATCAGC CCTCACAGTCCCCAAATACC 266
Ad01A43 Aradu.A01 43 p2 (AG)12 24 158062 158085 ATTCTTGAATCCCATGCCAA CCAAAACGAATTCCACCACT 172
Ad01A49 Aradu.A01 49 p4 (TTAT)S 20 174660 174679 TTACTCCATGGCCACAAATG TGGATAGTGGGCTAGTGGCT 234
Ad01A52 Aradu.A01 52 ¢ (A)l5caaagga: 143 179051 179193 GGTTGGACTAGATCTTATGAAGTATGA TCCCAAATCTGCTTCGTTTT 231
Ad01A61 Aradu.A01 61 p2 (AT)8 16 197936 197951 GTCGCCCAAGGTTATGAAAG TAAGTATTTGGTGAGGCGGG 260
Ad01A69 Aradu.A01 69 c (T)12gatttggtg 53 207691 207743 CCATTTTCTTCATGTTGCCC TGGTTCGAGTAAGGCACAAA 268
Ad01AT71 Aradu.A01 71 p2 (AT)7 14 212046 212059 TCCCATTTAATTGCTTTAAAATTC GCTTGCAAACGTGCTACAAA 260
Ad01AT72 Aradu.A01 72 p3 (AGG)5 15 219179 219193 AAATGAAGGAGCGGCTATGA TCTCTTGATGCTGTGCTGCT 135
Ad01A75 Aradu.A01 75 ¢ (T)10cag(T)11 24 227653 227676 GCCTTTATTTTAGGCAGCCA AAAAATTGCAAGACAAAAACACA 148
Ad01A78 Aradu.A01 78 p2 (AC)7 14 230082 230095 TCATCCTCCAGCTTAGTCCG CCAAAGTGACAACATTGTGGA 251
AdO01A79 Aradu.A01 79 p4 (CTAT)5 20 231690 231709 ACTCTGACAGGGAAAGCAGC ACTCCGGTCGCAATAACTGT 257
Ad01A83 Aradu.A01 83 p2 (AT)7 14 242628 242641 TCGGTAATCACTATCCAACACG ATGCCAAAGATGGCGATAAG 155
Ad01A87 Aradu.A01 87 p2 (TC)10 20 244699 244718 TGCCATATTGGCATATTTACACA TTTTGTGCAATGTGACCTTTTC 156
Ad01A88 Aradu.A01 88 p2 (CM17 34 248235 248268 CGTTTATCTCTCCCTCGCTG GACACATAACGGGGACGACT 225
Ad01A90 Aradu.A01 90 p3 (AGG)5 15 252509 252523 AATGAAACACGCGAAGAAAAA CCAACTTACATAATGGCACACG 101
Ad01A93 Aradu.A01 93 p3 (ATA)5 15 256247 256261 GAAAAGGAAATGATCCATTTGTG AAATTTCGCTGCCTCCTAGC 279
Ad01A94 Aradu.A01 94 ¢ (A)llggttac(T. 121 256638 256758 TGGCTCTCTAGACTTTTTCATCA AACATGTGAGTAGAGAAGGCAGC 181
Ad01A95 Aradu.A01 95 p2 (AT)6 12 257856 257867 TCATCATTCACGGTTTGTTTT GCATTTGGAAGCATTTTTGTC 154
Ad01A96 Aradu.A01 96 p2 (TA)6 12 258153 258164 CCGCGCCTAATTTTTCAATA CGTCTTTATCTGAGTGGTTCCC 176
Ad01A98 Aradu.A01 98 p2 (AT)12 24 259239 259262 TTCACGTGACTAACTCCTATAGTCTTG GGAAGCTATTACCATGAGGTAGC 280
Ad01A99 Aradu.A01 99 p3 (GAT)7 21 261285 261305 TCTGTGATTGCACTTGAGGC TCATCAGCAATCGTAGCAGG 243
Ad01A101 Aradu.A01 101 p2 (AT)8 16 271863 271878 GCGGATGTGGTGACAGAGTA AAAACCTTGCAAAAAGCTTCA 265



ID Chromosome  SSRnr. SSRtype SSR Size FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A102 Aradu.A01 102 p2 (AT)6 12 274138 274149 TTCGATTCAACACCCTATCG CCTTCCCTTGGCTTTTCTTT 280
Ad01A104 Aradu.A01 104 p2 (AT)11 22 283000 283021 GAATGCATTTCAGAATCGTTCA TGTTCTCTCTTTTGGCAGCA 209
Ad01A107 Aradu.A01 107 p2 (GA)8 16 287711 287726 GGCTTTGTGTTTGGCTTGAT TTAGTTGTTTCCGTTGCGTG 175
Ad01A110 Aradu.A01 110 p3 (AAG)5 15 292111 292125 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 190
Ad01A111 Aradu.A01 111 c (GAAGAC)5g 70 292272 292341 GAGGAAGAAGAACGTGCAGC CTCCACTCAAACGGTTCCTC 182
Ad01A115 Aradu.A01 115 p3 (AGA)5 15 305216 305230 TTCAAGCCAAATCCATAGGC CATTTCGTCATTTTGTGCAAG 130
Ad01A122 Aradu.A01 122 p3 (GAA)5 15 329393 329407 GAACCGCCATGTTTTCTTGT ACCTTCCTTCTCCCTTGCAT 255
Ad01A123 Aradu.A01 123 ¢ (CT)8ttctctcga 51 329773 329823 TCGTTAGGGCGGTGATCTTA GCATTATCTGGCGGGAACTA 247
Ad01A125 Aradu.A01 125 p2 (AT)6 12 341598 341609 CCAAACTTGTCTTCAATTCCC TGACCCAATTTCTCTTCCCA 210
Ad01A126 Aradu.A01 126 p2 (AT)13 26 344192 344217 CGTTGGCAGTTTTATGCGTT GGCGAAGATGTTTGTCTTGG 280
Ad01A127 Aradu.A01 127 ¢ (AG)9ggtitiga; 62 345146 345207 CGCCATGAGCGTCTTTTTAT CCAAACCCAGAGGTGAGAAA 142
Ad01A132 Aradu.A01 132 p3 (CAG)8 24 351845 351868 AATGAATGCTAATGCCGACC AACCCAAACAAGGTGTCAGC 278
Ad01A141 Aradu.A01 141 p3 (AGG)7 21 381586 381606 CTGGCTCGGAGAGTAGTTGG GGCAAAGAAGAATGCTCAGG 206
Ad01A142 Aradu.A01 142 p2 (TA)6 12 385574 385585 CATAGTTGGTGGGGGCATAG TCAGTCCCAACCCCAAATTA 179
Ad01A143 Aradu.A01 143 ¢ (T)10atgttttaas 60 385874 385933 TGATGATTCTCTCATTGGCG TCAAACACTTCAAACCACAAGC 263
Ad01A146 Aradu.A01 146 c* (TTC)6(TCTT 61 399137 399197 TATAAACACGCCGTTTCACG TTCTGGTGATTTTGATGAAGGA 197
Ad01A148 Aradu.A01 148 p3 (TAT)6 18 411168 411185 GGGTTGAGCACAATCCAGTG ATTTGCATTTCGCAGATTCC 242
Ad01A149 Aradu.A01 149 ¢ (A)10gaaagaa: 118 413161 413278 TTGAGGAGTGTCCAATTCCC TAGGGATCACCCATGTGCTT 189
Ad01A157 Aradu.A01 157 p3 (ACT)6 18 434167 434184 CATTTTCCCCCTCTTCCAAT GATGCCAAATGTTGTTGTGC 106
Ad01A158 Aradu.A01 158 p2 (AT)8 16 437228 437243 TTATTCCATGAGGTGAGGGC TGAGCAAAGATAACGGAGACC 148
Ad01A159 Aradu.A01 159 ¢ (A)10tctaaaact 100 439534 439633 CCATTCCTGTCCGTCACTAAA GATAGAGGCAGTGGTTAGCG 280
Ad01A160 Aradu.A01 160 p2 (AT)6 12 440205 440216 TGGCACATGAAACCTAACGA TGACAATATGCAATTATATGCTGA 190
Ad01A167 Aradu.A01 167 p3 (AGG)5 15 457092 457106 CCGCCATCAAAAGAAGAAGA AAAGGGTCCAGGAGGCTAAG 220
Ad01A170 Aradu.A01 170 p2 (AG)7 14 465810 465823 GCCAATGGTGGGAAGAAGTA TCCATCACCTCCCTCTTTTG 214
Ad01A171 Aradu.A01 171 p3 (TTA)5 15 468214 468228 TCATAACCTCCGCCTTCAAC GCACTTGTGGGAAAATTGCT 263
Ad01A175 Aradu.A01 175 p3 (ATA)7 21 479268 479288 TGATTAGCCATTCAAATCTCACA AATGCATGTACCATGTAGACCTT 271
Ad01A179 Aradu.A01 179 p2 (CT)6 12 488805 488816 TTTTGCTCAAAAATGGTCCC GTGGTGGTGGGAGAAAACAC 263
Ad01A181 Aradu.A01 181 p3 (TCT)5 15 490629 490643 AAGCCCAACAAAATACACGC AGCAGCAGAAGATGAGGAGG 279
Ad01A182 Aradu.A01 182 ¢ (AAG)5aggaag 55 490947 491001 CCTCCTCATCTTCTGCTGCT TGCATTTCGAACCGTTACTG 241
Ad01A185 Aradu.A01 185 ¢ (T)l2ctcgggta: 46 499303 499348 TTCTTCTGCTGCATTGCCTA TCCAATTCATTTCAACAGATGC 110
Ad01A186 Aradu.A01 186 p3 (ATA)16 48 499603 499650 AACGAAACCAAAATATCAGTGGA CCACTCGACCAATCCAAGTT 252
Ad01A188 Aradu.A01 188 p3 (AAT)5 15 500834 500848 AACATGCGTATGTCTAATGTGTTT AGCATGGACAATAAAATGCAA 208
Ad01A191 Aradu.A01 191 ¢ (TTA)13g(TA" 58 502026 502083 GCTGACCACTCGACCAATCT TCTTTTTGTTGTGGTTGGACA 157
Ad01A196 Aradu.A01 196 p3 (AAC)7 21 514962 514982 CAAGCAGAAGCAGAATGCAG CTTCTCCTTGTTCGGTCGTC 254



1D Chromosome SSRnr. SSRtype SSR Size FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A199 Aradu.A01 199 p3 (AAT)13 39 521265 521303 AATTTCCTCACACCACCGAC TAATTGGGGGATTGCTTTTG 140
Ad01A202 Aradu.A01 202 p2 (TA)6 12 521743 521754 TAGACACATTGTACCCCGGC CTAGCTTCGCCTTGGAGAGA 156
Ad01A204 Aradu.A01 204 ¢ (T)1lcttcctgate 89 524334 524422 GACGAAACAAAAATCATAAAACCC TCCCAATACTCCATCTTGCC 196
Ad01A205 Aradu.A01 205 p3 (ATT)6 18 527591 527608 ATGGCCAAACACCTCCACTA GCTCCTAAATGGGCCTCAA 279
Ad01A207 Aradu.A01 207 p5 (AAATA)S 25 532708 532732 TTTACTGTCAATTTACTGGTATGAGC TCAAAATAATGGCGTCCAAA 199
Ad01A208 Aradu.A01 208 p3 (GTT)7 21 533852 533872 GCCACCTCAAGGAACTGGTA TCGAGAAGCAAGAGTGAGCA 205
Ad01A209 Aradu.A01 209 p2 (CTM)15 30 535369 535398 CGGGAGGTGCAGTAACTTGT ACAGCACCCTCAAGATTTGG 260
Ad01A211 Aradu.A01 211 p2 (AC)6 12 543163 543174 TGCTTTTCCCACTTTTCACA GAACTGTGACCTTGTGGCCT 233
Ad01A213 Aradu.A01 213 p2 (GA)10 20 551210 551229 AACTTTAACGGAAATGGGGC CATTGGGCCTCGTGATTAGT 260
Ad01A215 Aradu.A01 215 p2 (AT)9 18 558672 558689 GGGTGCCTTTTGTACGTCTT TAGGCGCCATGAAGAATAGG 241
Ad01A226 Aradu.A01 226 p3 (CTG)5 15 585227 585241 CAGTGGTGTTGGTGATCGTC AGAAACATCTCTGAGGCGGA 276
Ad01A230 Aradu.A01 230 ¢ (T)14aaaaaaag 97 590487 590583 ACAAGATGTGAAGAGTTGTACGTT TCCGACGGTTTAATGTAATAATCTAAT 280
Ad01A234 Aradu.A01 234 p3 (ACA)7 21 601782 601802 CAAATACCAAACCCGTGGAT CGTTTGATTCATGTAGCCGA 263
Ad01A237 Aradu.A01 237 p2 (GMe6 12 604857 604868 AAGAATTTAGCATGTGATGCCTT CATTGTGTTAACAACGGTTGAA 267
Ad01A240 Aradu.A01 240 c* (ATT)5(ATTA 44 620713 620756 TGGAGAGGGTTTGGACTTTG CAACAAAGGAGAAGGGGACA 280
Ad01A241 Aradu.A01 241 p2 (GAL7 34 620891 620924 TGTCCCCTTCTCCTTTGTTG AGCATAAACCCCGTTCTGTG 122
Ad01A242 Aradu.A01 242 p2 (AG)11 22 621197 621218 TGTTTTTAGGCGCTTTGCTT ATGCCGAAGATGGAGAGAGA 279
Ad01A256 Aradu.A01 256 p2 (GA)9 18 659457 659474 TGACTTACCGGTGGTGATGA TTAGCGTCGGATTTTTCGTT 277
Ad01A257 Aradu.A01 257 ¢ (TAT)8tg(TTA 47 663062 663108 TGGACTTTGGGATTGGAGAG TTTCTGATTTTGCCTCCGTT 271
Ad01A258 Aradu.A01 258 p2 (AG)11 22 663261 663282 ATGTCCCCTTCTCCCTTGTT TTGAAATCCAAAAGGCGAAC 209
Ad01A259 Aradu.A01 259 p2 (GA)14 28 663555 663582 TGTTTTTAGGCGCTTTGCTT TCAATTAGGAGGGAGAGGCA 105
Ad01A262 Aradu.A01 262 p3 (GAG)7 21 676194 676214 AAGAAATCACAATGGGCTGG ACTTGAGGTTTGCCGACTTG 204
Ad01A267 Aradu.A01 267 p2 (TG)14 28 698644 698671 TTTAATTCGAGCAGCATCCC TGCCATTATGGGTCACAACT 168
Ad01A269 Aradu.A01 269 ¢ (TCTT)Statttct 43 701696 701738 GTTCGAACCAAAACCACACA ACTTTACACTGCTGCTCCGC 233
Ad01A273 Aradu.A01 273 p6 (TTATTG)5 30 720401 720430 TGCCTTCTCTTGCTTATTTGC TGCATTTGGTCTTCAATCCA 244
Ad01A276 Aradu.A01 276 ¢ (GT)8(AT)8 32 727474 727505 TTAAGATGGGGCAGGAAGTG GGCATCATAAACTCCAGCGT 232
Ad01A278 Aradu.A01 278 p2 (AT)9 18 736451 736468 TCACTTCAAGAAGGAAACAGCA CATTAAAGGTTTCACTGCCCA 266
Ad01A283 Aradu.A01 283 p3 (ATT)8 24 753271 753294 GTTGACGTGGCATGCTTCTA ACGGTGTCCGAAAAGAAAGC 268
Ad01A286 Aradu.A01 286 p2 (AT)6 12 759076 759087 TTTTTGTGATGTGGGGATTT GTCCAACCCCAGCTTGTAAA 122
Ad01A288 Aradu.A01 288 ¢ (T)11ggaaacttt 92 760801 760892 TGTGGAACCCAACTAAACTGTG GCAATGCCAAAGATGACAAG 257
Ad01A292 Aradu.A01 292 p3 (TAA)S 15 769875 769889 CGACGCACATCCTGATAAAT CCAGTTGCCAAAAACCACTT 119
Ad01A293 Aradu.A01 293 ¢ (AT)7(A)12 26 770132 770157 CCTGAAAGGAAGAGAGGGGT CACACAGAAAGGAGCCATGA 142
Ad01A296 Aradu.A01 296 p3 (GAA)8 24 775581 775604 CAAGAAAAGACCCCAAGCAG AGGTTGGTTGTTGAGCCAAG 174
Ad01A307 Aradu.A01 307 ¢ (GATGGG)5g: 73 797990 798062 GGGAAGGAGAAGGAGAAGGA TTCCCAATCTGTTTCATCCC 156



1D Chromosome SSRnr. SSRtype SSR Size Start FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A308 Aradu.A01 308 p2 (AT)7 14 803936 803949 CAAACAATAAGTACCACACACAAAAA GCATTTGAGCTTTGGCCTAC 247
Ad01A318 Aradu.A01 318 ¢ (AAATA)Sttag 118 847422 847539 CTCTTCTTTGACTAACAATGAGCA TTCCTTCTTTAGAGATATGTGAATTTG 201
Ad01A319 Aradu.A01 319 p3 (TTC)5 15 853374 853388 TGTAAACACGCGATTCCTCA CCACAATGAGGATGAAAATGC 138
Ad01A320 Aradu.A01 320 p3 (AAG)5 15 853914 853928 TTGAGAAAGTAAAATAAAAAGGCAAA TCCAATTAAGTGGCTGAGGTG 277
Ad01A321 Aradu.A01 321 p3 (TTA)10 30 855727 855756 TTTGAATGATGGTTTGGGGT TCTGCACATACGGGTGAGAG 121
Ad01A326 Aradu.A01 326 p2 (TA)6 12 876807 876818 TTTGTGCACTATGGAATTGGA CGTGTACACCAAAATTAATTACCAA 268
Ad01A327 Aradu.A01 327 p2 (TA)7 14 877725 877738 GTGGCACTGGACCTTTTTGT AAAAATATAGCCGAACCCCC 140
Ad01A333 Aradu.A01 333 p3 (CTC)5 15 893065 893079 GCTGCACGTTCTTCTTCCTC GAAGGAAGTGGTGGTGTTGG 100
Ad01A335 Aradu.A01 335 p2 (TA)10 20 900690 900709 TTGACTTTGATGACAATGATAACAAC CGGGCTTTTGAACAAGTCTC 275
Ad01A336 Aradu.A01 336 p2 (AT)7 14 905693 905706 TCCCATGTCAAGTGGAATGA AAAGATCCATTGTTTTGGCG 259
Ad01A337 Aradu.A01 337 p2 (AG)6 12 911279 911290 CACTGCAGCAGAATTCGGTA CCGAGTCCCAACTTCATTGT 200
Ad01A348 Aradu.A01 348 p2 (TC)6 12 935862 935873 CTTCTTTTCCCATGTGGTCC AGACCAATCATTGCCCATGT 134
Ad01A350 Aradu.A01 350 ¢ (TTTTA)Statal 72 940700 940771 ATGGAGTGGCAACCCTACTG GAACTGCCTCCTTTGTCAGC 189
Ad01A351 Aradu.A01 351 p3 (ACC)5 15 941314 941328 ATCCTCAATTCCTCGGCTTT ACCCACTCCTCCTTCGTCTT 213
Ad01A352 Aradu.A01 352 p3 (CTT)6 18 942039 942056 GCCAAGTGGTGTTGATGTTG AGCAGCACCATTCTTTCACC 193
Ad01A353 Aradu.A01 353 p2 (TC)10 20 942720 942739 TTTTCCCTTCTGCGGTATTG ATGAGTCTCCCCAAAAGCCT 260
Ad01A354 Aradu.A01 354 p2 (CA)6 12 942892 942903 TTTTCCCTTCTGCGGTATTG ATGAGTCTCCCCAAAAGCCT 260
Ad01A358 Aradu.A01 358 p2 (TA)7 14 950531 950544 TTCATTCCCTCCTTTACTCTGC GAACGAAAGACGACATTCCC 234
Ad01A370 Aradu.A01 370 p2 (AT)7 14 973939 973952 AAAACTCGTCATCGTATAGAATTATCC GCGTTAATTTGAATATAAGGCAAAA 177
Ad01A371 Aradu.A01 371 p2 (TA)6 12 974820 974831 CTGTTTGTGCCAAAAGGTTG TCGAATTTGTTTGTGTTGTCATC 206
Ad01A374 Aradu.A01 374 ¢ (TC)7cctctctce 47 983905 983951 CTCTCGCTAACCCTCTCCCT GGGCTGATGGAGTCGTAGAG 190
Ad01A375 Aradu.A01 375 p3 (TAT)5 15 984440 984454 TTGTGTTGTTGATTTTGAATTGG TGTCTGCAAATAAGAAGTCATCC 246
Ad01A376 Aradu.A01 376 p3 (TTC)5 15 990419 990433 TAATATGCGAGACAGCGTCG AATTCCTGAGCTTCGGTTCA 198
Ad01A377 Aradu.A01 377 p2 (TA)6 12 990944 990955 GTCCAACTGCCACTTAGGCT TGTGCGGAATTGAGTCTTCA 194
Ad01A379 Aradu.A01 379 p2 (AG)6 12 993264 993275 AAGCCTCTTCTTTAAAGCCCAT TTCTCGTGTCTCGTGGTGTC 220
Ad01A381 Aradu.A01 381 p3 (ATC)5 15 995963 995977 AGCCAACCTCATTGTCCTCA GGGGTTGAAGGGAACAAAAG 193
Ad01A383 Aradu.A01 383 p2 (AT)7 14 1002334 1002347 AGCGTGATTTTCATTGTGGA GAGAAGAATGAGTTGGAGTCAGG 277
Ad01A384 Aradu.A01 384 p3 (TTC)5 15 1003891 1003905 TCCCTTATGGGCTGTGAGTC CACGAAATCAAACCAAACCA 136
Ad01A390 Aradu.A01 390 p2 (TC)6 12 1009815 1009826 CATGGAAGAAAGAAAGCTCCA TTCGTCCTCCTCTTCTGGTG 265
Ad01A396 Aradu.A01 396 p3 (AGG)7 21 1030453 1030473 CTCGGAAAGTAGTTGGGCAG TTATTTCCGAGTTGTTCCCG 272
Ad01A397 Aradu.A01 397 p2 (GA)6 12 1036533 1036544 AATTGACACCTGGGCTTTTG TTGCAGCGACCAATTTACAG 223
Ad01A404 Aradu.A01 404 p3 (ATA)S 15 1052826 1052840 ATTTCGGATGCTTTTGTTGC AATTTTCTAGCAAAAACGGTTG 270
Ad01A405 Aradu.A01 405 ¢ (TA)6ttgggatct 97 1054686 1054782 ATGAGGCTGCTAGATCCCAA CAAATATCTTATTGGCTCTCTAACAAT 228
Ad01A406 Aradu.A01 406 p2 (TA)6 12 1055780 1055791 CAACAATTGGAATGCTAGAGAA TTTTGTTTTGCCCGTTTTTC 253



1D Chromosome SSRnr. SSRtype SSR Size Start FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A407 Aradu.A01 407 p2 (AT)7 14 1058251 1058264 TGCAATACCACCACAACACA AAGTGATCGGCCAAGGTATG 277
Ad01A421 Aradu.A01 421 ¢ (TC)6aagtgaat 71 1083177 1083247 TGTGCAAACAAAGTAACAAACTCA GTAGTGTTGCTCGTTGGGGT 270
Ad01A422 Aradu.A01 422 ¢ (T)11ccatttaaa 82 1083673 1083754 TGCTGCTTCTTCTTCTTCTGC CAAGCTCCATGCCTGAAAAT 245
Ad01A428 Aradu.A01 428 p2 (AT)10 20 1090686 1090705 ACAATTGCAGGCAGAAGGAG AGGGTGTTACATACCGCACC 226
Ad01A430 Aradu.A01 430 ¢ (T)11lcaattttggr 39 1094500 1094538 CAAAAGCAATTGCCCATTTT TTCTTTTCAACGTCCAACCC 266
Ad01A431 Aradu.A01 431 p2 (AT)7 14 1095135 1095148 GGAGTTCATTTTGATGCCCA TTTTGGTTACATAGCATTATTCGT 146
Ad01A434 Aradu.A01 434 p2 (AT)8 16 1105857 1105872 TTTTTCTTCTCTGTCGTCGTAGG ATTAAAATTAGACCGGATAAATCG 203
Ad01A439 Aradu.A01 439 p2 (TC)19 38 1114169 1114206 CTGGAACTTCCTCCATTCCA CTGCCAACAAAACAAAAGCA 264
Ad01A444 Aradu.A01 444 p3 (CAT)6 18 1139500 1139517 ACCACCTCATTCCCCTTCTT TCAGTTCGAAAATAGTCACACAAA 233
Ad01A445 Aradu.A01 445 p3 (CTT)5 15 1139815 1139829 TTGCATTTGGACTCGTTGTC TTCACTCAAAAATGAACCGAAA 251
Ad01A447 Aradu.A01 447 p2 (TA)8 16 1147927 1147942 GACAGCTGGGAATTGGTGTT CTTTAATGGGCCTCTCCCTC 237
Ad01A449 Aradu.A01 449 ¢ (TA)Gaaataaaa 149 1153677 1153825 TGCCTCTCTCCAATCTCAGG TTGGAAGAATTTTGAATGTTAATAAGG 278
Ad01A451 Aradu.A01 451 ¢ (T)1Octtttaaatt: 96 1158582 1158677 CGTTATCATTGCCATCACCA CACAGTCCTCTGGAACAGCA 216
Ad01A453 Aradu.A01 453 p3 (CAT)7 21 1159967 1159987 AAGCGATAACAACCCACCAC GTGTCTGAAGGGACCCAGAA 234
Ad01A455 Aradu.A01 455 ¢ (AT)8tacgatttc 78 1162617 1162694 TTTGGTTCCCCAAATAGCAA GGAGAGTCGAAATTCAATTAGGTT 244
Ad01A457 Aradu.A01 457 ¢ (T)16caaaaa(T 41 1166063 1166103 AGCTAGCATCTCAAAATCCACA TCAATTTTGTATGCACGGGA 208
Ad01A467 Aradu.A01 467 p3 (AAT)7 21 1187212 1187232 CCTAAACTCCGACCAGCATC TTGCACTTCAGCAATTGAGC 157
Ad01A469 Aradu.A01 469 p3 (CGG)5 15 1194726 1194740 GCAGCCGATTCAGTCTTTTC GAAGTTAAAGATGGCAGCCG 186
Ad01A470 Aradu.A01 470 p2 (TA)6 12 1194944 1194955 CGGCTGCCATCTTTAACTTC CTTCATGCACATGATTCGCT 243
Ad01A471 Aradu.A01 471 p2 (TA)11 22 1195235 1195256 ACCTAGCCATCCTACGCAAA GCAAATCAAATCTTGAACTGGTC 200
Ad01A472 Aradu.A01 472 ¢ (T)1lctcttcaatt 102 1197477 1197578 CCAAAAATTCCTTTCTTCTGC CACCAGGCTCTATCTTTTTGG 245
Ad01A479 Aradu.A01 479 p4 (AAAT)5 20 1210305 1210324 AAAACAACCCCCATGCATAC AGTCTTGGTTGCCAGTTTGG 107
Ad01A486 Aradu.A01 486 p2 (TA)8 16 1232952 1232967 TTTTGCAGGGGAAAACTACG TCCTTTTTCATCACTTCTTTTGC 276
Ad01A488 Aradu.A01 488 p2 (CTe6 12 1237415 1237426 TGCATCAATAACAGAATTAACCCA GGCGGTGTCTTTGTTTTTGT 267
Ad01A489 Aradu.A01 489 p2 (cn7 14 1238304 1238317 GTCAATGTTGTGGACATCGC AGATGTGCAGAAATTTGGGG 162
Ad01A497 Aradu.A01 497 p2 (AG)16 32 1273062 1273093 AAAATGCGATGGAATAACCAA TTGCTTAAACTAGCAAGGAGGAA 269
Ad01A498 Aradu.A01 498 p2 (GA)25 50 1273290 1273339 CCCTGTAAAATCCTCGGACA ACCCATTTCTTTGGTTTTGC 249
Ad01A499 Aradu.A01 499 p2 (GA)7 14 1280565 1280578 AATGGCAAGTATCCGCAGTC CCTGCCTCGTTGCTTATCTC 119
Ad01A500 Aradu.A01 500 p2 (AT)8 16 1283351 1283366 CTGTGCCACATGTTTCTCTCA CAATTGAAAATTACATCAAAATCCA 214
Ad01A503 Aradu.A01 503 p2 (TA)6 12 1296628 1296639 TTGTTTGTGTGTCGTCATCATT CCAAAAGGTTGGAATGACTTTT 265
Ad01A506 Aradu.A01 506 ¢ (A)10gtgtgtaac 71 1298579 1298649 TTCATTGCATTTGGCCTTTT GCACATATTGGGTTGCTTTCT 216
Ad01A507 Aradu.A01 507 p2 (AT)6 12 1300756 1300767 CCAACTTGGTCCACCACTCT TTGATTTTGTAATTAATTCTGTGGG 122
Ad01A511 Aradu.A01 511 p2 (AT)6 12 1305788 1305799 CCTTTAATTTTATTTGAGTTGTGGA ATTTCTAAGGCTTAAATTCAAAACA 280
Ad01A517 Aradu.A01 517 ¢ (A)10gtgaaatg 59 1322051 1322109 TGTAATAAAACCACGTGTGAAAA TGGATGGTTCAATTTCTCAATG 271



1D Chromosome SSRnr. SSRtype SSR Size Start FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A519 Aradu.A01 519 p3 (ATT)6 18 1330183 1330200 CGACCTGCGAGTTAAAAAGC AAGGGATTGACATGCTTTGC 194
Ad01A522 Aradu.A01 522 p2 (AT)7 14 1334363 1334376 AAATGAATGTTATTTGGCCG CATCATGTTTATGTTCTTTTGTTTCA 143
Ad01A524 Aradu.A01 524 p3 (TAA)19 57 1336198 1336254 TTTGCAATGTATTAGAAGAGTCAAAA AGGCAAAGCAAATGCAAAGT 198
Ad01A525 Aradu.A01 525 p2 (AT)7 14 1337409 1337422 AAAAATTTCACCCAAATAAATCC GCGGCCACAAATTAGTAAAAA 129
Ad01A528 Aradu.A01 528 p3 (ATA)S 15 1342860 1342874 GCGAAAATTAAATCGGATGG CATTCATTTCTCTCACTCGCA 251
Ad01A529 Aradu.A01 529 p2 (AT)6 12 1352989 1353000 TGCTTTAGCTTAGCCGCATT CATCTTTATTTAAGTGATTCCTTCTTG 241
Ad01A530 Aradu.A01 530 p3 (AAT)8 24 1354414 1354437 AAGCCTCCAAACAATTTCCA AGCCATGGTATTTGGGTTCA 232
Ad01A532 Aradu.A01 532 p2 (AT)7 14 1358200 1358213 CACTTCAACACCCTTTGCAG GGTGCAGTCGACTTTACGTG 200
Ad01A537 Aradu.A01 537 ¢ (CTT)5ctg(CT 135 1366813 1366947 ACAGAAGGAGATCGAAGGCA AACACGCGCGTTACAAAAA 198
Ad01A539 Aradu.A01 539 ¢ (ATA)6ac(AA 47 1368862 1368908 TTGTGACTTATTAGAGGGTTTTTGAA TCTTGCGGTAAACTTATGAAAACA 245
Ad01A546 Aradu.A01 546 p2 (TA)8 16 1393466 1393481 CTGCACTTGAATTTTCACCG TTGGAGCTTAAATGGATTTTGAA 199
Ad01A548 Aradu.A01 548 p3 (TTG)5 15 1399498 1399512 GGTTTGATCGGATGATTCGT GAAGGGACGTGGCAATAAGA 247
Ad01A551 Aradu.A01 551 p2 (AT)9 18 1405427 1405444 TTTGAAGGAAGAGAAGTGAAATTAAA TTTTCCCCTATTCTCTCTCCC 227
Ad01A561 Aradu.A01 561 p2 (AT)6 12 1423668 1423679 TGCAACCACATACCCTTTCA TTCAATTTCAGTAACCATGTATTTG 231
Ad01A563 Aradu.A01 563 ¢ (A)15gaaaaage 52 1425175 1425226 TTCAACGCCTGTCCTTAACC TGTGCGTGTGTGTCTCTTCA 270
Ad01A565 Aradu.A01 565 p3 (GGA)7 21 1425694 1425714 AATTTTCCTTTCATGCGTGC GTGTTGCTGTTCCTGGTCCT 222
Ad01A566 Aradu.A01 566 p3 (TAT)10 30 1426608 1426637 AGTTTACCTGCAAGCATGGG TTTTCTTCCCTGTCAATCCG 205
Ad01A567 Aradu.A01 567 ¢ (TC)9a(CT)8 35 1428140 1428174 GTATGGGGAGGTCCAACCAT TGCCAAATTAAATGTGCCCT 280
Ad01A568 Aradu.A01 568 p2 (AT)7 14 1430783 1430796 CGAAGAAAATCGGGATCTCA CGATACCCTACCCGACTGAA 114
Ad01A570 Aradu.A01 570 p2 (TA)8 16 1433885 1433900 GCCTCAGATGAATCATGAATGT CGACTTAATCTATCTGCCACCA 249
Ad01A572 Aradu.A01 572 p2 (CTe6 12 1437382 1437393 TTATTCACAATTTTCGCCAGC GACAGGGAGGAACAGCAGTC 130
Ad01A576 Aradu.A01 576 p4 (TTTA)S 20 1444465 1444484 TGCAAATGAAAAGACGATAGACA CGGTTACCAAATCCAAAGACC 280
Ad01A577 Aradu.A01 577 p4 (TTAT)7 28 1445682 1445709 GAATCCGGTGTAAATAAACCAA TGTCCAATCCACCTGACAAA 255
Ad01A578 Aradu.A01 578 p2 (CA)8 16 1448321 1448336 GAGGACTCAATTCAACGATGG TAGTGCATGCTATGGTGGCT 264
Ad01A585 Aradu.A01 585 p2 (TC)7 14 1460757 1460770 CATGGATAACCACGCAAGACT GATTTCTTATTACTTGCTTTTCACTG 252
Ad01A587 Aradu.A01 587 p2 (Tey7 14 1466311 1466324 ATAACCACGCAAGGCTTAGG GATTTCTTATTACTTGCTTTTCACTG 247
Ad01A589 Aradu.A01 589 p2 (AT)7 14 1473785 1473798 GGCAACTGATTAATATTTCTGTGG CAGCACTTTCTACGTGCTATCG 256
Ad01A591 Aradu.A01 591 p2 (GA)8 16 1476742 1476757 AAGCCAAGCAAAATGCAAAC TGGCTGCTGTCACTCTCACT 245
Ad01A595 Aradu.A01 595 p2 (TC)6 12 1486141 1486152 CATAATTCAGGCAATTATTTTTGTT TCAGCTGATGCAAAAGGTC 171
Ad01A603 Aradu.A01 603 c (T)12gaaatagg 49 1494103 1494151 GTCGGTGAAAATGGAATGCT TGGTGTATTTCTGTCATTTCCAA 170
Ad01A604 Aradu.A01 604 c (TC)10(TG)8 36 1498791 1498826 TGTTCATGGATCGGATCGTA TCCGCATAATTGAACCTTCTC 263
Ad01A605 Aradu.A01 605 p2 (AT)6 12 1508007 1508018 TTTTTCCCAGATGGTTTCCA CCAATGCATTTCTTCTACGC 243
Ad01A606 Aradu.A01 606 p3 (TAA)6 18 1516714 1516731 TATTGGCTAGCCTCAGGGTG GAGGTGAAGAAGAACAGCCG 273
Ad01A610 Aradu.A01 610 p2 (CA)8 16 1527690 1527705 GCTATTCAAAACCCTCGCCT CGCCAAAGATAAGGTTGCAT 132



1D Chromosome SSRnr. SSRtype SSR Size Start FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A613 Aradu.A01 613 p3 (AAG)6 18 1534349 1534366 AAGAAGAAGAAGCAACAGGAGG ACCCAAACGTAAGGGATCAA 263
Ad01A618 Aradu.A01 618 p3 (TTA)8 24 1543655 1543678 GCAAAAGCTAGTGCACTCCA GTCGGTTTGTTTGTTCACCC 142
Ad01A622 Aradu.A01 622 p2 (CTMe6 12 1564216 1564227 CTCGGATCCCTCTCTCTCCT GACCGTTCATGCATGCTTCT 175
Ad01A626 Aradu.A01 626 p3 (TTA)6 18 1571499 1571516 GGAAACAAGGACCGCAACTA CTGAACCAGAATTCCCCTGA 160
Ad01AG27 Aradu.A01 627 p2 (CTMe6 12 1572174 1572185 TGCTTCTCCAATTCCTCCAT GAAAACGAAATGGCTTTGGA 185
Ad01A631 Aradu.A01 631 p2 (GA)8 16 1577784 1577799 TCACAGTTGCCACAGTCACA CCACCTCCAACAATCACACA 249
Ad01A633 Aradu.A01 633 p2 (TA)9 18 1582226 1582243 ACCCGTACCAACCACACATT CGGAAAAAGGATTCCAGGAT 239
Ad01AB42 Aradu.A01 642 c (A)lltcaatttag 38 1604988 1605025 TTCACGCTTCACACACACAA TTTGACAAAAATATGCACTTAAAAA 259
Ad01A645 Aradu.A01 645 p4 (ATAC)9 36 1610178 1610213 CCACTGATTCCATGCACAAG ATCGCAAATCCAATTTAGCA 265
Ad01AG46 Aradu.A01 646 p2 (CT)6 12 1616326 1616337 TAAACCGGGAAAAGGGAATC CGATGGTGATTGGTGAAGTG 243
Ad01AG47 Aradu.A01 647 p2 (cnaz 34 1616550 1616583 CACTTCACCAATCACCATCG CAACGATGCCAATGCTCTAA 279
Ad01A649 Aradu.A01 649 p3 (GTT)5 15 1618996 1619010 TTTGCTGTATTGTATGGGCG TGTTTGCAATCAAAGCGAAA 255
Ad01A654 Aradu.A01 654 p2 (AT)7 14 1629012 1629025 CACGGCATATGGGACAATTA TTCAGTCCCATGTGTCCTCA 267
Ad01AG57 Aradu.A01 657 p2 (GA)YT 14 1634788 1634801 TCTTCCACCACTTCCTTTGG TCCTCTTTCTTTTGCCCTCA 190
Ad01A660 Aradu.A01 660 p2 (AT)11 22 1648361 1648382 TCTTTGGAGCATTTTGTCCC AAGTGTGGAGAAATCCGAAAAA 203
Ad01AG67 Aradu.A01 667 p3 (ATA)7 21 1666502 1666522 CCAAAGATTGATTTGTTGGGA AAGTTCAATCATTTTTGGTTGTGA 225
Ad01A671 Aradu.A01 671 p2 (AT)7 14 1676856 1676869 CGACACTTATTTAAGCGGGC TGGAAGCCTGAACAACAACA 111
Ad01A672 Aradu.A01 672 p2 (TA)6 12 1678035 1678046 AAGATGACAATTGTTTGACAAATTAAA AGCACAGAAATAACGGGGAA 204
Ad01A675 Aradu.A01 675 p4 (AAAT)9 36 1679891 1679926 CTGAAGCTCACTACCTCATCACA CCCACATTCCATAATCCGAC 151
Ad01A691 Aradu.A01 691 p2 (TC)10 20 1722669 1722688 CCTCTCTCTGCACCTCAACC CACGAAAAACACCCGCTTAT 246
Ad01A695 Aradu.A01 695 ¢ (GAT)5gaaa(r 34 1735359 1735392 AAAATCGAAAGGAAAAGACGAA GCAAATTTTGGTGTAAAACTGAGA 193
Ad01A696 Aradu.A01 696 c (T)10attctagtts 99 1736028 1736126 TCACAATTCGTTACAAATACACAAAA TCTCATCTTTTGCTGCTTCTTC 280
Ad01A698 Aradu.A01 698 p2 (TA)9 18 1750707 1750724 GCATTTTCGGTTTTGTTTTGA TGCATTGTCCATTTGCTAGG 215
Ad01A701 Aradu.A01 701 p3 (GTT)5 15 1757095 1757109 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 269
Ad01A703 Aradu.A01 703 p3 (TCT)6 18 1767976 1767993 CGTCCCGAAAAATTGGTCTA GGATTCAGTGCCACCAAAGT 232
Ad01A706 Aradu.A01 706 ¢ (A)10gaaaaac¢ 111 1791472 1791582 ATGCTTGCATGCACTCCTCT AAACAACCTACAAAAGGGTATGG 269
Ad01A707 Aradu.A01 707 p5 (TTTTA)S 25 1796113 1796137 CCTTCTTCCTCTCCCTCTCC GCCATAAGAAGTGTGCGTGA 268
Ad01A708 Aradu.A01 708 p3 (TTA)11 33 1799328 1799360 CCCTCCTCCTCTCGTGTATG CACTCGAAATAAGAACAAAATAGTACG 182
Ad01A709 Aradu.A01 709 ¢ (CTT)7tt(TCA 38 1804030 1804067 CAAAACTCTTCTTCTCCTTTCTCG TGCTGCATCTTTGTCTTCTTCT 272
Ad01A711 Aradu.A01 711 p2 (TC)8 16 1809819 1809834 CGACGTAGCGGCTTACTCTT AGGGTTGCGGATCTCTTGTA 273
Ad01A716 Aradu.A01 716 p3 (AAG)6 18 1818296 1818313 TTGTGGTGAGAGAGAGTGCG CTTTCCAACGCTGACAGTGA 168
Ad01A725 Aradu.A01 725 p2 (AG)11 22 1849831 1849852 CCAGCCTATCCTCATTCCAG ATCCCTACCTGGTTCCTCGT 188
Ad01A732 Aradu.A01 732 p3 (TCT)5 15 1863759 1863773 TGAGGCTGATCAAAAGGGTT CAAGTCGAAGTTGGAGGAGG 164
Ad01A733 Aradu.A01 733 p2 (TG)8 16 1863913 1863928 TCTTTTGCTTCCTCCTCCAA TGTTCCCGACTCTAACCTGG 187
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Ad01A742 Aradu.A01 742 p4 (AAAG)5 20 1886822 1886841 TGTTTTTAGCAAGAATTCAATCCA TCTTGCCATACACAAAAATAGCA 259
Ad01A745 Aradu.A01 745 p4 (TTTA)9 36 1893570 1893605 GGGTGTGGATACCTCTCCCT GGCGCACCAAATATTGATTA 278
Ad01A751 Aradu.A01 751 p3 (TTA)6 18 1913311 1913328 TACAAAACACAGCTGCCCCT TGGATTCCTCCCTTTGTGTC 153
Ad01A752 Aradu.A01 752 p3 (AAT)8 24 1917110 1917133 TTCCATGGGATTCAAAGCTC GCCCAGATTCATTCAGAACC 230
Ad01A754 Aradu.A01 754 p3 (GGT)5 15 1923206 1923220 GCTGGAAGATGGGTAAGCTG CACTCTATTGCCACCACCCT 278
Ad01A756 Aradu.A01 756 p3 (GAA)6 18 1924998 1925015 AAGGACGAAGAACCTGAGGA GTGGCCATTTCTGCCTCTAT 156
AdO01A757 Aradu.A01 757 ¢ (C)12ttc(A)12 27 1926111 1926137 ATACGACATGCGGCTTTTTC TGACAAAGAAAAGGTTGGTCC 236
Ad01A760 Aradu.A01 760 p3 (ATG)5 15 1934205 1934219 ATTTGATTGCTGCTTTTGGG ATGGTGGCAATATCCCTGAA 229
Ad01A761 Aradu.A01 761 p3 (TAA)S 15 1935092 1935106 GTTGCCAAGGGGAACTCATA GGTGTGGCCAGTTATTGGAG 215
Ad01A762 Aradu.A01 762 p2 (AG)7 14 1936262 1936275 TTTGGGAGAATGCTTTCCTG TGTGCCATGTGTTGTCACTG 188
Ad01A766 Aradu.A01 766 ¢ (T)10ctttttcatc: 48 1948766 1948813 CTCTTCTTCTCCCTCCTTCTCA TCATCATTTTTCAAGTAATTTTGTACC 220
Ad01A769 Aradu.A01 769 p3 (ATA)15 45 1962165 1962209 AACATTGGCAGCAACACAAG ATCGGGAAGTTTTCTGGGAT 232
AdO01A770 Aradu.A01 770 p2 (GA)9 18 1962589 1962606 GGGCTTGATCCTAAACGACA GCGCACACTCTACACTGCTC 270
AdO1A771 Aradu.A01 771 p4 (AAAT)5 20 1968584 1968603 TGCATTGGGCAGATCTTACTC TCGGAAAAATTACTCTAAAGAATCG 182
AdO1A774 Aradu.A01 774 p3 (CAT)5 15 1986503 1986517 ATGCCTTGAGAAACCAGAGC GCAAGAGCACGAAATGTGAA 253
AdO1A775 Aradu.A01 775 p2 (GA)18 36 1991472 1991507 TGCAAACCAACAACATCAGA TGTTGATGTACCTCCCTCCC 163
AdO1A778 Aradu.A01 778 p2 (GA)6 12 1996948 1996959 AACCGACGTCTCTTTGCTACT TCGATCGATTTTCAGAACCA 279
AdO1A779 Aradu.A01 779 ¢ (TTAS(TTG)E 39 2001189 2001227 CGCAGAATATGGTTCGTGAC CAATTCGGGGATCATACACA 261
Ad01A780 Aradu.A01 780 p3 (AAT)6 18 2005836 2005853 TGAATTCCTGCCAACAACAA CCTTCTTTCATGCACGCTTT 196
Ad01A781 Aradu.A01 781 p2 cn7 14 2007279 2007292 TAGCCGAAACATTTAGCACG TCTTGTGGGAGTTGTGTTGC 264
Ad01A782 Aradu.A01 782 ¢ (TC)24tgagact 110 2007426 2007535 TCAGGCAAGCTTCCTTCAAT AGAACTTCATCGTTGGGTGC 267
Ad01A784 Aradu.A01 784 p4 (TTTA)S 20 2008754 2008773 GGAAGTCGCATGTTTCCAAT GTGGGCTAAGTCTTGGGTGA 255
AdO01A787 Aradu.A01 787 p3 (ATA)S 15 2013952 2013966 TCAACAAGAGCAACAGGCAC CCAATCAACCATGTTGACCA 224
Ad01A789 Aradu.A01 789 p3 (CCT)5 15 2022507 2022521 CCTTCTCATCTTCTGCTGCTT TTGATGGTGGAGGAGAAGGA 212
Ad01A791 Aradu.A01 791 p3 (AAG)5 15 2023505 2023519 TTCCTCCTCCTCATCTTCCA GCGTTTCTCCTCCTCTTCCT 258
Ad01A794 Aradu.A01 794 p3 (AGG)7 21 2034843 2034863 AGAAGGGAGTGGTCGAGACA AGGAGGCTAAAGCGAAGTCC 149
AdO01A797 Aradu.A01 797 p3 (CTC)6 18 2048230 2048247 AGGCTAAAGCTAAGTCCCGC CGCCTTAACCTCACCAGAAG 203
Ad01A801 Aradu.A01 801 p2 (AG)7 14 2060238 2060251 TCCCGAGAAGATAACATACATGC GCCAAATCTTCAAATCGAGC 261
Ad01A807 Aradu.A01 807 ¢ (A)13tgg(ACA T3 2076566 2076638 CTAATGCCTTCGATTTCCCA CCGTTCTTTATTGCCCTTCA 242
Ad01A808 Aradu.A01 808 p2 (GA)13 26 2076854 2076879 TGAAGGGCAATAAAGAACGG TGAAGAAACGAGGGGTTACG 253
Ad01A809 Aradu.A01 809 p2 (AT)7 14 2084565 2084578 GCATGCTTCCAGCCTAACTC TAAACCGCAATACCATTCCC 222
Ad01A810 Aradu.A01 810 p3 (CAC)5 15 2085645 2085659 ATTTCCCGAATTTTTGGACC GCTGTTTGTGTTTGTGGTGG 150
Ad01A814 Aradu.A01 814 p2 (TAY7 14 2100591 2100604 AGCGGCTACAATCACATTCTC TTAGCATGTTTGGCCATGAA 208
Ad01A818 Aradu.A01 818 ¢ (A)10ctgatgaar 116 2115538 2115653 TGGTGATGAGGTGAGTTTGC CATGCAGAGAATCTGTTTCCA 246
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Ad01A826 Aradu.A01 826 p3 (AAT)8 24 2130054 2130077 TCAACGTTCCTGATTGGTCA GTCCTCCCAACACCTTCAAA 235
Ad01A827 Aradu.A01 827 p6 (TTTTTA)S 30 2130318 2130347 TTTGAAGGTGTTGGGAGGAC TGAGCTGTGGTTTCATTCTTTC 161
Ad01A829 Aradu.A01 829 p2 (TA)6 12 2133410 2133421 AACTGGGAATTGGGAAGAGG AAAATTCCCCCGAAACAGAT 205
Ad01A830 Aradu.A01 830 p3 (TGC)5 15 2139229 2139243 GCTGCAGCCAACATAGATGA GCGGGTTTAGGTTGTGAAGA 245
Ad01A831 Aradu.A01 831 p2 (GA)12 24 2141503 2141526 TTGTTCAAGTTCAAAAACACGG TTGTGACTTTTCCTCCTCGG 101
Ad01A836 Aradu.A01 836 ¢ (A)10ttgtaccac 104 2146685 2146788 TTTTTATTCCATTGAATCTCTGAA CGTACACAACTTTCATCTGCG 260
Ad01A837 Aradu.A01 837 p3 (GTG)5 15 2147997 2148011 GTTCAAATTGGTGGTTTGGG ACCCAGTACCTTGGACATGC 226
Ad01A838 Aradu.A01 838 p3 (TTA)S 15 2154729 2154743 AGCCCAGATAAATTGTCCCA ACATTGCTCCCTGTAATGCC 227
Ad01A839 Aradu.A01 839 p3 (TAT)S 15 2155173 2155187 CGTATCAACCCCAAAGACCA TGCCACATACGTGTGATAAGTG 133
Ad01A840 Aradu.A01 840 p3 (AAG)6 18 2156262 2156279 AGGATCCAACAAGGATGGGT ACACACCACTCTCCACTCCC 248
Ad01A844 Aradu.A01 844 p3 (GCT)5 15 2171715 2171729 ATGCAGCTCTCTTGTCGGAT AATACTCCGCCAGTGACACC 195
Ad01A845 Aradu.A01 845 p2 (GAL7 34 2175405 2175438 TGCCATCATACAGACCCAAA GATTCCACTGCCGGATAAGA 161
Ad01A846 Aradu.A01 846 ¢ (AG)12aaatca¢ 146 2175892 2176037 TCCATTCAAAGGACCAAAAGA TCACTCAACTCAGCGTGTAGC 255
Ad01A847 Aradu.A01 847 p3 (CTT)10 30 2176306 2176335 ATCTTCTTCAAGCGCGTGTT GACGAGGATGAGGACGAGAG 186
Ad01A849 Aradu.A01 849 p2 (AT)11 22 2179451 2179472 ATTTACCCGATAAAAGGCGG AGGAGAGAAGAGGGAGACCG 266
Ad01A852 Aradu.A01 852 p3 (CAA)S 15 2186200 2186214 CACCTCCACCTGAATTTCGT TTATTTGGATGGCTGGGAAC 261
Ad01A854 Aradu.A01 854 p2 (TG)6 12 2190985 2190996 GTGCTCCAGGATGAAATGGT AGACCACCACATTTGCCTTC 172
Ad01A858 Aradu.A01 858 p2 (TA)9 18 2209644 2209661 ATGTCTGTGGTGCAGTCAGG CCTTCATGCGTAGTGTGGAG 246
Ad01A867 Aradu.A01 867 p2 (AC)6 12 2240971 2240982 AATCGTTATTTTAATGGTCTCGTT TTTGGGAGTCATCCCATCAT 207
Ad01A869 Aradu.A01 869 p2 (AT)6 12 2243834 2243845 TGCTTCTCGGAAGCCAATTA TTTTCCTAGTGTCCTAACTCCCA 277
Ad01A874 Aradu.A01 874 p4 (TTAT)5 20 2252409 2252428 TGCGAGATGCTAACTTACACA AACAATTTCCCACAGCAAGC 280
Ad01A875 Aradu.A01 875 ¢ (A)l2tag(AAC 35 2257170 2257204 TATTTTCACACTGCCACGGA TTGGTTACCATGGGTTGCTT 256
Ad01A881 Aradu.A01 881 p3 (GCA)5 15 2271417 2271431 GCTGATAAACAATCGGGGAA TTCCCTCCAACAGAATCACC 224
Ad01A884 Aradu.A01 884 c (A)11c(A)10 22 2279385 2279406 TTCTCTTTTGGGAAAATTGAACA AGCTCAGGACAGAGGTCCAA 228
Ad01A888 Aradu.A01 888 p2 (CT)6 12 2285593 2285604 GCCCTAAATTCGAACCACAA GAAGGGATCGTTTTGAGCAG 172
Ad01A891 Aradu.A01 891 c (TC)9caattcaar 126 2295011 2295136 TCATGAGCCAAGAATGCAAA TGTTTCTTGCCTTGGTGAAA 250
Ad01A893 Aradu.A01 893 ¢ (A)10ctcatgcgt 76 2297776 2297851 CGTGAGAGTTAAACAGTCCAAA TCAATTCTTCCATGAGACACTTAC 268
Ad01A896 Aradu.A01 896 p3 (AAT)5 15 2300456 2300470 GGAGCCTCTTGAGTACCCCT TGCTCTTCAAGTGTATGCACAG 241
Ad01A897 Aradu.A01 897 p2 (Teyr 14 2301121 2301134 TCGACTGCACCTAAGTTTTCA TTGGACGACTCATGATGGAA 197
Ad01A898 Aradu.A01 898 p2 (GA)6 12 2306053 2306064 GGTGTTTTGGGTTGTTGAGG GGCGCTACCATTACCACTGT 166
Ad01A914 Aradu.A01 914 p2 (TA)6 12 2329310 2329321 TGATTTCATTGCATTCCCTTT ACATGGTGCATGCTTAGGGT 273
Ad01A923 Aradu.A01 923 p2 (AT)6 12 2340635 2340646 TAAGCTCTTGTCGCAGGGAT AACGGTTCGAGTGTGATGAA 229
Ad01A928 Aradu.A01 928 p2 (TC)6 12 2348824 2348835 GCATCTTCTCGTTGGGACAT TGCACAAGGAAAAGAAAGGG 207
Ad01A929 Aradu.A01 929 ¢* (CTT)6(T)10* 26 2352902 2352927 TGCTAACTTTGGTTGGTGGC ATTGCAAAGATGGGGACTGA 180
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Ad01A931 Aradu.A01 931 p2 (AG)12 24 2365459 2365482 GACGAGGGAAATTGCAATACA TCCTCTCTGCCGTGTTCTTT 173
Ad01A935 Aradu.A01 935 p2 (Te)7 14 2391423 2391436 ATCCCCAAAATCCAAACCTC AAATCAAAGGAAGGTCAGCG 213
Ad01A937 Aradu.A01 937 p2 (TA)6 12 2404875 2404886 TCATATCAAAAGTGGTTTCCAAAA TTTCATTCCCAAAGTACACCAA 278
Ad01A947 Aradu.A01 947 p2 (TAY7 14 2429599 2429612 TGAATGTTCAGAAACCCTGTT TTTTGTGCCGTCTTCTCTGA 277
Ad01A950 Aradu.A01 950 p2 (GA)14 28 2440407 2440434 CAAGGTACCGTCTCCCTCTG AGTCACGCTTTCACTCCGAT 121
Ad01A956 Aradu.A01 956 ¢ (GCC)5tcagett 103 2442618 2442720 TGAAGGAAAGCATGAAGCCT GGGATTCGACAGGTGAAGAG 172
Ad01A965 Aradu.A01 965 ¢ (T)13atctctace 91 2473095 2473185 TTTTTACCCCGTCCAAAACC CTGCAACCAATTCCACAATG 247
Ad01A967 Aradu.A01 967 ¢ (T)l1ggcacage 70 2474029 2474098 AAAGATCAGGGGTCGAATTG CCCTACCCGACTTCTGACAA 145
Ad01A970 Aradu.A01 970 p2 (TA)10 20 2478160 2478179 GGTGCACCCTCACTATCAAT GGGATACCGTGAGAAACCAA 274
Ad01A973 Aradu.A01 973 p3 (TAA)7 21 2489039 2489059 GATATGCATCGATGTGCTGC GACCCAAAAACTTTATTTCAATGC 277
Ad01A975 Aradu.A01 975 p2 (AT)7 14 2490321 2490334 GATCATGTCTACAAACTTTCATGTG TGTTTTGGTGCCTCTTGAGTT 200
Ad01A976 Aradu.A01 976 p3 (AAT)11 33 2492533 2492565 ACTCGACAGGCCAAGGATTA AATGATGTCACAGACGGCTC 280
Ad01A977 Aradu.A01 977 p2 (AT)6 12 2493433 2493444 GCTGTTTGCTGTCAAGGGTT TCACATTGTAATCACGGAAGATG 226
Ad01A979 Aradu.A01 979 p3 (TTG)5 15 2498285 2498299 GGTGGAACTAGGTTCGGACA GCAGAAATAGAAGCAAAAGCAGA 249
Ad01A987 Aradu.A01 987 ¢ (A)13gtcatagte 62 2508022 2508083 TGCAGACGAAATTTTCATTCTAA TGAGCTGTAAACCAATGCAC 246
Ad01A991 Aradu.A01 991 p2 (TG)24 48 2516814 2516861 CCATGTATCTGGGAAGTTGTCA ACGGAATCGCGTATGTTAGC 259
Ad01A992 Aradu.A01 992 ¢ (TCT)8(CTT): 104 2520559 2520662 TCAAACGGTTCCTCTTCGTT GGAAGAAGAACGTGCAACAA 245
Ad01A993 Aradu.A01 993 ¢ (TTC)6atttacgt 55 2520790 2520844 TTTTCTTTCGTTTCTGCACG CCTCCTCATCTTCTGCTGCT 147
Ad01A995 Aradu.A01 995 p3 (TTG)10 30 2542290 2542319 CGTTTGATTCATGTAGCCGA GAAAGCAATGTATGGGGCTG 259
Ad01A997 Aradu.A01 997 ¢ (A)llgtaaaact! 68 2548090 2548157 TTGGTAAGTGGATTAGGCTCA TTTTTGTTTTCGTTGTTCAAGTC 168
Ad01A1004 Aradu.A01 1004 p2 (AG)6 12 2577617 2577628 AATTCGGACACTCACCGTTT AGTCCTTGTTTTGGGCTGTG 206
Ad01A1010 Aradu.A01 1010 ¢ (CTT)7acgctee 76 2590123 2590198 AAACGTGAAATACAAGCGCC GAAGAAGAAGGAACGCGAAA 198
Ad01A1011 Aradu.A01 1011 p3 (GAA)5 15 2591101 2591115 CACCTCCGTCCATTCAATTC ACTCGCGTTCTTCGTTATGG 262
Ad01A1012 Aradu.A01 1012 p3 (GAA)25 75 2591234 2591308 AGCAGAGGAGAACGACGAAG TCATCTGTTGCAGCCTAACG 132
Ad01A1015 Aradu.A01 1015 p3 (TTG)8 24 2617660 2617683 ACATGACAGAGCACAATGGC GAAAGCAATGTATGGGGCTG 275
Ad01A1017 Aradu.A01 1017 ¢ (A)10gaaataatl 75 2638575 2638649 AGTGTCGTGATTTGAGAATAAAAA CAAGTGCTTCTTTGGGGAGA 274
Ad01A1019 Aradu.A01 1019 p2 (TAY7 14 2642584 2642597 TGAAGGGATTCGTGCTGATT GCTTGTGAAGCCTTGAAGGTA 280
Ad01A1021 Aradu.A01 1021 p2 (TA)7 14 2654154 2654167 TGAAGGGATTCGTGCTGATT GCTTGTGAAGCCTTGAAGGTA 280
Ad01A1023 Aradu.A01 1023 p3 (AAG)S5 15 2658685 2658699 AAGAGCGTGTTTCTGTTCCTG GCGAAAGCAGAGACAGAGGT 104
Ad01A1031 Aradu.A01 1031 ¢ (T)10gaacaatci 79 2670322 2670400 CACCAAATTAATGGCACACA CAATCTTTCAGCTCGGCAG 129
Ad01A1032 Aradu.A01 1032 p2 (TAY7 14 2674097 2674110 GTTCTTGGCCTTGGTTCAAA TTCGGCTATCATCCCTATCG 255
Ad01A1034 Aradu.A01 1034 p2 (AG)28 56 2676916 2676971 GGCAGTGACACCTGTAAGCA TGTAAGCATTCCATGATCGC 239
Ad01A1037 Aradu.A01 1037 ¢ (ATA)10ag(As 47 2684421 2684467 GGCACTCCATCTCCACCTAA GGGGAGCACTGTAGCTTTGT 226
Ad01A1038 Aradu.A01 1038 ¢ (A)llcaaagag 87 2685930 2686016 GAAGCAGGTAAAGTTCAAAGCC GTGGTTCTTAAAGCCCGACA 259



1D Chromosome SSRnr. SSRtype SSR Size Start FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A1040 Aradu.A01 1040 p2 (TG)6 12 2688767 2688778 TTTCGTTTAGCAGCCTTGTG CCCACAACCTCTGAATTTCG 190
Ad01A1043 Aradu.A01 1043 p2 (AT)8 16 2695517 2695532 CGATCCTATCAGACTCGATCC TCCTACCGATCAACTCATATTCC 267
Ad01A1051 Aradu.A01 1051 p3 (TTA)5 15 2710106 2710120 CAAAGGTACTCCATTTCTCCCA TTTTTGTGCATCTTTACTCAAACT 278
Ad01A1053 Aradu.A01 1053 p3 (TGG)5 15 2712079 2712093 CCTTTGTCATGGAGTCCAAA TTCTTTGTGTGCAGGGATTG 153
Ad01A1054 Aradu.A01 1054 p4 (ATTT)8 32 2714760 2714791 ATCAATACCCGATTTGGCTG TGGAGAATTTCTTTGGTTCCAT 230
Ad01A1055 Aradu.A01 1055 p2 (AT)8 16 2718269 2718284 GGTACAGTATGCGAGATGCG ATGCCAGGTAAGCAGAATGG 264
Ad01A1056 Aradu.A01 1056 ¢ (A)10gtaacact 77 2718892 2718968 TAAGCCCGTTTAAATTTCGG GCCAGCCCGTTTATCATTT 280
Ad01A1061 Aradu.A01 1061 p3 (TTA)S 15 2726740 2726754 AAATTTAAGTCATTTACCTGTTTGTGA TTTGGTACATTTCATATCACATTCG 208
Ad01A1063 Aradu.A01 1063 p2 (TA)6 12 2734510 2734521 TTGACATGCGAAAATTTGGA CAACACAAGACACGGACTGG 271
Ad01A1068 Aradu.A01 1068 ¢ (AAT)5catttag 38 2750399 2750436 TGGTAAAATTAAAATGGCTTTCA CTGAAGAGGACAGACGGCTC 219
Ad01A1072 Aradu.A01 1072 ¢ (T)10gagtgcac 107 2759859 2759965 TGAGACAAATCTTACGGTGTATGAA TGGGACGTTTGGATAAATCA 217
Ad01A1077 Aradu.A01 1077 ¢ (CCA)6acacca 88 2771612 2771699 CGAAACCGTCCCTCATCTAA TTGGTTGGTGTGATGCAGAT 263
Ad01A1078 Aradu.A01 1078 p2 (TC)6 12 2772111 2772122 AAGCAAGAAGCAGAAGCAGC AGAGCTGAACGGAACGAAAA 260
Ad01A1090 Aradu.A01 1090 ¢ (T)12aaatctata 84 2797756 2797839 TTTTGCATTATCATTCGACAACTT TGGAAAATTTGCTTGGGAAG 276
Ad01A1093 Aradu.A01 1093 p4 (AAAT)6 24 2803229 2803252 ACTGCCAACACAAGAAACCC ATCTGCCAAAATCTGCCAAC 248
Ad01A1094 Aradu.A01 1094 ¢ (A)10ctctttttgg 175 2804237 2804411 TTAGGTGGAATACCCATCACG TCATTAATGCTATGTTTGTTTGAAAT 280
Ad01A1097 Aradu.A01 1097 p2 (TC)8 16 2812025 2812040 TCCCATGTGCCATGTTATTG ACTTGACACTCGACCAACCC 168
Ad01A1106 Aradu.A01 1106 ¢ (T)11c(T)10 22 2829771 2829792 TTTTTCCAAGACGAGGACATTT TTGATTAATTTTGAAGAGGGGG 253
Ad01A1108 Aradu.A01 1108 p2 (AT)8 16 2831508 2831523 TGAAGCACTATTGTGTCGCC GACAAATTCATATTCATCATTTCCA 246
Ad01A1112 Aradu.A01 1112 p2 (AT)6 12 2845348 2845359 TTTTGCGCGAAGAAAAGAAT AACCCGCAAATAAGATTGGA 268
Ad01A1119 Aradu.A01 1119 p2 (TC)6 12 2868480 2868491 TGCCAATGCTCTGTGCTATC AACCTTACAGGACCGAACCC 197
Ad01A1120 Aradu.A01 1120 ¢ (TTC)5ctctteet 126 2875658 2875783 CCCCAAAAACATGATACAAGG CGTGCAAGAAGAAGAAGAACG 202
Ad01A1121 Aradu.A01 1121 p3 (CTT)5 15 2875890 2875904 CTACTCCCTTTCAACGAGCG TCGCTTTACCATCATCACCA 253
Ad01A1122 Aradu.A01 1122 p3 (AGA)8 24 2877448 2877471 CGGTGGCCTCCTTTTACTTT TTCTTTTCTCGCGTTTTCGT 242
Ad01A1139 Aradu.A01 1139 p3 (TGT)5 15 2931706 2931720 ACGCTTCTTTCAGTGGCTGT AGCTGAAATCCATCACCACC 219
Ad01A1140 Aradu.A01 1140 p2 (CTe6 12 2932054 2932065 AATTGCATCACCAAAATCCC AGCTTCAATCCACGCATCTT 267
Ad01A1151 Aradu.A01 1151 p2 (TA)6 12 2955146 2955157 GGCTACTGGTGTTCTTGTTGG ACAATGAAGAGCGTTTTTGAA 194
Ad01A1152 Aradu.A01 1152 p2 (CM12 24 2956036 2956059 TCCTTCTGCAAAATGGGTTC TTGCAATGCTAGTGAATCCG 242
Ad01A1153 Aradu.A01 1153 p3 (TTA)S 15 2956516 2956530 ATCTTCGTTCAACGGCTCTC CCTCTTCCGGGTCAGTTACA 226
Ad01A1156 Aradu.A01 1156 p4 (ATAA)8 32 2968829 2968860 GACAGCGGGGTAATTGTAGC AAGGGTTCTTGTTTGCATGG 181
Ad01A1160 Aradu.A01 1160 p3 (TTA)8 24 2973895 2973918 CGCTTGACTTCTAAATACCGAA AAAACTTCCTTAAAATATTCCATGAG 244
Ad01A1164 Aradu.A01 1164 p2 (GT)6 12 2977343 2977354 CTGAGGCTGGTTGTTGGTTT ACCCAAAAGAAGGAGGGAAA 168
Ad01A1165 Aradu.A01 1165 p3 (ACA)9 27 2981347 2981373 TGGTGACCAATCTTCTGCAA ATCTACGACGACCCCACCTA 165
Ad01A1168 Aradu.A01 1168 p2 (AT)6 12 2990473 2990484 GTCAGAATATCTGAGCCGCC AATGTTCCTGGATTCAAGCG 160
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Ad01A1174 Aradu.A01 1174 p2 (AT)6 12 3003299 3003310 TGAAAGCATTCCAGCATTGT TCAGCATGACGCGATTTAAC 258
Ad01A1175 Aradu.A01 1175 p2 (TA)8 16 3010016 3010031 ACACTCGCACCAAAACCTTC TCTTAACTGACCCATAAAATCGC 257
Ad01A1177 Aradu.A01 1177 p3 (GAA)5 15 3015046 3015060 CTACCGCTTCTCCACCAAAG CGTTTACGCATGGAACATTG 180
Ad01A1180 Aradu.A01 1180 ¢ (A)1ltaccaactc 87 3027443 3027529 TGAACAATTTGGTGTTGGGA CAACCCGACCTCTGATGTTT 252
Ad01A1184 Aradu.A01 1184 p3 (TAA)8 24 3053711 3053734 GAGAGGTTATCTTCGTCTCCGA AAGTGCAAAATGCCAAGACC 267
Ad01A1186 Aradu.A01 1186 p5 (TCAAT)S 25 3062887 3062911 TCAAATTCAAACAGCTCTGCC TCGAAACAATGAACGACTCAA 199
Ad01A1187 Aradu.A01 1187 p3 (ATT)6 18 3063724 3063741 TCTGGACTTTTCGTAGCGGT CGGAATATGGAATTTGGGAG 264
Ad01A1189 Aradu.A01 1189 ¢ (A)10ttattataae 40 3064855 3064894 GAAATGAGTACAGGGATCCAAA AAATCATATCACAAGCAAAATTACTCA 240
Ad01A1190 Aradu.A01 1190 ¢ (A)10tatatctatc 49 3067236 3067284 AACAAAGAACGCCAGAATGG GGCGGAATTATTTGACCTCT 191
Ad01A1191 Aradu.A01 1191 p2 (CM)13 26 3067469 3067494 AGAGGTCAAATAATTCCGCC CAGTCTCCGATTAAGTCCCG 279
Ad01A1194 Aradu.A01 1194 p2 (TA)7 14 3082520 3082533 CGTGGGTTCGAGTTTTCCTA TCAAGTGATTTAATTGTGACATTGC 143
Ad01A1196 Aradu.A01 1196 p4 (AAAT)6 24 3089439 3089462 TGAAAAATTTGAATGGTGCAG GAACCGTTCGTCAATTAGAGGT 256
Ad01A1200 Aradu.A01 1200 p2 (GA)7 14 3097129 3097142 ATTTGACCCGCTTTCAACAC TGTTGGAGCGTGAAGAATTG 197
Ad01A1204 Aradu.A01 1204 p2 (AC)6 12 3110897 3110908 ATCAATGACTAACTCGCCGC AACAATTTGGAAGTGGTCGC 235
Ad01A1205 Aradu.A01 1205 p3 (TCT)5 15 3111932 3111946 CCAATAACAAAGCCTCGCAT TATGAGTGTGCTGACCCCAA 277
Ad01A1207 Aradu.A01 1207 p2 (AG)8 16 3112442 3112457 TGGAACGGGTTTCTCAAGTC TGTGAATTTGGTGTGCAGGT 270
Ad01A1210 Aradu.A01 1210 p2 (AG)20 40 3125303 3125342 TGAACACCAGACAAAGCTGC AGGATCCTTTGCAGAAGCTG 185
Ad01A1211 Aradu.A01 1211 p2 (GA)11 22 3125494 3125515 GATCCAGCTTCTGCAAAGGA CATTGTTGGGCTCCATCTTT 177
Ad01A1214 Aradu.A01 1214 ¢ (T)10agatttgga 75 3134881 3134955 GGCTCTTCTTCTCCTCCTCC TTGCCTCTTTTTATTTTAATTCACC 262
Ad01A1216 Aradu.A01 1216 p2 (TA)6 12 3140429 3140440 CGATTTGAATCGTTTTTATATCTGC CTTGCAACAGATGCTGAGATT 186
Ad01A1223 Aradu.A01 1223 ¢ (T)10caattaggt 71 3150218 3150288 AAAGGTTTAATTATTCTATTGGTTCCT TTTTTATTATTTAAATTCCTGCACCA 183
Ad01A1224 Aradu.A01 1224 p4 (AAAT)5 20 3153210 3153229 GCAAAAGCTCTTAATACCCCA CGTTTGATTCATGTAGCCGA 274
Ad01A1225 Aradu.A01 1225 p3 (ACA)6 18 3153395 3153412 GCAAAAGCTCTTAATACCCCA CGTTTGATTCATGTAGCCGA 274
Ad01A1227 Aradu.A01 1227 p3 (CCA)5 15 3161289 3161303 TCAGAATTGAAATCGTCCCC AGTGGTGGTGGTAAAGGTGC 138
Ad01A1230 Aradu.A01 1230 p3 (TTA)7 21 3166699 3166719 CGATTCAGGAACTGGGTCAT CCTTCCAGCACTACAATCCAA 234
Ad01A1232 Aradu.A01 1232 p4 (ATAA)S 20 3181447 3181466 CCTTGAATAATGGGTGAGCAG TTCAAAAGGGGATAATCGCA 208
Ad01A1233 Aradu.A01 1233 ¢ (T)12aagactaai 101 3184429 3184529 CACTTATAGTACCTTTGTCACCATCTC AAACCAAACTTTTATTATGCAAGAA 279
Ad01A1234 Aradu.A01 1234 p3 (TAA)9 27 3184926 3184952 TGCGCTTCTTTAGCCAATCT TTTCAAACCTCGGTTTTGTTG 274
Ad01A1236 Aradu.A01 1236 p2 (TA)7 14 3186987 3187000 AGAACAAAAAGGGAGGGGAA TTCAGGAATTGCTGCTTAGGA 278
Ad01A1238 Aradu.A01 1238 ¢ (T)11c(T)11 23 3190615 3190637 AAGAATCATGGGCATGGAAA GCGAGAGTGGGGATGATAAA 137
Ad01A1239 Aradu.A01 1239 ¢ (AG)6attgcaaty 102 3190849 3190950 TCTTCTTCTTGGTAATTCCACTGTC TCCAATTAAGCAAACCCAAA 249
Ad01A1241 Aradu.A01 1241 p3 (AAC)5 15 3194201 3194215 TCAATCTGTTATCCAATGGAGC GCCGATTCTACCTAATGGGA 208
Ad01A1243 Aradu.A01 1243 p2 (AT)6 12 3198706 3198717 GCGACAAAAATGTTAAAATAACAGAA TTCTCTGTTGTCATAGGGTTAGGA 222
Ad01A1244 Aradu.A01 1244 ¢ (CTT)6tcaaata 125 3199950 3200074 TCCAACACCAACAAAAACCA TGGTGATGACGACAACAAAAG 223
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Ad01A1245 Aradu.A01 1245 p3 (AGA)7 21 3201012 3201032 GGAGAATGAGGAGGAGGAGG CAATTTTGGCATTCAAGCAA 183
Ad01A1248 Aradu.A01 1248 p2 (AT)6 12 3210202 3210213 AAAGAAGGAGATGTATATGTTTTACGA CACAAAATTGACATTTAACCATGT 270
Ad01A1251 Aradu.A01 1251 p3 (CTT)10 30 3244329 3244358 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 215
Ad01A1252 Aradu.A01 1252 p3 (CTT)5 15 3245085 3245099 GGAGATCGAAGGCAAAGAGA CCTCTGCTGCGGATTTTAAC 193
Ad01A1261 Aradu.A01 1261 p2 (TC)8 16 3256656 3256671 CCCAATGGTCGCTGAATAGT CGTTGTGTCTTTGGTGATGG 110
Ad01A1264 Aradu.A01 1264 p2 (AC)10 20 3258893 3258912 ACACATGCATGCAGGGATAA CTGCAAAGCACAAAGAAGCA 256
Ad01A1265 Aradu.A01 1265 p2 (CT)6 12 3260086 3260097 TTGCTACCCACGAAAGTTGA GGGGTGGGAATGAGAAAAAT 217
Ad01A1267 Aradu.A01 1267 p4 (AAAT)5 20 3262887 3262906 CAAAGAACCGATGAATCGAA ATTCGCAAGTTCCATGATGA 231
Ad01A1276 Aradu.A01 1276 p3 (ATG)5 15 3288764 3288778 TCGAATGGAACTTATTGCACA GGAGAGAGAAATATCCATAACCC 186
Ad01A1278 Aradu.A01 1278 p3 (GGA)5 15 3291664 3291678 CTCACTCAAAGGGGAGCAAG GCCAAGCCACAACAACAATA 256
Ad01A1279 Aradu.A01 1279 ¢ (T)12cag(A)1C 25 3293938 3293962 CAATCTTTTAAGGCCCACGA ATTCATGTGCAATCCAAGCA 265
Ad01A1281 Aradu.A01 1281 p2 (TA)13 26 3297983 3298008 AAAGCTCCTGACTCAGCTCG TTTTGCAGATGCAGGTTGAG 278
Ad01A1282 Aradu.A01 1282 p2 (AG)19 38 3302223 3302260 CAGTTTGACGGCAACAGAGA GGAGAAATTCGTCGCCATAA 235
Ad01A1283 Aradu.A01 1283 p2 (TG)8 16 3303406 3303421 CGATGATCATAGCTCGGTGA GGAAAAACTTGCAACGGAAA 262
Ad01A1287 Aradu.A01 1287 p2 (AT)6 12 3314150 3314161 CACCAAATTCATTTTTCCCG AAGAAATGATGCACTCATGACAA 194
Ad01A1288 Aradu.A01 1288 p3 (ACC)6 18 3315181 3315198 TTTTCGTACCCAAGGTCTGG TTGCTGTTGATGGTGGTTGT 265
Ad01A1290 Aradu.A01 1290 p3 (TAT)14 42 3325279 3325320 TGAAGGTGCATTTGAAAGGA TCCTGCAAAACTGCAAAACA 248
Ad01A1291 Aradu.A01 1291 p2 (CT)16 32 3327863 3327894 GCCGGTTTGGTTCTCATAACT TCGTGAAATACTGCCCTTCTT 280
Ad01A1292 Aradu.A01 1292 ¢ (T)10ctattttagt 77 3328201 3328277 CCCACTTTTCTTTCCACTTCA GGGAACCAAAAGCACCATAA 263
Ad01A1295 Aradu.A01 1295 p2 (AT)8 16 3338391 3338406 CATGAACAACAGGAGCTGGA CAACATTTGTTGATGTGGCA 192
Ad01A1297 Aradu.A01 1297 p3 (ACA)5 15 3341124 3341138 TTTGGTCATTGCCTAAACCTG CCCATCTAGCGGGATAAGGT 259
Ad01A1298 Aradu.A01 1298 p4 (AGAA)6 24 3341855 3341878 CAAACCCATCTTCAAGCCTC ATGCATGCCAAATTCTCATT 241
Ad01A1301 Aradu.A01 1301 ¢ (GAA)6cttacg: 59 3347013 3347071 CCACCGAACCGAACAATGTA GCCACCGAACTGAACAATG 280
Ad01A1302 Aradu.A01 1302 p3 (GAA)S 15 3347348 3347362 TTTGTGATTTCGGTTCACCA CGCATTTTTCTTCTCATCTCG 278
Ad01A1303 Aradu.A01 1303 p3 (GAA)5 15 3347464 3347478 GCGAACAGAGGAAAACAACG GCTACCGAACCGAACAACAT 213
Ad01A1304 Aradu.A01 1304 p3 (GAA)6 18 3347791 3347808 ATGTTGTTCGGTTCGGTAGC TTCTCTGCTCGCATTCTTCA 246
Ad01A1305 Aradu.A01 1305 p3 (TTC)6 18 3348173 3348190 CGCGCATTATTGAGAGTGAA GGTGAAGCCTATAACGCGAG 105
Ad01A1306 Aradu.A01 1306 p3 (GAG)5 15 3348703 3348717 AAGAAGAACCTACGAGCGCA TGGTGAACCGAAATCACAAA 164
Ad01A1307 Aradu.A01 1307 p2 (TA)7 14 3349411 3349424 GACTTGATGGCAGGTGTCCT AGGGTTAATGTCTCGCGTTT 264
Ad01A1309 Aradu.A01 1309 p2 (TA)6 12 3350742 3350753 TCCAAATTTGTGGCTCTTTG TCTCCTCACTCTAATTCGGCA 224
Ad01A1310 Aradu.A01 1310 ¢ (T)1laccaatgar 102 3356210 3356311 ACTCGTCACCGTGGACAATA TCTGGGTGGAGATGACACTT 188
Ad01A1312 Aradu.A01 1312 p3 (GAA)5 15 3363653 3363667 AATCGATATCGGGCTTCCTT GAACGAGTTTCCGGTGAAAA 232
Ad01A1315 Aradu.A01 1315 p3 (TAT)16 48 3365475 3365522 CCGATTACCAAAACAGCCAT AAAAACATGGAGGAGAATATCATTG 261
Ad01A1317 Aradu.A01 1317 p3 (TTA)S 15 3369242 3369256 TGGTGGTGGTGATGATGATT CAGCAGAAGTCGCACCAATA 192
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Ad01A1319 Aradu.A01 1319 p2 (AT)8 16 3372018 3372033 CCACTCTTTTTAGCGGTTCG CGTTTGCCACCCCTAGTTTA 224
Ad01A1322 Aradu.A01 1322 p3 (AAT)5 15 3380871 3380885 CCATTCTTCAGATGTTTGCG GGGAGGGAAAGTAATCAATGC 115
Ad01A1323 Aradu.A01 1323 p4 (TCTT)5 20 3383911 3383930 GATGATCACGTTGTCGTTGC ACCGTTTCCGTTGCTTCATA 270
Ad01A1325 Aradu.A01 1325 p4 (TATT)5 20 3387621 3387640 CAAATTTTAACGCCACCAAAA CCCAATGGATACCAAAATCG 260
Ad01A1327 Aradu.A01 1327 p3 (CTT)5 15 3402004 3402018 GCAAATTTGGGTGTAACACGA AAAAGAAGAAGATGGTGATGTTGA 168
Ad01A1329 Aradu.A01 1329 ¢ (GAA)8agaggt 198 3407808 3408005 AGAGGACACTCGCGCCTAT GCCCTATCTGTGAGAGAGAGACA 265
Ad01A1330 Aradu.A01 1330 p3 (TTG)S 15 3415131 3415145 CATGAGGTGGTCAGACGAGA CACAAGTCACAACACATCCCA 217
Ad01A1331 Aradu.A01 1331 p2 (TA)6 12 3417315 3417326 TTCTTGATTTGTCTCGGCTTC GAGTATCCTTCGGTCGTGGA 167
Ad01A1332 Aradu.A01 1332 ¢ (T)11atgatagge 46 3419841 3419886 TGAAGGGCATTTGAATAGTTAGG CGATTTTTGAATTGGATTTCG 266
Ad01A1333 Aradu.A01 1333 ¢ (AAG)8gagggr 107 3424966 3425072 TGTTCGTCCCCAATCTTTTC AATAGCGACGAGCAACGAGT 243
Ad01A1335 Aradu.A01 1335 p3 (TTA)6 18 3432243 3432260 AATGGCACCTTGTCCAAAAA GCAAAGGTGCCTCTCACGTA 244
Ad01A1337 Aradu.A01 1337 p2 (TA)6 12 3437382 3437393 TCATTTGACAAAACTACCCAACA CCATTTGTCATTTATACATTGAGGG 221
Ad01A1339 Aradu.A01 1339 ¢ (CCA)5cctc(C 40 3447089 3447128 GAGCAACTTTCTCAGCACCC AGGCATCGGTTGAGTATTGG 198
Ad01A1340 Aradu.A01 1340 p2 (GA)22 44 3447901 3447944 ACGGAAGGTCATGTGGAAAC TCTCCACCACTACCACCTCC 181
Ad01A1342 Aradu.A01 1342 ¢ (CCA)5cctc(C 70 3451101 3451170 GCATCTTTCTCAACACCCGT TTGAGGGAGGAGGAGAGACA 242
Ad01A1343 Aradu.A01 1343 p2 (AG)7 14 3451926 3451939 AAATCCCGAGTGAGGAAGGT AACATTTCTCCACCACCACC 279
Ad01A1344 Aradu.A01 1344 ¢ (A)l0taaaaggc 102 3457498 3457599 AAGGGAGGTTAAGGGTGGTG AATTCGTGGCTTCCAGCTAA 276
Ad01A1349 Aradu.A01 1349 p3 (AAT)6 18 3468858 3468875 CGTTGGTGACATTTTGTCTTTT CAAGTCTATCCCACTCCACCA 249
Ad01A1354 Aradu.A01 1354 p4 (ATTT)5 20 3475294 3475313 AGGGGGTGGTTGTAGAAAGC TTGCAAATTCGAGTCTCCCT 218
Ad01A1371 Aradu.A01 1371 p2 (TA)7 14 3523822 3523835 ATGCAGGGACAGTAAGCCAG CCTTCGAATTACTCAGCCCC 247
Ad01A1373 Aradu.A01 1373 p3 (CAA)6 18 3524895 3524912 AGAGGCTCTCCTCCTGCTCT CTTTTCTTGCTGCTGCTCCT 241
Ad01A1374 Aradu.A01 1374 p3 (GGT)6 18 3525100 3525117 TTTGGAAGATTGGGAAGCTG CCATTCACACCCGAACTTCT 274
Ad01A1375 Aradu.A01 1375 p3 (GGT)7 21 3525436 3525456 AGAAGTTCGGGTGTGAATGG TGCCTTTGAAATCGCTCTCT 265
Ad01A1376 Aradu.A01 1376 p3 (GAA)7 21 3536700 3536720 GCTCCCACTTTCTGTCTCCA GGCGACAAGTCCATAAGCTC 224
Ad01A1377 Aradu.A01 1377 p3 (TTA)6 18 3541049 3541066 TGGGCTAACATTATGATTTGCAT AGGAGGCCTGTGTGGTTATG 260
Ad01A1383 Aradu.A01 1383 p3 (TTA)6 18 3546756 3546773 AATACCCAAAAGGCATGCAG GCAGTTGGGAATCCTGCTAA 230
Ad01A1384 Aradu.A01 1384 p3 (ATC)7 21 3547578 3547598 CCAAGATCCCCATGAAGAGA GCATACACGCACGGTTATTG 278
Ad01A1385 Aradu.A01 1385 p2 (TC)6 12 3549546 3549557 CAATCCTCTTGGTTCGTCGT ACTGACTGAGCATCCAAGGC 237
Ad01A1388 Aradu.A01 1388 ¢ (T)10ctctccece 63 3560387 3560449 ACGGAATCCATCTTTGATGA ATTAGCGTTTTGTCCGCACT 272
Ad01A1398 Aradu.A01 1398 p3 (AAC)6 18 3585764 3585781 TTGGGAGCTAAGGTAAAAATGC CATGCAAATAACATTCACCGTT 239
Ad01A1402 Aradu.A01 1402 p3 (TCC)5 15 3591569 3591583 TCGTCGTTACCAATACCACC CCGAAATTCGCTGCAACTAT 267
Ad01A1403 Aradu.A01 1403 p2 (TA)6 12 3593050 3593061 AAGAACGCGAAAACAAAGGA CTGCCTTGCCTGGTAACTTT 252
Ad01A1405 Aradu.A01 1405 p2 (GA)21 42 3595720 3595761 TTTGGGGATTTTGGATTTGA TAAATCCTGCCCAGCGTAGT 169
Ad01A1415 Aradu.A01 1415 p2 (AT)8 16 3609150 3609165 ACATTTCCTTCCCAAAAACA GGACCGTAGCTGATTTGCAT 261
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Ad01A1418 Aradu.A01 1418 p3 (TCT)5 15 3616482 3616496 CCGTTGATTTCTCCTTGCAT AACGATAGAACCAACGGCAC 234
Ad01A1419 Aradu.A01 1419 p2 (TA)6 12 3617784 3617795 CTGGAGACTCTTTGGAAGCG CTCAACTTGCAAAGCAAAGG 212
Ad01A1420 Aradu.A01 1420 p3 (TTG)S 15 3621521 3621535 AAGATTGTTGGTGCAGGAGC ATGGAGCAGCAACAGTAGCA 248
Ad01A1421 Aradu.A01 1421 p3 (TTC)5 15 3623877 3623891 TCCATCTCCTCACCTCCATC AGTAACAATGGCGGATTTGG 209
Ad01A1430 Aradu.A01 1430 ¢ (T)10ctactctca 68 3647207 3647274 GCGCATGCTCTCTCTTCTTT GTAGTCGTCGTCTTCCTCGC 274
Ad01A1431 Aradu.A01 1431 p3 (GGT)6 18 3647576 3647593 CGTTCAGGACAACAGCAAGA CCCTGATTCTGAAACCCAGA 150
Ad01A1432 Aradu.A01 1432 p3 (TGG)5 15 3647812 3647826 TGGTGGATCTGGAATTAGGG CCCATTCCCACCAATCCTAT 253
Ad01A1435 Aradu.A01 1435 p2 (AT)9 18 3655475 3655492 TTCCATTCACAAAAATGCTTCT GCCGGTTAAAAGAAATAATCAGTG 260
Ad01A1439 Aradu.A01 1439 p2 (CT)6 12 3671095 3671106 AAATCCAAGCCCCATTTACC TCTGCAGAGAGCAGTGGAAA 132
Ad01A1441 Aradu.A01 1441 p3 (TAT)16 48 3675209 3675256 AAGAAGTGGTGGTGGTGGAA GCCCTTTGGTTACCATTCTC 179
Ad01A1442 Aradu.A01 1442 p2 (AT)8 16 3679410 3679425 CTATAGCAGCAACGGCAACA AGGGAAAACATGGTGTTTGG 232
Ad01A1445 Aradu.A01 1445 ¢ (A)10caaaaata 114 3687459 3687572 AACGTGTCACCAAAACTTATCAAA AGGATGTCGCAAGATGAGAAA 203
Ad01A1448 Aradu.A01 1448 p3 (AGT)5 15 3690973 3690987 CAGGGACGGATCCAATTTTT CTTGGTCTGCGCCTTGTAAT 274
Ad01A1449 Aradu.A01 1449 ¢ (T)10agtgtcaas 39 3691109 3691147 CAGGGACGGATCCAATTTTT CTTGGTCTGCGCCTTGTAAT 274
Ad01A1452 Aradu.A01 1452 ¢ (T)13ggagtaac 86 3712182 3712267 TGGCAGCCATAAGTTGTGAG TTTAATATTGTCCGTAATAAAAAGCA 265
Ad01A1455 Aradu.A01 1455 p3 (TAT)S 15 3714527 3714541 CAATCAAAACCGCACAATG CAGTTTGGATTGGATTAGATTTG 270
Ad01A1457 Aradu.A01 1457 p2 (CA)6 12 3722526 3722537 CAGGGTTTGAGCCTTGGTAA ATGCATCCAAACTTCCTTGG 209
Ad01A1463 Aradu.A01 1463 p2 (AT)10 20 3747556 3747575 CGTTCCTCCATCACCAATGT TCGGGTTGGCTTAATAATCG 233
Ad01A1469 Aradu.A01 1469 p4 (TTTA)S 20 3757066 3757085 CGAGAAATTTCCCATTATTTGA TCTGCCACTGACCAATTCAG 280
Ad01A1471 Aradu.A01 1471 p3 (TCT)5 15 3761226 3761240 AACGCGTTTTGAACCATTTT AAGGCAAGCAACGAAAGAAA 210
Ad01A1472 Aradu.A01 1472 ¢ (GAA)18gag(( 78 3761707 3761784 CAACGAATAAAAAGGCGAAGA ATGCGTTATTCAACCGCTTC 182
Ad01A1473 Aradu.A01 1473 p3 (CAQ)7 21 3763769 3763789 GTCAGCCTAGGGATGTGCTC ATCCATCCTGAACCTCATGC 234
Ad01A1474 Aradu.A01 1474 p3 (CCA)6 18 3764264 3764281 TTGGCTCCTTCCTTGTCACT ATGTGTGTGCGGTGGTAGAA 269
Ad01A1475 Aradu.A01 1475 p2 (AT)8 16 3772658 3772673 ACCAGCAAAGGCAAGATCAG GTGGTTCACTTCGTTGAGCA 197
Ad01A1479 Aradu.A01 1479 ¢ (A)18cgaaccct 47 3777842 3777888 TTGGTTGGCTTTTCAAATCA AGAGCTTGGCTAGAGAGGGC 209
Ad01A1482 Aradu.A01 1482 ¢ (A)12tagttgaac 53 3792371 3792423 AATGTTTGTAATGGGGCAGG GCTTAGCCATCGATTTGACC 203
Ad01A1483 Aradu.A01 1483 p2 (GA)19 38 3797820 3797857 ACAGCGACGTGTTATAGCGA CACGATCACGGAAAGAGACA 176
Ad01A1485 Aradu.A01 1485 p2 (TC)24 48 3800875 3800922 GGAAATGAGGTGGGATTAAAGA TCTGAGGGTTGCTGAGAACA 280
Ad01A1488 Aradu.A01 1488 p4 (TTTA)6 24 3806339 3806362 TCTTTCAAAAACATGGACAGGA AACCAACTCTGCCACTGACC 278
Ad01A1496 Aradu.A01 1496 c* (AAG)6atagtgi 59 3829560 3829618 TGAGAAGGTAAAACAAACAAGGAA GCAGCAAATTTTGGGGATAA 218
Ad01A1498 Aradu.A01 1498 c* (A)10(AAG)6® 26 3830372 3830397 TGTGATTCTTCTTCTTCTTTGTTTG CAGCAAATTTCGGGGTAAAA 260
Ad01A1500 Aradu.A01 1500 p3 (ATG)6 18 3832999 3833016 CAAGGATGTGTTTGGTAAAGCA TTGGGTCCTTAATTGCTTGC 223
Ad01A1503 Aradu.A01 1503 ¢ (T)10aattatgttt 35 3841823 3841857 AGGTAAGAAATGCAGCACCC CCTCCAACATTGCAACTAACA 277
Ad01A1504 Aradu.A01 1504 p4 (AATT)5 20 3848878 3848897 TGAAAGCCAACAAATTAAAGGAA CCCACTAAAATTGACGGAGC 211
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Ad01A1505 Aradu.A01 1505 ¢ (AAAG)5aaaai 57 3850148 3850204 GCCTCCTCAACAATACTAATGC TCATATTCCTCCGAGTTCCG 214
Ad01A1508 Aradu.A01 1508 ¢ (T)10cttttatttgc 44 3856367 3856410 TTGTTGGTCTTTATAGTTTCGCA TCCCTTTTGGTAGTAATTGGC 191
Ad01A1510 Aradu.A01 1510 p3 (GAT)5 15 3859047 3859061 ATTTTGGTTGCATCTCCGTC CCACCACCCTAGCTGGAATA 253
Ad01A1514 Aradu.A01 1514 p2 (TA)10 20 3885665 3885684 TGTTCAAATCCTCAAACGACA TGTGGCACATTTTGGTTGTAA 235
Ad01A1516 Aradu.A01 1516 ¢ (T)12agactcag 59 3887266 3887324 TGCGGAACATTGAATTTTAGA TACAATCATCTGGTGGCGG 240
Ad01A1523 Aradu.A01 1523 p3 (CTA)5 15 3898035 3898049 GGTTTTGGGATTCTGGGTTT TGAAACGACAACCGACAAAG 145
Ad01A1528 Aradu.A01 1528 p3 (ATT)7 21 3915216 3915236 TGGCAATATCACCAAAACCA GCTCAATGAAGAAAAATTGCC 261
Ad01A1529 Aradu.A01 1529 ¢ (A)l4gaaaactg 81 3918658 3918738 AAATGCGAGGCAACAAAAGT TGCAACTTGATTTGGTAAAGGA 165
Ad01A1531 Aradu.A01 1531 p4 (ATTT)S5 20 3919016 3919035 TGCTGCTCATTCACTGGAAC ACCCAGTTGCAGATTTGTCC 236
Ad01A1534 Aradu.A01 1534 ¢ (AAG)5acatac 45 3921131 3921175 GGAGGAGGAGGAAGAAGTGG GATCTGATTCGATTCGCGTT 245
Ad01A1535 Aradu.A01 1535 p4 (TATT)5 20 3921609 3921628 TGTACATTTGCGGATCGAAT GCATATCCGAAGATCCACAA 245
Ad01A1537 Aradu.A01 1537 p2 (Cm1o 20 3930361 3930380 AACCCCAAAATCCTTCCAAC GGAAGAAGAAAGAAAGGGCG 211
Ad01A1538 Aradu.A01 1538 p3 (GAG)5 15 3931720 3931734 CAAATTCCATCAACGCCTCT CGTCGTCATCGCTGTTCTAA 213
Ad01A1540 Aradu.A01 1540 p3 (ATT)7 21 3933622 3933642 GTTCACACCAACAACATGCC CCTGGGAACTCATTGAAAGC 232
Ad01A1545 Aradu.A01 1545 p3 (AAT)5 15 3944597 3944611 TTTGTTAAATTGCCCTGATCTTT GCATCAAACACAAATTGAGAGAA 261
Ad01A1546 Aradu.A01 1546 p3 (TTA)6 18 3944718 3944735 TTTGTTAAATTGCCCTGATCTTT GCATCAAACACAAATTGAGAGAA 261
Ad01A1551 Aradu.A01 1551 p2 (TA)6 12 3956409 3956420 CACTATCTCGCGTCCTGACA CTGATTTCTCAATGCAGGGG 262
Ad01A1552 Aradu.A01 1552 p2 (TA)9 18 3956699 3956716 GGCCAACAATTTTGGTGTTT TCAAGATTGTTCATTTGGCA 237
Ad01A1555 Aradu.A01 1555 p3 (GAA)5 15 3959409 3959423 AGGGAGAAAGAGGTGGTGGT TAATTGCAGTTCGTGGAACG 143
Ad01A1562 Aradu.A01 1562 p2 (AT)10 20 3972572 3972591 TTTCACAGAAAATAAGAGGCCA CGAATGCAATCTGTTTCAAAG 246
Ad01A1566 Aradu.A01 1566 p3 (AAG)5 15 3982750 3982764 ATGCGTTCGTGGGTAATCTC ACCCTTCTTCTCCACTGCAA 210
Ad01A1567 Aradu.A01 1567 p3 (AGA)5 15 3982902 3982916 GGAGAAGAAGGGTTCATTGC TGGTGGCTGATTTGTTGGT 280
Ad01A1568 Aradu.A01 1568 p3 (AAT)6 18 3986636 3986653 CCTTTTCCGAACTGCATAGC ACCGGATCAAATACCGGTTC 245
Ad01A1574 Aradu.A01 1574 ¢ (TCTTCC)6(T 120 4006236 4006355 TCAAACGGTTCCTCTTCGTC CGTGCAGAAACGAAAGAAAAG 253
Ad01A1575 Aradu.A01 1575 p3 (AAG)6 18 4007228 4007245 TTTCTCCTCCTCATCTTCTGC CAAGGTACGTTTCTTGCCTTC 205
Ad01A1576 Aradu.A01 1576 p6 (GAAGAG)5 30 4007395 4007424 GAGAAAGAGAAGGCAAGAAACG TACACGCGCTTTATTCATGC 265
Ad01A1580 Aradu.A01 1580 p6 (TCCTTC)5 30 4012501 4012530 GGACCAAAACCCAAAAGTCA CCCAAAGAAGAAGGAGGAGAA 266
Ad01A1583 Aradu.A01 1583 p3 (TTA)14 42 4015242 4015283 TTTGAGCCATCTGTTGAGGA TCGTTGTGACTAATTTTGGTGTTT 137
Ad01A1584 Aradu.A01 1584 p3 (ATG)5 15 4017392 4017406 CGACGAAATCGAAAAAGCTC TTGCTTCACCTCCTCAATCA 253
Ad01A1585 Aradu.A01 1585 p3 (AAT)5 15 4017847 4017861 AGGAGATTCGGTTGTTGTGG ACAAGTCAAACACCTTGCCC 200
Ad01A1586 Aradu.A01 1586 ¢ (A)10ttgagatac 55 4018396 4018450 TATGCCCCAATTGCATTCTT TGTGTATGCAGCAACCCATT 230
Ad01A1588 Aradu.A01 1588 p3 (AAT)15 45 4024458 4024502 GTACATTGGAGCCACCCAAC TTTTGCAATTTGAAGCATTACA 261
Ad01A1593 Aradu.A01 1593 p2 (TC)6 12 4034083 4034094 ACCAAGTACCCCAGCAACAG ATTGGTTCATTTTGAGGCCA 184
Ad01A1596 Aradu.A01 1596 p2 (AT)8 16 4036661 4036676 TTCCAGGTAAGTGGCAAACA CTGGCCAGGGATGCTATTTA 171
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Ad01A1598 Aradu.A01 1598 p2 (TA)8 16 4041569 4041584 AAATGATTTTGATTGGAGAAATGTT ATTTCATGTGTTAAATATGTGAATGAT 262
Ad01A1603 Aradu.A01 1603 p2 (AG)8 16 4051253 4051268 AATGGTCATCCAAATGCACA GCTTGCCAAATTTTCTACTTCTC 273
Ad01A1605 Aradu.A01 1605 p4 (AATA)6 24 4058155 4058178 AGGCGTGGGTCATAAGTTTG TGTTTAACCCAAAATCCCCA 181
Ad01A1611 Aradu.A01 1611 ¢ (T)10attttcctttt 88 4067134 4067221 CAAAAACTCTTTTTCTTTCTCTTTTT TCACAAAATACATGTCTAAATCACCA 262
Ad01A1616 Aradu.A01 1616 p3 (TAA)10 30 4086884 4086913 CCATCAAATCCAACAGGGAG GGTTGCAGATTCGAGTCTCTTT 223
Ad01A1617 Aradu.A01 1617 ¢ (T)11gttttaaagi 103 4087015 4087117 ACCTATATTGCTATTAGGGCATAGTT TGATTTCCTTTTTAGTAGTTTTGATTT 278
Ad01A1620 Aradu.A01 1620 p3 (ATG)5 15 4098882 4098896 AATTGGCCCAACAATGAAAG TTGAGGGAGGGACACTGAAG 121
Ad01A1622 Aradu.A01 1622 p3 (ATT)S 15 4100268 4100282 TAGGCACCACCATATCATGC ATAACCACCAAACCCAACCA 255
Ad01A1623 Aradu.A01 1623 p2 (TA)11 22 4100693 4100714 CATTGGTGAGTCCAATGCTG CCTTATCGCTTGCCCAAATA 250
Ad01A1630 Aradu.A01 1630 ¢ (A)10tgcatcatt 96 4107023 4107118 AATGACAACGCCACTTCACA TTCAATGCAATGGTCGGTAA 176
Ad01A1635 Aradu.A01 1635 p2 (AT)9 18 4119366 4119383 ACATAAAGGCCCTCCTCCAT CAAACATTGGACTTTCGGCT 206
Ad01A1638 Aradu.A01 1638 ¢ (A)10g(A)10 21 4131688 4131708 TTGCCAGATTTAATGCTAATGC TGTTGTCGAGAATAAAATGGCA 278
Ad01A1641 Aradu.A01 1641 p4 (TCTT)5 20 4142594 4142613 GCACTTGACCAGGTTGTTGA CCATAGTGGCCAAACAATCC 208
Ad01A1646 Aradu.A01 1646 ¢ (CTT)l6cgagt: 159 4150601 4150759 TGTAACAGCGGATCGAAATG TTAAACACTAAAACCCTAAGTCACC 229
Ad01A1652 Aradu.A01 1652 p3 (AAT)5 15 4178988 4179002 GACGGAGTCACGGTCTCAAT AGATGGTGGTGATGAAAGGC 277
Ad01A1654 Aradu.A01 1654 p3 (TAA)8 24 4187372 4187395 TGCTCAAATCTTCTTCCATTCA ATTATGGGAGATTCGCGTGT 248
Ad01A1655 Aradu.A01 1655 p3 (TCT)5 15 4188356 4188370 TTCTTCAACCGTTACTGCACA CCTCCTCATCTTCTGCTGCT 240
Ad01A1656 Aradu.A01 1656 ¢ (GAA)7gaggai 82 4189217 4189298 TCAGAAACCATGAAAATCGAAA TCGTGGATTATGAACGACTCC 244
Ad01A1657 Aradu.A01 1657 ¢ (AC)6caaacttte 104 4190565 4190668 TTGGTTACTAATAACATGGTTGGTC TTCATGTCATATGCTGAGTTTCAA 260
Ad01A1659 Aradu.A01 1659 p2 (CT)8 16 4192565 4192580 AAGCTTAGGCGAAGATGCAA TGGAGGGGACGTGAACTAAA 228
Ad01A1661 Aradu.A01 1661 p2 (GA)8 16 4202626 4202641 TGAACTAGCAGCAGGGACAA AGTGGATGCCAAATCTTGCT 147
Ad01A1663 Aradu.A01 1663 p2 (AT)10 20 4235061 4235080 AGGAGCCTTGAAAAATGGGT TTATGGAGAGGCAGGGTTTG 264
Ad01A1666 Aradu.A01 1666 p2 (AG)12 24 4239410 4239433 ATAATCAGTCCATCCCGCAG ACGTAAATATTCTCCGGCCA 273
Ad01A1667 Aradu.A01 1667 p2 (TA)9 18 4241778 4241795 TCCAAGCTTCCAATTTCCAC GCCGGATTTTAACCCAATTT 175
Ad01A1668 Aradu.A01 1668 ¢ (CTT)7ccaccg 143 4244214 4244356 TATTTATTCCCGCTGCACCA CCAGAAATTTCACAAACAAATCA 242
Ad01A1669 Aradu.A01 1669 ¢ (TGA)8ccatgar 176 4244480 4244655 TGTTGCTGAAATTTATTGTGGAA TGTGTTAGAACCCACCACCA 246
Ad01A1671 Aradu.A01 1671 c (A)1lttcttatata 98 4250499 4250596 TGGTTAATCTTGATTGCCTTTTG ACATCACTTAAGGCTCTACGCT 227
Ad01A1677 Aradu.A01 1677 p3 (AAG)15 45 4265967 4266011 AACACGCGAAGAAGAAGGAA ACGCGTCTAACACACACGAA 217
Ad01A1678 Aradu.A01 1678 p2 (AT)6 12 4266861 4266872 ATGGTAGCCAACCTATCCCC TGAGAAGGGTGGAATCTTGC 248
Ad01A1682 Aradu.A01 1682 p2 (AG)6 12 4269377 4269388 TTAAAATCCTTGCGTGTCCG TCCAACAACAACTCTCCGTG 280
Ad01A1685 Aradu.A01 1685 ¢ (GA)6gcgcgcee 37 4274650 4274686 CGTCCCCAGTAGTGATCGTT TGCGTTTCACCAATTTACCA 256
Ad01A1686 Aradu.A01 1686 p2 (AT)8 16 4275359 4275374 CTTTGTCACGGCAGGAACTT TCATTTTGAATTATCAGAACACTAACA 252
Ad01A1691 Aradu.A01 1691 p2 (AT)6 12 4286692 4286703 ATTGATGGCCAATTGATGGT TCCTACTGATCAAACACCGAGA 103
Ad01A1694 Aradu.A01 1694 p3 (ACA)5 15 4295233 4295247 GGAGCATATCAAGCCCAAAA TCGTTGGCAGGTAAAGTTCC 153
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Ad01A1695 Aradu.A01 1695 p3 (AAT)6 18 4298640 4298657 AATGCCTTGACGTTTTCCAC GGATGTCGATCCTCACGAAT 177
Ad01A1697 Aradu.A01 1697 p3 (CAA)6 18 4300907 4300924 CCCAAATCACCCTCAACAAC TCGATCTCCCTCAACCAAAT 274
Ad01A1698 Aradu.A01 1698 p3 (CAA)6 18 4301190 4301207 TGGTTGAGGGAGATCGAAAA AAGCTGAAAGCGGTTGAGAA 142
Ad01A1705 Aradu.A01 1705 p2 (TA)6 12 4326320 4326331 CATGCAATGACCCCCACTAT AGGCACCTGAAGCACTTGTT 275
Ad01A1715 Aradu.A01 1715 p3 (AAT)12 36 4367547 4367582 TTTGTTTTTATCAACGTGGGA TTTTAGAGGGGGTTGGGTAAA 187
Ad01A1716 Aradu.A01 1716 ¢ (A)12cgtaaacc 54 4370426 4370479 TCGCCATTTTTCATTCATCA TTGAGAATGGGATGGAAAGG 204
Ad01A1717 Aradu.A01 1717 ¢ (T)10caaaattttt 53 4371060 4371112 AAGGGGATTGGTTCTACGCT TCGCACTCGAACCTCAAAAT 271
Ad01A1719 Aradu.A01 1719 p3 (TTA)6 18 4387342 4387359 TCTCAATATTCCAAACCAAATACTACC AGAGCTCAATGCCTCAATGG 254
Ad01A1721 Aradu.A01 1721 p2 (AC)10 20 4389478 4389497 GAAATTCGATAAACGGCTGC CGAGATTCCATGTATTCCACAA 213
Ad01A1723 Aradu.A01 1723 p3 (TTA)8 24 4394006 4394029 TGCAAATTACTTCAAGGGGG CCAAAAGGTGGAAAGAGGAA 273
Ad01A1725 Aradu.A01 1725 p3 (AGA)5 15 4399347 4399361 TCTTTTCTTTGGGCTCGCTA CCATGACACGAGTCTCGCTA 106
Ad01A1727 Aradu.A01 1727 p4 (TAAA)S 20 4405407 4405426 GAGGTATTTTTGTTGCGGGA TTCTTCTTGTGTGGCAAACG 273
Ad01A1730 Aradu.A01 1730 p3 (AAT)5 15 4414348 4414362 ATGATTTCCTTTGGGGTCCT CAATCCTAGCCATGAAGGGA 280
Ad01A1734 Aradu.A01 1734 p2 (CT)8 16 4417229 4417244 AGCGGCAGATTCTTCCATTA TGAACTTGACAAAATGCTAATGCT 182
Ad01A1736 Aradu.A01 1736 p2 (AT)6 12 4424363 4424374 CATCAACTAGCCATTGCATCA GAATTGATTTGGTTTTTGTAACGA 275
Ad01A1739 Aradu.A01 1739 p3 (TTC)6 18 4429034 4429051 AACTTTTCAAATCACGCGCT CGTGTGCAAATTTGGAAGAA 178
Ad01A1745 Aradu.A01 1745 p3 (ATT)6 18 4436385 4436402 ACGTATACAGCATGCCCCTC TCTCAATTACTTTTGAATTTTGATGC 252
Ad01A1747 Aradu.A01 1747 p3 (TTA)S 15 4441455 4441469 GGCTACTTGATCAACGATGGA TAGCACTATTCGCAAGGCAA 177
Ad01A1753 Aradu.A01 1753 p3 (AAT)7 21 4453933 4453953 CAATCGGAATAATGTTGTAAGGTG CACCATGATGTCTTTCACTGC 255
Ad01A1754 Aradu.A01 1754 p2 (GT)6 12 4455920 4455931 CACCAAAAATCAGCCACCAT TTGTCCTGAGACAAATGGGA 190
Ad01A1760 Aradu.A01 1760 p2 (GA)7 14 4477071 4477084 CAAAAACCCGAATTTGATTGA CGAATCCGTCTTCTCCACTC 162
Ad01A1761 Aradu.A01 1761 p2 (AG)7 14 4477502 4477515 TGGAAGCCATGCATTGTAGA CCTCTTTCTTGTTGAGAAAGGC 248
Ad01A1771 Aradu.A01 1771 p2 (AG)6 12 4504538 4504549 CGGTAATTGGGTCCTGTGAC GCTCTCCATTTTGAGTGCAT 249
AdO1AL1774 Aradu.A01 1774 ¢ (GA)7ct(A)14¢ 65 4507826 4507890 CACACCGAGAAACACAAAACA ATTCGCAGTGACAGCAACAG 139
Ad01A1775 Aradu.A01 1775 ¢ (A)11ttaaaaacc 77 4509052 4509128 ACATTTGGAGTGAGCTTCGG CCAAAGCATTAACAAAATCGG 196
Ad01A1779 Aradu.A01 1779 p2 (AT)6 12 4516737 4516748 GCCAACGACAAACCCTTAAA CGTGATTACCAAACACACCC 235
Ad01A1782 Aradu.A01 1782 ¢ (A)10ctaaggag 73 4522284 4522356 GCCCGGTATTAAACCTCCAT TGAGGAAACTTCGGAAGAACA 199
Ad01A1783 Aradu.A01 1783 p2 (TA)6 12 4525844 4525855 GAGAATAGGTAGAGTCAAGCGAGA GGACGTTCAACGCTCATTTT 242
Ad01A1784 Aradu.A01 1784 p2 (AT)10 20 4533058 4533077 CAATCAATGTGTGAGCATGG TCTCAACTAAGCTCCGCTCA 121
Ad01A1786 Aradu.A01 1786 p2 (TA)6 12 4535034 4535045 CTTGCTTTGGGTTCAAGTCC TCTCTCCTCCCTCCCATTTT 222
Ad01A1791 Aradu.A01 1791 p2 (GA)9 18 4559895 4559912 GCCAGAAGCGAGTTTTGTTC GATTCTTCGCTTCGCAGTTC 267
Ad01A1792 Aradu.A01 1792 p2 (CTe 12 4562069 4562080 TGTGATTGTTTTGACTTTGAGGA CTGGCTGAGGAGCAGAGTTC 253
Ad01A1793 Aradu.A01 1793 p2 (CT)6 12 4562327 4562338 CCGCCTCTGTCCTACTTGTC GTCCAGCTGCTTTGGACTTC 229
Ad01A1795 Aradu.A01 1795 p2 (TA)6 12 4565192 4565203 CAATAGGAGAGCAACAAAACCTC CCCTTCCAAGACTAGGCACA 163
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Ad01A1797 Aradu.A01 1797 p2 (GT)6 12 4567647 4567658 CAATCTGGAAAGCTGGAAGG CGAGTACGAGGACGAAGAGG 137
Ad01A1798 Aradu.A01 1798 p4 (TTAT)7 28 4574111 4574138 CCGTCTCTACAACGCAACAG AAAGAGTAAGTTCGATCCGAAAA 280
Ad01A1801 Aradu.A01 1801 ¢ (A)11g(A)10 22 4579235 4579256 AGAGAGAAAAAGCGTTGGGG GATAAACCCTAAGAGGGGCG 180
Ad01A1805 Aradu.A01 1805 ¢ (T)10agaattgct 58 4583905 4583962 TCTGCTGTGTCTATTGACATTCAT GCCTGAATGGAAGAGGTTTTT 277
Ad01A1806 Aradu.A01 1806 ¢ (CT)7cacacacg 60 4589176 4589235 GGGAAGAACCACAACCAGAA AAAAGACCAAGACTTTTTGAGGG 267
Ad01A1817 Aradu.A01 1817 p4 (ATTT)5 20 4607907 4607926 GCAAGCAACCAAGATTGTCA TCAAAAGCTCTGGCCAAAAT 139
Ad01A1822 Aradu.A01 1822 p2 (AT)7 14 4622512 4622525 ACTTAGGGTCCACCGTCTCC TTTGGATCAAAATAAGGGCAA 165
Ad01A1827 Aradu.A01 1827 ¢ (A)10taaaaata: 73 4627666 4627738 CAGGACAAAATATGCAAACACAA TCCGAGTGATTTTAATGAATGTG 270
Ad01A1833 Aradu.A01 1833 p3 (ATT)7 21 4637357 4637377 TGCCTATATCTTATTTAACAAACACAA AAAAGTTGATTTGGTAAATCTTTCAG 256
Ad01A1835 Aradu.A01 1835 p2 (AT)8 16 4641238 4641253 GAAACAAATCCAATCATCTTAGTCC TGTATGACCAACTTGCTTTGC 257
Ad01A1836 Aradu.A01 1836 p2 (AT)7 14 4641546 4641559 AAAGCAAAGCAAGTTGGTCA GCTGCTAGTGTGGGAATCTTG 161
Ad01A1838 Aradu.A01 1838 ¢ (T)10attttttttati 46 4646910 4646955 TCATTCAGGCTGAGTTTGTTTC ATGCATATGGCTAGAACGGC 163
Ad01A1840 Aradu.A01 1840 ¢ (TA)llatgctaa 111 4648755 4648865 TCTATTGTAGACCCAGGCGG CGTGACGACACCTGAATATGA 190
Ad01A1848 Aradu.A01 1848 p2 (AT)8 16 4656120 4656135 CAGTTCCTGTCTGTGCGTGT AATGCTCATCTTCAAAGTTTTCTT 280
Ad01A1853 Aradu.A01 1853 p3 (TAT)S 15 4659585 4659599 CCCAGAAATAGAGTTAAGATTGGG TTCCAAAATCTTAGTTTGACAAAAA 277
Ad01A1855 Aradu.A01 1855 p3 (TAA)6 18 4662175 4662192 CCTTGCTAGTAGGTATTCTTGTAATCA TCAAGTGCAACTAAATGTCTTAACG 243
Ad01A1859 Aradu.A01 1859 p2 (TA)11 22 4670205 4670226 GACAAAGATTCACACCCACG ATATACGTGGTCTGTGGCCG 208
Ad01A1861 Aradu.A01 1861 p2 (AG)7 14 4682643 4682656 AGTTGGAAGTGGTGGCTCTG GCTTCAAACATTATGCTGCG 220
Ad01A1864 Aradu.A01 1864 p2 (TC)17 34 4691640 4691673 AAACAATGATGCCAAAAGGG CCCAAATGAAGAAAGTTGCG 255
Ad01A1865 Aradu.A01 1865 p3 (TTG)S 15 4695737 4695751 TGAAGCCATGGTGTCGTTTA TCCGACACACTAACCTTCCC 248
Ad01A1868 Aradu.A01 1868 p2 (CA)6 12 4730934 4730945 AGGGTCAACTGAAAAACATGC GCAGAGGATGCATGACCTATC 258
Ad01A1873 Aradu.A01 1873 p2 (TG)6 12 4743845 4743856 AAAATGCCTTCATGTTTGCC ATTAGGTCTAGCCGTGTGGG 254
Ad01A1875 Aradu.A01 1875 p2 (TC)27 54 4747514 4747567 CGATGCCTCCTTTGTTTCCT CCATGACCGGTATTGCTTCT 210
Ad01A1877 Aradu.A01 1877 p3 (AAT)7 21 4749477 4749497 ATGGTTTTACCCTGCCCCTA TCAAATTCAAATATGCAGTAAAATCT 280
Ad01A1878 Aradu.A01 1878 ¢ (GT)6gg(T)10 24 4752631 4752654 GCCAAGGAATTAGGCGAACT TGACACACAGACACACACGG 148
Ad01A1881 Aradu.A01 1881 p2 (CA)6 12 4755431 4755442 TGCGGTACGTTGAAGAGAGT CGAAAATGTTTGAGGTGTGTG 236
Ad01A1888 Aradu.A01 1888 p3 (AAC)5 15 4768508 4768522 ATGCAGTAGCCCCACAAAAC GATTGCTGCACTGTTGCTTC 247
Ad01A1890 Aradu.A01 1890 p3 (AGA)26 78 4774526 4774603 CGACGAAGCTAATTACGTCAAA TGTTCTCTTGTCGTGTTTTCG 167
Ad01A1892 Aradu.A01 1892 ¢ (T)10attaatttty 91 4775019 4775109 ATTTCGGGAAACCCGACTAA GGGCAGAAACTCAAACCGTA 279
Ad01A1893 Aradu.A01 1893 p5 (TCTCT)5 25 4776401 4776425 TTGGATAAGAAATCGGTGCC TCTATTCCCAGCCTCACAGAA 270
Ad01A1894 Aradu.A01 1894 p4 (CATA)S 20 4777220 4777239 CAGCCACAAACATTCATCTCA CAACCGGAGCTTCATATTGTT 280
Ad01A1898 Aradu.A01 1898 ¢ (ATAA)B(AT) 36 4786698 4786733 CAAAAGGACACACGCACAAC ACCCCTCTCACCTTCCATTT 230
Ad01A1900 Aradu.A01 1900 p2 (TA)8 16 4789684 4789699 CTTTGCATGACTTGGCTTTT TGCCAGGTTTAGATTTGATGG 144
Ad01A1902 Aradu.A01 1902 p2 (AT)7 14 4800382 4800395 TTCGATCTGACTGTTTAACCTTT GAGGTAATTTGAGGTGGAATATTTTT 280
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Ad01A1903 Aradu.A01 1903 p2 (AT)6 12 4802989 4803000 GCGGGCTCTTTTTCTCTTTT AAAATTTGTAATTGGATGCTTTGA 153
Ad01A1910 Aradu.A01 1910 p2 (TA)9 18 4851432 4851449 CCTTTCACCTTACACAAAATGC CTGCGTTCAGTATTTTCAGAGG 121
Ad01A1915 Aradu.A01 1915 p3 (CAA)S 15 4872543 4872557 TCACTCACCGAAAAGTTCCC AATGAAATCTGGGAAGCGG 132
Ad01A1920 Aradu.A01 1920 p2 (AG)7 14 4888724 4888737 ACCGAAACCCCCAAGTTATC CTTCCCGAACACTTGTCCAT 104
Ad01A1927 Aradu.A01 1927 p2 (TA)6 12 4900691 4900702 CGACCGACTCATCCGTTTAT GCGGAGACTGTGAGACTGTG 280
Ad01A1935 Aradu.A01 1935 p3 (AGT)5 15 4925254 4925268 ACAGAATGCGGTCTCCAAAC TATCATGCTTCCAAGGCACA 265
Ad01A1940 Aradu.A01 1940 p2 (GT)7 14 4954474 4954487 GGGTTAGATGGGATATTGGGA GTCCGTGATATTCAACCGCT 267
Ad01A1942 Aradu.A01 1942 ¢ (T)10acctataac 43 4960890 4960932 TCGTGGAAAGCTAGACCCAC TGGCGCAAAACAATATCAGA 255
Ad01A1943 Aradu.A01 1943 ¢ (A)11gtttagatt 86 4965943 4966028 AAGGAATGAATCGAAAAAGTCAA CACGTTTTCTTTGGCTAGCTG 228
Ad01A1946 Aradu.A01 1946 p2 (AT)6 12 4968834 4968845 TTGGACCCAAATAAGTGCCT TGTTTCCCTCGACTTTCCAC 204
Ad01A1951 Aradu.A01 1951 p3 (AAT)8 24 4977612 4977635 AAACGGGTGATCTGGATCTAA ATTCTCCCAATTTTCACGCA 202
Ad01A1969 Aradu.A01 1969 p2 (AT)8 16 5009324 5009339 ACAGACATTGATATGGATACGAGA TTCATTCAGCGCACCATTTA 256
Ad01A1975 Aradu.A01 1975 p4 (TTAT)6 24 5016129 5016152 CGCTTTTTCTTTTTATCGTCG TTCAATCTTCATCACCATGTCA 220
Ad01A1979 Aradu.A01 1979 p3 (AGG)6 18 5028131 5028148 TCATCCAATCAAAACCAGCA CGATTTGGGGAGGTCAGATA 209
Ad01A1983 Aradu.A01 1983 ¢ (AT)10(AG)7e 52 5037225 5037276 GGAAAAGTCTAAGGGGCCAG AGGAAAATCGCACAAGCACT 146
Ad01A1984 Aradu.A01 1984 p2 (TA)7 14 5038321 5038334 GGAACGCATTCGTTATCATTG TGATGAGGTCCACAAAGCAC 255
Ad01A1993 Aradu.A01 1993 p2 (AT)6 12 5055614 5055625 TTGAAAGAAGCTAAAACCAAAACA GGTAATCAAGTCCAACCCGA 203
Ad01A1994 Aradu.A01 1994 p2 (AT)6 12 5056395 5056406 TTGAAAGAAGCTAAAACCAAAACA CGAACCTGAACCAAACCAAT 245
Ad01A1997 Aradu.A01 1997 p3 (GAA)6 18 5062434 5062451 CAATTGCTTTGACGGTGATG TGTGATGATGATGGTGGCTT 124
Ad01A2000 Aradu.A01 2000 p4 (AAAT)6 24 5073206 5073229 ACCCTTGACCTTTCGGATCT TCTCCCTCTCAATGTGGCTT 232
Ad01A2002 Aradu.A01 2002 p3 (CAA)S 15 5075632 5075646 AGCAGGCAGAGGCAGAAGTA CCCTTCCCCTCTGTTTCAAT 168
Ad01A2004 Aradu.A01 2004 p2 (AT)7 14 5076636 5076649 CCTATAAGATATTAGCCCTTCCATTG TTCCACAAATTGGTTCCTCT 143
Ad01A2007 Aradu.A01 2007 p3 (GAA)5 15 5083567 5083581 GGAAGAATAATCGAAATCGCA TTTTATGAACGTTAGGCGGC 224
Ad01A2008 Aradu.A01 2008 p3 (GAA)5 15 5086473 5086487 GTTAGGGGGCGTGTAGTCAA TTTTTCTTCTCGCGTTTTCG 133
Ad01A2012 Aradu.A01 2012 p2 (TG)7 14 5115198 5115211 ATGGCAATTTTCTCTGGTGG AGGAAGAAAGACGGAGAGGG 211
Ad01A2015 Aradu.A01 2015 p3 (TTA)6 18 5138592 5138609 TGCCTTTGATTCTGCAACTG TCAACGACCTATGCATGGAA 217
Ad01A2026 Aradu.A01 2026 p2 (AT)12 24 5154742 5154765 GCGAAATTTTGTCGGTGACT TTGCCAATGACCGTTTATGT 174
Ad01A2032 Aradu.A01 2032 p3 (TTC)6 18 5172539 5172556 TATTCCAATGCCCCTACCCT ATGATGATGGGGTTGGATTG 229
Ad01A2035 Aradu.A01 2035 p3 (ATG)5 15 5175887 5175901 CCTCAACGTGTTCCCAATCT GGGGTAGAAGGGTAAATGGG 194
Ad01A2037 Aradu.A01 2037 p3 (GCT)6 18 5179730 5179747 TCATCTGGGTATGCTCCATTT AGGGTCATGCAATTCACACA 278
Ad01A2039 Aradu.A01 2039 ¢ (T)11gaaatattc 81 5186079 5186159 TCACAGGAAATACCACCACATT GGTGGTTGAGTTCCTTTCATTT 275
Ad01A2042 Aradu.A01 2042 p2 (AT)7 14 5199927 5199940 TTTGATTTCTCACAAAGAAAAACA TACGCCCGAGAAAGAAGAAA 224
Ad01A2043 Aradu.A01 2043 p3 (ATT)S 15 5200421 5200435 CAGCTGAACAATGAAAATCCA AATCCATGGAACATGCACAA 172
Ad01A2045 Aradu.A01 2045 p3 (AGA)5 15 5202333 5202347 CAGGAGTCCATTGTCCTTTGA AGCTTGTGTGGCCTAATTGC 231
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Ad01A2046 Aradu.A01 2046 p2 (AT)6 12 5203198 5203209 CCCATCATGGTGTGATGAAA TTGTTTCTAAACGCACATCTAAGAG 122
Ad01A2052 Aradu.A01 2052 ¢ (AAT)15agaas 123 5223905 5224027 GCATGTGAATTTCGACTTTACC CCTCGTTGCACATGATTACG 196
Ad01A2053 Aradu.A01 2053 p3 (ATT)6 18 5224302 5224319 GGCGAAACGAACTGTTTCAT TCGTCGCAGTCTCAGGTTTA 173
Ad01A2055 Aradu.A01 2055 p2 (AT)9 18 5227067 5227084 GTCGCTTGATGCTTGTGAAA GTTATGAGTGCGTCATCCGA 219
Ad01A2056 Aradu.A01 2056 p2 (TA)9 18 5242788 5242805 TCCATAATTTTTGAAAACCACTGTT TCGTATGCAAATTTCTGCTCA 249
Ad01A2066 Aradu.A01 2066 p2 (AT)9 18 5263096 5263113 GCAAGCTAAGGGACATGCAG TCTTGTTGAGAGGGAAATGGA 265
Ad01A2069 Aradu.A01 2069 p2 (AG)6 12 5269241 5269252 TTTGAGGAGTCATAAAATTTGTAAAG GGACTGTGGTGAGCTAGCACTAA 225
Ad01A2070 Aradu.A01 2070 p2 (GA)6 12 5274215 5274226 ATCACACTATTGCTGCTGCG CTGGCACCAGCTAACAACAC 232
Ad01A2074 Aradu.A01 2074 p2 (TC)16 32 5278061 5278092 TGTCGGATTGGAAGATACCG GAGAGAATGAGAGGCGTTGC 131
Ad01A2076 Aradu.A01 2076 p2 (TA)11 22 5284620 5284641 TCCGTCATCTTGTCATATCTCG CTGCACGTGCCATTATCGTA 271
Ad01A2080 Aradu.A01 2080 p3 (TAA)5 15 5294476 5294490 GAAATCGATTGCACCTGAGT TGCTGGGGTATAGTGCCTTT 276
Ad01A2081 Aradu.A01 2081 p3 (TAA)S 15 5294664 5294678 CGATTGCACCTGAGTTTTCA TGCTGGGGTATAGTGCCTTT 271
Ad01A2087 Aradu.A01 2087 ¢ (T)1lacatatattc 121 5315522 5315642 GGATAAACCGATAAACATCTTATTGA TTGAAATTATGGACAACAATTCG 276
Ad01A2090 Aradu.A01 2090 ¢ (A)10cctttgaas 64 5333159 5333222 GCGGAAAGGTTTGTTCTTCA TTGTGATCTCCCTTATTTCTTCG 273
Ad01A2092 Aradu.A01 2092 ¢ (A)10ctaaagttt 58 5352653 5352710 GGAAACAAGAGGAAGGACGG CTTGAAAAACAATTTCTTTCCTAAAT 226
Ad01A2102 Aradu.A01 2102 p2 (TA)8 16 5377955 5377970 CCCCTTCTCTTAGCCACTGA TTCTTTTTGTCATATGTACTTCAATTC 219
Ad01A2109 Aradu.A01 2109 p2 (TA)6 12 5389182 5389193 CAGAAATTTTTGTCAATTTATGACTTT GGAAGGAGGGGGATAATAATG 280
Ad01A2116 Aradu.A01 2116 p3 (TAT)20 60 5406027 5406086 AAAATCGCAAATAGAATAACTTCTCA TTTGTCTTTTACACAAATACCAAATAA 262
Ad01A2123 Aradu.A01 2123 p3 (AAT)8 24 5434654 5434677 TAGCATCACCATCATTTGCC AGCCCAGAAACACTCCTCAA 233
Ad01A2125 Aradu.A01 2125 ¢ (A)10tcctttttaa 43 5436406 5436448 CTAACATTGCCCAATTCCCA TTTTTGAAAAGAAGAATATTGTATGC 242
Ad01A2131 Aradu.A01 2131 p2 (TA)7 14 5443515 5443528 CAGCTGATCCCAAATTGGTT AGAAATGAACGGAGCATTGG 237
Ad01A2142 Aradu.A01 2142 p2 (AG)6 12 5476245 5476256 CTATTCGTGGGTGGGAAATG CTGGATGGTGTGCAGTGTTT 153
Ad01A2143 Aradu.A01 2143 p2 (TA)6 12 5478569 5478580 AGGCAACAGAGTAGCAAATCG TGCATTATCAATTACACAAGTCACA 264
Ad01A2144 Aradu.A01 2144 p3 (TTC)6 18 5481193 5481210 CTCCATTTTCACCACCACCT GGCGAGACCAATTATCGAAG 196
Ad01A2153 Aradu.A01 2153 p3 (CAT)5 15 5505181 5505195 TCGGCTAGCTTCCCTTTGTA CAGAGCAACCTCAAAGAAATGA 271
Ad01A2154 Aradu.A01 2154 p3 (TTA)7 21 5506316 5506336 GCGTACAACAGAACATTTGGA GAAAAATGCACCAAAAACTAAGC 241
Ad01A2156 Aradu.A01 2156 p4 (TCAC)5 20 5515179 5515198 CTTTGTGGAGTTGCTGTTGG TAGTGGTGGAGGCATGATGA 198
Ad01A2158 Aradu.A01 2158 p2 (GA)6 12 5515863 5515874 CCACGTCAAAAGAGTGTTGC CGGATCCACTAGCGGTAAAA 273
Ad01A2160 Aradu.A01 2160 p3 (AAT)5 15 5516384 5516398 TTGCCGTTTAAATTGATTCAG TGAATCCCTCTTGAGAATTGG 252
Ad01A2170 Aradu.A01 2170 p3 (TTA)16 48 5538258 5538305 CCTCTGGGCAAAAAGTTGTC CATATTGAAAGCCACCATTGTC 166
Ad01A2172 Aradu.A01 2172 p2 (TC)6 12 5543620 5543631 ACCTCCACCACACCAAAAAG GAAGAATGGAGGGAGGAAGG 107
Ad01A2173 Aradu.A01 2173 p3 (CCT)5 15 5544067 5544081 CCCAGACTACCTCCCTCCAC AGTGGAAGTTTTCGGGGTTT 269
Ad01A2175 Aradu.A01 2175 p2 (AT)6 12 5567352 5567363 CGCGTATGCATAATAACCAAA AACGACCATGACGATGACAA 263
Ad01A2178 Aradu.A01 2178 p3 (TGT)5 15 5590170 5590184 CCATTGAATCCAAACCCATC CAAAAATGGCACTTCAGGGT 272



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A2179 Aradu.A01 2179 p3 (TAG)7 21 5590845 5590865 TCATAAAGAAAAGGGTGGCG CGTGGAGACAAACCACTGAA 192
Ad01A2188 Aradu.A01 2188 p3 (ATG)5 15 5600044 5600058 TGCAAGAGCCATAAATGCAG CAAACATGGTTGCTTTGGAA 242
Ad01A2189 Aradu.A01 2189 p5 (ATTAT)7 35 5600396 5600430 TCCACATGGGATTCACACAC TCCATAGCACAAGTCACCAAA 230
Ad01A2190 Aradu.A01 2190 p2 (TA)9 18 5601099 5601116 GCCGAGCTTGAGTTTGGATA CAAGTTCGGCTCACGAAAAT 240
Ad01A2191 Aradu.A01 2191 p5 (TTATA)6 30 5601438 5601467 TTTGTGTTCTTAAGATAGAAATTAGCA TCTAATTGCTCCATTTTAATGTGTT 240
Ad01A2197 Aradu.A01 2197 p2 (AT)7 14 5616749 5616762 GATCTTAAGAATCAAAGAAAAGAAAAA AAAATGAGGTGGTGCGAGAC 262
Ad01A2203 Aradu.A01 2203 p3 (TAT)10 30 5634109 5634138 GGCCAAAGCAAGAAGAAAGA CATTTGTTTGAGGGGACCAC 133
Ad01A2211 Aradu.A01 2211 p3 (TTA)S 15 5659179 5659193 GGTTATTATTTTTCGTCTTTCTTGTTG CGTGTTGGCTGAAAAATCAA 134
Ad01A2212 Aradu.A01 2212 p3 (GAA)15 45 5676991 5677035 CGCCGTTTATACCGTCAACT CCGTTTCTCATATCCATGTGC 215
Ad01A2214 Aradu.A01 2214 p2 (CT)22 44 5677850 5677893 AATTCAAACCGCGAACTGTC CAATGGCAGTAGTGGCAGAA 252
Ad01A2220 Aradu.A01 2220 p3 (AAC)9 27 5688620 5688646 GGTCCAGGCAGTATGCTCTC ATGAGCCTGGATGCATGATT 241
Ad01A2226 Aradu.A01 2226 p2 (TA)9 18 5702745 5702762 CTTCTTTCACCTTGGGAGGA GACACAGACATGTCATAAAATAGACAA 280
Ad01A2231 Aradu.A01 2231 p2 (TA)6 12 5707088 5707099 TTTGTTTCGTCTTTATTTGTTTCTG CGCGAATACCCATCCATATC 264
Ad01A2235 Aradu.A01 2235 p2 (TC)15 30 5713059 5713088 CAAGCCACTTCCAACCCTAA CGGAATCGTCAACCTTCTCT 163
Ad01A2242 Aradu.A01 2242 p3 (AAG)5 15 5735664 5735678 TGAAGATGAAACACGCGAAG ACACGCACGTTATTCAACCA 195
Ad01A2245 Aradu.A01 2245 p2 (AG)6 12 5739704 5739715 TTGGATCTGCAGTTGCTCTG TTTACACCCTCATAATCCCTTG 193
Ad01A2246 Aradu.A01 2246 p2 (AT)7 14 5740359 5740372 GAGGGTGTGGAATTTGCAGT TGCATATGCTTGAGTTCCATTC 186
Ad01A2247 Aradu.A01 2247 ¢ (T)12gtttgataai 65 5742405 5742469 TGGAAGAAATGAGCAAGGCT GACCGGATTAATTGGGGATT 278
Ad01A2249 Aradu.A01 2249 p3 (TTA)S 15 5746571 5746585 CCGTCAATGAAAAGTCTTGTAAA ATCATGTCGTCAATCGTCCA 200
Ad01A2251 Aradu.A01 2251 p3 (TTA)6 18 5750481 5750498 GCCCTCCTGTTATCGATTTG TCATGGTTGCACTTCATGGT 158
Ad01A2252 Aradu.A01 2252 p2 (TA)11 22 5751878 5751899 CGACAGAAAGAAAAGGAACACA CTTTCATGGATTGCCCCTAA 216
Ad01A2253 Aradu.A01 2253 p3 (CTT)5 15 5756876 5756890 GAAACAAAATAGCATGCGCC AACGAACCACCGTCAAGTTC 163
Ad01A2255 Aradu.A01 2255 p2 (AG)6 12 5760949 5760960 TATCCTTATGCCTTGGGCAC CGCAAAGGAGGCTTTTGTAG 183
Ad01A2256 Aradu.A01 2256 p2 (TC)6 12 5761144 5761155 CTACAAAAGCCTCCTTTGCG AGGAAACCGAATTCACCTCC 188
Ad01A2260 Aradu.A01 2260 p2 (AG)7 14 5771094 5771107 TGATTTGAAAAGGGTAGTGCAA TGGTGGTGGCGACATATCTA 103
Ad01A2261 Aradu.A01 2261 p2 (AG)8 16 5775674 5775689 TCGAGGAAGAAGTGAGGGAA TAGTTTGGTGGAGGACTGCC 112
Ad01A2266 Aradu.A01 2266 p3 (GAT)5 15 5789030 5789044 GTGAAGCTCAAAGGCAAAGG GGTTGTGACTTGGTCTCGGT 230
Ad01A2267 Aradu.A01 2267 p3 (TTC)5 15 5826805 5826819 ACACCACTTCTCCCCCTCTT TCTCTCCATCTCCCATGACC 245
Ad01A2269 Aradu.A01 2269 p3 (TGT)5 15 5846578 5846592 TGCTATCCCTCTCTGAATGGTT ATCTCGAGGGACAACATTGG 280
Ad01A2272 Aradu.A01 2272 p3 (TAT)7 21 5850282 5850302 TGAAAAGAAAGTTATGCACCGA GCTCGAGAGAGACAGCCACT 110
Ad01A2274 Aradu.A01 2274 p2 (AT)7 14 5854184 5854197 CAGACGCAATCCAAACAGAA GAGGGTTTTGTGGACATGCT 240
Ad01A2276 Aradu.A01 2276 p3 (AAT)5 15 5855523 5855537 TTACTTGGACCCCACACACC TGGTGGTGTCTTCTTACCCC 270
Ad01A2280 Aradu.A01 2280 p2 (AT)11 22 5860470 5860491 CCAAACATAAACATACCCTCACTG TTATGTGTCCCTCCACATCG 153
Ad01A2281 Aradu.A01 2281 p3 (ATT)6 18 5861939 5861956 ACCGTAAACAAACGAAGCCA CGTTCATATAAGATCCAACAATCC 214



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A2286 Aradu.A01 2286 p2 (AT)8 16 5871807 5871822 TCATTGTTTTCCTTATGGTGGA AACAATTTTCAGTTTGGCGG 275
Ad01A2288 Aradu.A01 2288 p2 (TA)6 12 5879069 5879080 TCCACCAATTTGAAACCTAACA TTGTCCCTATTCTCAATGTCCA 260
Ad01A2289 Aradu.A01 2289 p2 (AT)9 18 5882275 5882292 GACGCTTTTTAAGATGTGTTGC TTGCTATTCAAAGTGTGAGTCCT 215
Ad01A2290 Aradu.A01 2290 p2 (TA)9 18 5882466 5882483 TTTCTTTCTCTATACCATTTCAATCTG AAATTTTTAGCGTGCAAGTGA 276
Ad01A2293 Aradu.A01 2293 p2 (TA)6 12 5885701 5885712 AACAAGAATTAGGCAAAGAAGCA CAAGCCCAAATTCAAAATTCA 272
Ad01A2295 Aradu.A01 2295 p3 (GAG)9 27 5896525 5896551 AATCACAATGGGCTGAGAGG GCAAGGAAGAATGCTCAGGA 153
Ad01A2302 Aradu.A01 2302 p4 (TTAT)S 20 5912414 5912433 AAGCAAGTAGTCTTTGATCTTCCA TGCAAATCAATAATATCACTATCACAA 238
Ad01A2305 Aradu.A01 2305 p2 (TC)6 12 5913856 5913867 CACACAACACTTGCATTGCC AAAGTGGGGTACCTGCTGTG 222
Ad01A2312 Aradu.A01 2312 ¢ (TCC)5ctettett 104 5928005 5928108 TCTCCAATGTTTGTATCCCACA CGGCTTTTTCTTCTTCATCTTC 261
Ad01A2313 Aradu.A01 2313 ¢ (AAG)5cagcae 41 5929697 5929737 GAATGTAGGTTCATCCTCTTCCA AGACATTTCAATGTATTTGTATTCTGA 263
Ad01A2314 Aradu.A01 2314 ¢ (TTC)btttgtttgn 124 5929971 5930094 TCATAATTTTTCTAGTAATTTTGCAGC TCCTCCTCCTCATCTTTTGC 200
Ad01A2315 Aradu.A01 2315 ¢ (A)10gaagaac¢ 102 5930624 5930725 CCAATGAGAAAAGGAGGAGG TTTCTGTCCCTTGCTCCACT 262
Ad01A2316 Aradu.A01 2316 p3 (TTA)S 15 5933943 5933957 GTTCCTCTCATCGGCTCTTG GTGGGCTCGATTTACGAGAA 251
Ad01A2317 Aradu.A01 2317 p3 (ATT)6 18 5937383 5937400 TGTGGAAGCACGTAATGAGG AAGCTATAGGTTTTACTGGCTCACA 109
Ad01A2320 Aradu.A01 2320 p6 (GGTTTT)5 30 5941736 5941765 GCAGATCTCGCAAGAAGGAC CTCGTTGTCGCTCAAGCTC 234
Ad01A2324 Aradu.A01 2324 p2 (TA)8 16 5949919 5949934 GATTGGTCATCTGCATTTCG CGGATATTATCATGGATACAAAACA 252
Ad01A2327 Aradu.A01 2327 p3 (AAT)7 21 5958110 5958130 ACACTTGCATGGTTTGGTCA CCCATTAGAACAGGCCCAAT 274
Ad01A2333 Aradu.A01 2333 ¢ (A)15ttcaatccg 93 5978870 5978962 TTATCTCAAAAGACAACGAGGC GTGAATACCACATCCGACCC 235
Ad01A2336 Aradu.A01 2336 p2 (TA)8 16 5993496 5993511 GCCTTTTGCACGTCTTCTGT AAATTAAAAGCGCAACGCTC 212
Ad01A2338 Aradu.A01 2338 p2 (TA)7 14 5997766 5997779 TGCTACCTTCGACCATGTCA AAAAAGACTTCAGCGATCAAATA 251
Ad01A2339 Aradu.A01 2339 p3 (TTG)5 15 5999504 5999518 CCCCTACTCCACCCCTTTTA CCCACATTGGAAGTTGCTCT 227
Ad01A2341 Aradu.A01 2341 p4 (AGTG)7 28 6001494 6001521 GGAAAGGGAAAGGAGGAAAC TCTCCTCCCACCTCTCCATA 198
Ad01A2343 Aradu.A01 2343 ¢ (A)l4tgacaattt 67 6004396 6004462 CAGTGTGCAATAAAACTCAGTCG TTTTAGTTCCGTCCCTCGTTT 222
Ad01A2349 Aradu.A01 2349 p2 (AT)6 12 6014742 6014753 ACTCATGTCCAGCCGACTTT AACATCGAGTAAACTATCCAGCAA 270
Ad01A2350 Aradu.A01 2350 p2 (CA)6 12 6018941 6018952 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277
Ad01A2354 Aradu.A01 2354 p2 (AT)6 12 6028107 6028118 TGACGTGAATGTGGAGCTGT CTTTGCTCAGACACAACAAAAA 258
Ad01A2361 Aradu.A01 2361 c (AAG)5tgcage 150 6037667 6037816 GAGAAAGAGAAGGCAAGAAACG ACTGCACGTTTTCACTGCAC 201
Ad01A2362 Aradu.A01 2362 p3 (AAG)5 15 6037921 6037935 AGTGCAGTGAAAACGTGCAG AATTCGTCAAAGATCGGAACA 261
Ad01A2365 Aradu.A01 2365 p3 (ACA)6 18 6044792 6044809 CGCCTTACAAATACAAATAAAAGGA GTAGCGGAGCCCACCTAGTA 270
Ad01A2366 Aradu.A01 2366 p2 (TA)6 12 6055509 6055520 GTGCATGCAAACCAACCATA AAAAACAAAAGCGTCACTGC 116
Ad01A2369 Aradu.A01 2369 p3 (TGA)? 21 6060816 6060836 ACACATTGGAGGGCTACCTG CTCAGGCTTCCATATCAGCAG 258
Ad01A2370 Aradu.A01 2370 p2 (GA)6 12 6064185 6064196 TGGCCAAAAAGGTAACCAAA CGCAGCTACACCCTCTTCTC 277
Ad01A2371 Aradu.A01 2371 c (M1o(A)11 21 6064348 6064368 GGGGAATTCTGGGGTTAAAA CCCTTTTCACCATTCTCACTTC 238
Ad01A2380 Aradu.A01 2380 p3 (AAG)5 15 6105355 6105369 AAGAGGGATCGTTTAGCGGT CCCTCTTCTTTTTCAACCCC 224
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Ad01A2388 Aradu.A01 2388 p3 (ATT)S 15 6115660 6115674 ACCACGTGATCAATTTGGAA AACAGAAATTGCTGCTGCCT 274
Ad01A2391 Aradu.A01 2391 p4 (AAAT)5 20 6122909 6122928 TGGTGAAGAGTTGTTTTTGAATG TGCAACATACACACTTGCATTG 233
Ad01A2399 Aradu.A01 2399 p3 (ATT)S 15 6143418 6143432 CAACACAAGTGATGTTGGTGTG TGTTTGAAGGATTTTCTGAGCA 280
Ad01A2404 Aradu.A01 2404 p2 (TA)6 12 6159066 6159077 AGCATTGTCAATTAGTAGTATGCG AAGAGAAAGAAAATGGAAGCTAAA 224
Ad01A2405 Aradu.A01 2405 c* (TTA)5(TA)6* 25 6160543 6160567 TGGTAGGGACGAAATTGAAAA AAAAAGCACATCCAAATCACTTT 264
Ad01A2407 Aradu.A01 2407 p2 (GMe6 12 6166116 6166127 AGTAAGGCCAGGTTTTGGGT ACCAAGCAATAGGGCACAAC 204
Ad01A2411 Aradu.A01 2411 p3 (TTA)S 15 6183070 6183084 AAAAACGAATAAATGGTAATCGG AAGGTTAGGAACCTATTTGTCCTTT 270
Ad01A2413 Aradu.A01 2413 ¢ (T)10ggtaaaaa 202 6189872 6190073 GATTTGGAATTAAAATCTAGGGTTC TGCCTCCAAGGAATTGCTAA 270
Ad01A2419 Aradu.A01 2419 p2 (CT)18 36 6197579 6197614 AATTGCATCACCAAAATCCC TTTCTTGAACCCCTTTTGGA 265
Ad01A2420 Aradu.A01 2420 p2 (AT)6 12 6205762 6205773 TTGTCGACATGCATCTTTCA GCGGAATTCATTTTGTTCTCA 277
Ad01A2422 Aradu.A01 2422 p4 (TTTA)S 20 6208211 6208230 CACGAGATGGCAATATGGAA TAAGAGGCCAAGTGTCAGCA 114
Ad01A2434 Aradu.A01 2434 p3 (ATG)5 15 6229624 6229638 CACAAATGACCCATATGCCC ACCGAAATTACCGTGGGAGT 254
Ad01A2439 Aradu.A01 2439 p3 (AAT)5 15 6242414 6242428 CCGGTTTTGATATTTTTGCTT TCTGTGCATATATACCGTGCTT 175
Ad01A2440 Aradu.A01 2440 c (A)11tttttttattg 77 6242984 6243060 GATTGGTTAGCCCTCTGTCAA CACAGCCTTTTCTCTCCATGT 280
Ad01A2442 Aradu.A01 2442 p2 (AT)11 22 6245657 6245678 ACTCGACAAATTCGGTTTGC ATTGACCCTGCGATGTAAGG 168
Ad01A2443 Aradu.A01 2443 p3 (CTT)5 15 6247309 6247323 AAAGGTCTCTGCCAATGTCG TGTCGCCATCTGAGAAACAG 230
Ad01A2449 Aradu.A01 2449 ¢ (TG)7(TA)11 36 6271855 6271890 CCCTTTTGCAACCAACATTT TGCAATTCTCTAGTCAATGCAAA 256
Ad01A2450 Aradu.A01 2450 p4 (TAAA)S 20 6273288 6273307 GCACACCAAATGTATGGAAAAA GGCGATTTTAAACTGCCGTA 248
Ad01A2451 Aradu.A01 2451 ¢ (TC)6ttgttttcct 78 6276517 6276594 CATATCCCTCCGCACATTTT GCAAGGTGGATTATGCGACT 227
Ad01A2453 Aradu.A01 2453 p3 (TTA)S 15 6279778 6279792 CTGGCAAACAATTGGGAACT TGACCTTGCTAAAGGATTGAAA 111
Ad01A2455 Aradu.A01 2455 p3 (CCA)6 18 6282293 6282310 TCACAATTCCGCTAACACCA CCATCAGCATCACACACTTG 206
Ad01A2456 Aradu.A01 2456 ¢ (A)10tcctaaaat 34 6283984 6284017 GCCACAGGCAGAAAAGTCAT AGTGAGTGGGACTGTGGGAC 248
Ad01A2459 Aradu.A01 2459 p3 (TCT)5 15 6290858 6290872 GTAGTTATCGGGAGGGGGAC AGAAGCAGAAGCAGAGGCAG 193
Ad01A2468 Aradu.A01 2468 p2 (AT)9 18 6303393 6303410 CCTACCGTGCAAGCCATACT CCATCTCATCCACCCTCCTA 206
Ad01A2469 Aradu.A01 2469 p3 (TTG)7 21 6303619 6303639 TGATCCATGTGTCCAACTCC CAACGTTCCACCCTGTTCTT 243
Ad01A2481 Aradu.A01 2481 p2 (TC)6 12 6342941 6342952 TACAACTCATTTGCGTGCCT AGGTTGAAGTGTGTTACGTGCT 220
Ad01A2483 Aradu.A01 2483 p3 (CAT)5 15 6350257 6350271 GCGGGGTCAGATTGAGATTA CGCATACCTCTATTTCCCGA 219
Ad01A2487 Aradu.A01 2487 ¢ (T)17aaaaaaaa 188 6365506 6365693 AACATGAAATCGACCCTCCTT CGGATCGAGCGATTTAGAAC 280
Ad01A2488 Aradu.A01 2488 p2 (AT)7 14 6366452 6366465 TTTCCGTGATGATAACACCTTC TTCAGAATGGCAAAATCTTCCT 218
Ad01A2489 Aradu.A01 2489 p2 (TA)9 18 6366676 6366693 GAAGGAAGATTTTGCCATTCTG TCGACGTATCGTGTCGTGTT 212
Ad01A2490 Aradu.A01 2490 p3 (TTC)5 15 6367092 6367106 CCATCATCTGCAAACACCAC CCGTTCTTGATTCTCTGCGT 111
Ad01A2491 Aradu.A01 2491 ¢ (ATT)6aacaatt 51 6370587 6370637 GATCCGGTTCGATTTTCAGA TTCAACTTACCATTTCTCTATCCA 269
Ad01A2493 Aradu.A01 2493 p2 (TC)6 12 6380573 6380584 CTTGGCAGCTGTACCAGGAT TTGTGTGTCACTTTCTGCCC 204
Ad01A2495 Aradu.A01 2495 p3 (ATT)24 72 6386143 6386214 GCCATTTCCAAATGCACATA TAGCGCACATGCTCAGAGTC 191



1D Chromosome SSRnr. SSRtype SSR Size Start FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A2498 Aradu.A01 2498 p2 (TA)7 14 6400043 6400056 GATCCGGTTCGATTTTCAGA TGTAGCATTGCTCATATTCTAATTCA 277
Ad01A2508 Aradu.A01 2508 p3 (GTG)5 15 6431290 6431304 TTAGGGAAGGACAAGCCAAA CTAGCACTAGAACCACCGGC 205
Ad01A2509 Aradu.A01 2509 p2 (TA)6 12 6431600 6431611 TGGCAAATTTATTTTCTGACGA TTAGATGAACACCCCCTCCC 193
Ad01A2510 Aradu.A01 2510 p2 (TA)6 12 6433574 6433585 TGGCATCTTGTTTTTCGTGA AAAAATGGTATGTTCGTGAAGGA 272
Ad01A2511 Aradu.A01 2511 p2 (TA)7 14 6433752 6433765 CACGTGCACTCCATCATTTT AAGAAGCAAAGCATGTGAATGA 211
Ad01A2512 Aradu.A01 2512 p3 (TTA)6 18 6434353 6434370 TATCATAATGCACCCGCAAA TCTTCATCGAGAAATTAGGAAGAAA 252
Ad01A2514 Aradu.A01 2514 p3 (ATA)S 15 6444352 6444366 AGCTTTATAGGCTTGGCCCT GCTGCATGCTTTGGACACTA 157
Ad01A2521 Aradu.A01 2521 p3 (ACA)7 21 6460072 6460092 TCCTGCAGCAAAATAAAATCG GGGACAAATCCGTCCAGTTA 268
Ad01A2524 Aradu.A01 2524 p2 (TC)18 36 6469080 6469115 TGCCGAGTCCCTTTTCTCTA TCATGCATGCCTATTTCCAA 248
Ad01A2525 Aradu.A01 2525 p2 (CT6 12 6475078 6475089 TCGCTGCTTATCCCATTACC CGTCATATTTACAATTACCGCC 198
Ad01A2527 Aradu.A01 2527 p2 (AT)8 16 6478457 6478472 AATTAATGTTTGTGGGCGTG ATACGCGTGAACACAACGAG 226
Ad01A2530 Aradu.A01 2530 p2 (TA)6 12 6485144 6485155 CTCACGCAAACTGCCACTAA GCCAAAAATCAGTCATTTGTTCA 203
Ad01A2531 Aradu.A01 2531 p3 (TTC)5 15 6485375 6485389 TGTTTGAAGGATTTTCTGAGCA CAAGTGATGTTGGTGTGAATCC 278
Ad01A2532 Aradu.A01 2532 p3 (ATC)5 15 6488297 6488311 TTTTCCTTGTCAAGTTGGGC ATGGTTATGGTGGCTGTGGT 163
Ad01A2533 Aradu.A01 2533 p3 (TGT)5 15 6490086 6490100 GGGTTTGAGGAATGTTTTGG TCTACCACCATTTTCGGGTC 245
Ad01A2534 Aradu.A01 2534 p2 (TA)9 18 6490655 6490672 ATTTCCAGGAATGGTACCCC CACACCAGGACAAACACAGG 211
Ad01A2535 Aradu.A01 2535 p3 (ATC)6 18 6492387 6492404 GCCAATAACCTGTTTGCATTC CCCAGATTGGTTTCTAATTTCC 256
Ad01A2537 Aradu.A01 2537 p2 (AT)6 12 6501437 6501448 TGACTTTTAAGTTCATTTTGCATAGG TAATGCGGCAGTGATAGCTC 275
Ad01A2539 Aradu.A01 2539 ¢ (A)10gcccaaa: 98 6504210 6504307 TGGTTATTTTCAACATATGAACTCAA CATGCCATCTTTTTGCGAC 233
Ad01A2540 Aradu.A01 2540 p4 (AAAT)5 20 6506187 6506206 AAAATATGCATGAGGTGCCC TCGTTTACGATCCGTTGAAA 209
Ad01A2541 Aradu.A01 2541 p2 (TA)7 14 6511238 6511251 GAGGGATTTGGTGTGCAACT AGGTGTTTTGAGCCCCTTTT 187
Ad01A2543 Aradu.A01 2543 p2 cn7 14 6516232 6516245 TAGTATGCAAAGGGTTGGGC AAGCACCGTAGCCTCCTGTA 257
Ad01A2544 Aradu.A01 2544 p3 (ATT)13 39 6516938 6516976 CCCTAACCCAAGGTTTGTGA CTCTCCCCTGATTACCACCA 262
Ad01A2548 Aradu.A01 2548 p2 (CT)16 32 6522391 6522422 CTGAAGCCCATCTTTCTTCG GTCGCTGAAACTGGGAGAAG 275
Ad01A2550 Aradu.A01 2550 p2 (TA)7 14 6522993 6523006 TCTGAAGAGTTGCTTGGCCT ACACTTCAAACAAACGCACC 196
Ad01A2551 Aradu.A01 2551 p2 (AT)9 18 6525622 6525639 CAGTATTGGTAATGGTGAAAGGC GAAACCTCATGAGAACTCCCC 278
Ad01A2552 Aradu.A01 2552 p2 (AT)6 12 6526157 6526168 CCACAATGGATAACGGGAAC TTGGAGACATGATCTTTGGAGA 210
Ad01A2553 Aradu.A01 2553 p3 (TTA)14 42 6536296 6536337 GTCCAGAACCGAATCTTCCA GTACCTCCAGCGATCGAAAG 273
Ad01A2555 Aradu.A01 2555 p4 (ATGT)5 20 6539969 6539988 TTTGCCAATTATTGATGGGA TCACTCTTGCAGTTGCCTCA 248
Ad01A2556 Aradu.A01 2556 ¢ (CTT)7caaatgt 141 6540312 6540452 CAACTATGACTTTCTTCCCCAA GGGCCCCATTTCCCTATAC 270
Ad01A2557 Aradu.A01 2557 p2 (TA)6 12 6540613 6540624 GCCCGAAAAGAAAGACAAAA TTTTGGTTCAATACAATTTCCTTT 189
Ad01A2561 Aradu.A01 2561 p2 (CTM8 16 6549921 6549936 CAGAAAACACAACACCCCCT AGGGAAGTGACGACGAGAGA 236
Ad01A2562 Aradu.A01 2562 p3 (AAT)S 15 6553368 6553382 CAAAAACCACATGAAATGCG GAAGCCTTTGGGGACTGACT 128
Ad01A2564 Aradu.A01 2564 p3 (ATC)6 18 6559903 6559920 ATGGGTCCTAAAAACGGTCC TTGCTTTTGGTGTAAAATTGC 240
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Ad01A2570 Aradu.A01 2570 ¢ (A)12cacaaatte 47 6570329 6570375 GCTCCACAAAACATGGCATA GGAGGGACAATGAGGTTTGA 249
Ad01A2581 Aradu.A01 2581 p2 (TC)6 12 6596814 6596825 TCCGAACCTCACATTCTTCC TGGAGGGTTTGTAATCGGAG 216
Ad01A2586 Aradu.A01 2586 p2 (AT)8 16 6603201 6603216 GGTGACTATGAGTGTCTCGGC GGTGTGTGTTGTGGTGTCACT 249
Ad01A2588 Aradu.A01 2588 p2 (TA)8 16 6605299 6605314 ACAAGCTCCAGGCTTCTTCA GTGGAAAATGGTACAAGGGG 193
Ad01A2589 Aradu.A01 2589 p2 (AT)8 16 6606344 6606359 TTAGAGTGCGTTTGGAAGCA CACGATCATCTGTGTTAAACTTTTT 121
Ad01A2590 Aradu.A01 2590 p3 (AAT)7 21 6606927 6606947 GATCACTTTACGAGGCTAAAAAGTT TCAAATCAAATAACGCATGGA 277
Ad01A2591 Aradu.A01 2591 p3 (TTC)5 15 6611104 6611118 TGGCAGTGTGTGAAGGAGAG CCATGTTTAAGAAAGGCCCA 263
Ad01A2592 Aradu.A01 2592 p2 (CT6 12 6611771 6611782 TGGGGGAGTTCTTGCTATTG GGAATTCACGTGGGAACAAC 269
Ad01A2595 Aradu.A01 2595 ¢ (T)10caatgaaal 44 6618998 6619041 TCCGCCATAAACGGATTTAG GCTATAACAGATGCGCACAAA 190
Ad01A2596 Aradu.A01 2596 p3 (ATC)6 18 6619274 6619291 TGTGCGCATCTGTTATAGCC CGACGATAACGATAACAACGA 232
Ad01A2600 Aradu.A01 2600 ¢ (A)11ttt(A)10 24 6626125 6626148 TCGATGTCAATATGTTGCTCAAT AGGCAACACCTAGCCTTTCA 197
Ad01A2601 Aradu.A01 2601 c (TCC)5tcgaatt 99 6627623 6627721 TCCTCCCTTTCTCTTCCGTT TGGATCCAACAATGTCATCAA 264
Ad01A2602 Aradu.A01 2602 ¢ (CAA)Staattca 54 6628513 6628566 TCTCAACCATGGATGCATTT AAAGCTGACCTTGAACTGCC 252
Ad01A2603 Aradu.A01 2603 p3 (AAT)16 48 6631191 6631238 TTTGCCCTCCACCTATTGAC TGCATAGCATTTTTCCAATGA 274
Ad01A2604 Aradu.A01 2604 p3 (AGG)5 15 6633205 6633219 TTCTTTCATGGTGGTGGTGA CCCGTTACACATTCAAACGA 155
Ad01A2609 Aradu.A01 2609 p2 (TA)8 16 6645182 6645197 TTGGAATTAAAGAATTGGTAGGTTG TGGCTAAGTTTACTGCATTCCA 257
Ad01A2611 Aradu.A01 2611 ¢ (A)10cttaaaaac 85 6652556 6652640 TTGCCAATGATGGATGCTTA TTCGAATTCTAAGGGTAGTGCTT 238
Ad01A2613 Aradu.A01 2613 p5 (TATTT)7 35 6653672 6653706 AAAATAAAGAGGGAACGGAAGG CTGGGGAAGATTTCTGGTGA 199
Ad01A2615 Aradu.A01 2615 p3 (AAG)5 15 6670608 6670622 TGCAAGCCATCTTCACAAAG TGCGGAATTGGTCTATAGGG 117
Ad01A2621 Aradu.A01 2621 c (A)13cagttctge 122 6683705 6683826 TTTCTCTGAAAAACCCCCGT GCACAGACGGAAAAGAGAGG 233
Ad01A2622 Aradu.A01 2622 p3 (TTA)S 15 6686252 6686266 GAAAACTCGGCAAGCAAAAG GAGGTCCAACTGCTGCTCTC 246
Ad01A2624 Aradu.A01 2624 ¢ (AT)9gaatcatc 129 6693505 6693633 TTCTCTCTCTCTTTCTTTCTTCGC CGTGCTGATAACGTGTTGTG 181
Ad01A2625 Aradu.A01 2625 ¢ (TA)7ttacaatat 123 6698550 6698672 GGGTCTCACACATATGATGCAC TCCAAGGATCCTGTTGTGAA 214
Ad01A2629 Aradu.A01 2629 p3 (TAT)6 18 6712957 6712974 TCTTTTTCCACCAGAAACCG GCTTTGCAACGCTAACACAA 238
Ad01A2631 Aradu.A01 2631 p3 (CTT)20 60 6716676 6716735 ATAAAATAACGCCGCACCAC GAAGCTCCGGTTTGTTGAAG 235
Ad01A2641 Aradu.A01 2641 p3 (TAT)8 24 6740947 6740970 TTTTTCTCACTCACAAAATCTCC GCCACAAATCATAATTTTTAAACC 164
Ad01A2646 Aradu.A01 2646 p3 (ACA)6 18 6755044 6755061 TTCATCTGTTATTTAGCGTTTTCAA GGAAGGTGGATGAGATGGAA 246
Ad01A2650 Aradu.A01 2650 p2 (AC)6 12 6769368 6769379 GGAGGTAATATGCCGAAATCC CCCCACCTCATTATGTTCTTT 280
Ad01A2651 Aradu.A01 2651 p2 (AT)7 14 6771996 6772009 CCATCGTTAACGTGATTTGG TTTTTGACTGATCACTTCTTAGTTTCA 259
Ad01A2653 Aradu.A01 2653 p2 (AT)7 14 6773988 6774001 GCATGTGAACACACAAGTTGC TTTTTCAAATTCGATCCGAG 211
Ad01A2657 Aradu.A01 2657 p2 (TA)9 18 6779482 6779499 TTGACGACGAAAGAAAACGA CAGCGTTACACACTTACACACG 274
Ad01A2664 Aradu.A01 2664 p3 (ATT)7 21 6791793 6791813 TGGAATTTGGCTTGCTTTTC GCAGATTAGCAGTGTGGCAA 119
Ad01A2665 Aradu.A01 2665 p2 (TAY7 14 6798045 6798058 CGTTGAGCTCAGGATTGTTG AAAGTACATGCATTTGCACACA 250
Ad01A2668 Aradu.A01 2668 p3 (TTC)5 15 6806668 6806682 GAAGGACCACGGTAAGGTGA ACCACCACCATAGCTCCAAG 125
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Ad01A2673 Aradu.A01 2673 p3 (TTG)8 24 6824381 6824404 CATGCATGATGAACACACCA TGCAACATGTTTGGGACAGT 225
Ad01A2676 Aradu.A01 2676 p2 (TA)6 12 6830482 6830493 CCAAAATTAGATCTTGGGAGTCA CCCTTTTGACAACACAAACA 279
Ad01A2678 Aradu.A01 2678 p3 (TGG)9 27 6839037 6839063 TGGGGGTTACAGTGAGGG TTTTCACCTTCCTCACCCAC 218
Ad01A2684 Aradu.A01 2684 p4 (ATTT)5 20 6849621 6849640 TTACTCGTCCCAAGTCCCAG TCGGATTAAGGGTGTTTTGG 201
Ad01A2687 Aradu.A01 2687 p2 (AC)7 14 6854352 6854365 GCATAATCTATGTTGTGGGCAA TAATGTCGCTGGCATGTTGT 163
Ad01A2691 Aradu.A01 2691 p3 (TAT)20 60 6885692 6885751 TGGATTCCTAATGGCAGGAC TTGCTCAGATGCTTATTAGCTGAC 181
Ad01A2694 Aradu.A01 2694 p2 (TA)6 12 6899942 6899953 ATCAATACATGCCGCCCTAT CCAAGACAAGGGAAAGATAAAGG 279
Ad01A2698 Aradu.A01 2698 p2 (TA)8 16 6904343 6904358 TCCGAAACAATAGCATCCTT TGATGTTCAATTTTTCACTCAATTT 261
Ad01A2703 Aradu.A01 2703 p3 (ATA)S 15 6912213 6912227 TGCGACATGCATCGTGTATT ACTCCTTGGCCACTGTCATC 245
Ad01A2706 Aradu.A01 2706 p2 (TA)6 12 6925756 6925767 GCCCAAAATGTGTAGATGGG ACCCTTGACATTGATGAGGC 268
Ad01A2707 Aradu.A01 2707 p2 (AT)12 24 6933059 6933082 TTGTTATTTAACGTATCTTATGCCA AAGAATGCATGTAACCTTTTCATC 279
Ad01A2711 Aradu.A01 2711 p3 (AAG)5 15 6946124 6946138 AAAACCCACCGTTTTCATCA GTAGGTCTTTTTGGCGGTGA 220
Ad01A2714 Aradu.A01 2714 p2 (AT)7 14 6952512 6952525 CGGTTGAAACTAGCTGTGCT ACGAAGATGATGACGCACAC 278
Ad01A2716 Aradu.A01 2716 p3 (GTT6 18 6966895 6966912 AGGCTGCTTCCCATACCTTT AGTGTGTGAAAAGGGCAACC 170
Ad01A2717 Aradu.A01 2717 ¢ (T)10aatattaatt 83 6980544 6980626 TTGGGATGGATTTTCTTTGTTT CCGATGGGAATTTTGAGAGA 266
Ad01A2724 Aradu.A01 2724 p2 (TA)6 12 6985586 6985597 TCAAACACACACATGCTAGTGG CAATGTTGGTCTTGGTCCCT 278
Ad01A2727 Aradu.A01 2727 p2 (AT)7 14 6993394 6993407 GCGCCCAATAGTTTTAGATTTT TTTAAAAGTGTTGCTTAAAAGATTGA 278
Ad01A2729 Aradu.A01 2729 p3 (TTA)15 45 6996016 6996060 TTATGTTAACCCCACTGCCC GCTCAGTCACAAAGACATTCCA 277
Ad01A2730 Aradu.A01 2730 p2 (AT)6 12 6996178 6996189 TGGAATGTCTTTGTGACTGAGC AAATAAAACACCATGGTTGGATG 102
Ad01A2731 Aradu.A01 2731 p5 (AAAAT)5 25 6999625 6999649 TGCCCCATGAAAATATGGAT CACATACATGTGATGAAGTTTTGG 279
Ad01A2733 Aradu.A01 2733 p3 (TAT)20 60 7006983 7007042 GAGAAAAACCAGAGCCATGC TTTACACCCTCACCCTTCCC 222
Ad01A2734 Aradu.A01 2734 p3 (TCT)5 15 7022589 7022603 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 253
Ad01A2735 Aradu.A01 2735 ¢ (T)10agaatacct 97 7036307 7036403 TGGGGGTTAGGTCATGAGTC GCGTATCCAGGGTTTAGGGT 258
Ad01A2738 Aradu.A01 2738 p2 (AT)9 18 7058280 7058297 AAGCCAAAAGAACCAGTCCA TCTGGAGAGGACAATAGTGCAA 256
Ad01A2744 Aradu.A01 2744 p2 (AT)9 18 7069609 7069626 GAAAAACTCAACTCACGATAAAAGA TGCATCACATCCCTACAACTTT 251
Ad01A2748 Aradu.A01 2748 ¢ (AT)7(GT)8 30 7081792 7081821 TTTTACCAAATGGCATCATGT TTGGGCCAGATAAACAATCC 255
Ad01A2749 Aradu.A01 2749 p2 (TA)10 20 7083052 7083071 AAACATACATTGCCTCTTCATATTTTT TGGACTTTGGAAATCATTGG 223
Ad01A2750 Aradu.A01 2750 ¢ (TC)7t(TC)6 28 7083786 7083813 GACTAAGATTCCTCGCACGC TCCTCCTTCGTCCTCTGCTA 256
Ad01A2758 Aradu.A01 2758 p3 (AAT)8 24 7094733 7094756 CATCACGAGTTTGGAATTTGA CCATGCCTGAACCTTTCATT 258
Ad01A2759 Aradu.A01 2759 ¢ (C)13(A)16 29 7094974 7095002 AATGAAAGGTTCAGGCATGG TTGATGGCAACAAAACGAAG 117
Ad01A2760 Aradu.A01 2760 p3 (ccayr 21 7103391 7103411 CTCACAACCTTCGCAACTCA GAAGTAGAAGCGTTGGTGGC 174
Ad01A2761 Aradu.A01 2761 p3 (GTG)5 15 7104074 7104088 TGGCTGAAGAAGTTGGCTTT CTCACAACCTTCGCAACTCA 179
Ad01A2762 Aradu.A01 2762 p2 (AG)7 14 7111043 7111056 GAAATTTGCCAAACACGTTAAA ATGGGTGGAGATGGATGATG 207
Ad01A2764 Aradu.A01 2764 ¢ (A)llctccatget 72 7119087 7119158 TTAGGACCCCATAGACCGTG ATGCAAATTGTGGCAGAAGA 257
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Ad01A2765 Aradu.A01 2765 p4 (AATA)6 24 7119297 7119320 ACCTCTTGACCTCGGCTGTA CTATCCGGTTTACCTTTGCG 183
Ad01A2766 Aradu.A01 2766 p2 (TC)6 12 7132288 7132299 AAGTTGGCTAGTGTGTGCCC TGCAACAAACAAGCTTAAAAGG 263
Ad01A2768 Aradu.A01 2768 ¢ (A)10gtagttttal 42 7137267 7137308 ATTCCGATCCGTAAATGTGC GCCACACTTTCTGAAATCGTTA 266
Ad01A2771 Aradu.A01 2771 p3 (CTT)5 15 7141779 7141793 TGACACTGTTATTGCCATGC AGGTTCCAGCAAGAAGAGCA 250
Ad01A2773 Aradu.A01 2773 p3 (AAT)6 18 7143342 7143359 CAAGAATTGAGAAATTTTTAGTTGAA CCTCCAAGCTTAACAAATAGAGC 280
Ad01A2774 Aradu.A01 2774 ¢ (GT)23(GA)1E 76 7149779 7149854 AGTGCACAACAAACACAAAGC TCTTGTTGCCTTTTGCAGTG 228
Ad01A2776 Aradu.A01 2776 p3 (CAT)5 15 7154409 7154423 CGAAATCATCAATTTACCACCA TTGGCTTAGGGAAGAAATCG 277
AdO01A2779 Aradu.A01 2779 p3 (ACA)5 15 7161462 7161476 TGCATGGTGTTTATGAATTGC CACATTAGCTGACCCCACCT 185
Ad01A2780 Aradu.A01 2780 p2 cn7 14 7164907 7164920 AATAACGTCAACACCAGCCA GAAGAGAAATGACGCTTTTTGA 177
Ad01A2781 Aradu.A01 2781 p3 (AAT)16 48 7170050 7170097 AGAAGCAGAAACAGCAGAAACA GGGAGAGAGGGAGAGGAAGA 263
Ad01A2782 Aradu.A01 2782 p2 (TA)8 16 7170500 7170515 TCTCTGCATGAAAAAGACGA TCGAAGTTAAATGACACAAACACA 276
Ad01A2783 Aradu.A01 2783 p2 (TA)8 16 7171642 7171657 AAACCTAAAATCCTAAGCTACAAAGTC GAGAAAATAAAAAGATTTTTGGTGAAA 248
Ad01A2785 Aradu.A01 2785 p3 (TTA)L7 51 7172681 7172731 TCAACCTCCCTCCTTTTTCC TCCAATTGCAGGTTTTGGTT 237
Ad01A2788 Aradu.A01 2788 p3 (ATT)5 15 7180275 7180289 ATGGGGCACAAGAAACATTC CGGAATGTGATCAACCACTG 140
Ad01A2791 Aradu.A01 2791 p2 (AT)7 14 7186987 7187000 ACCCGTCTATTAAATGGGGC AGATGGCAGTGATGCTGTTG 256
Ad01A2792 Aradu.A01 2792 p2 (TA)7 14 7189498 7189511 TTTGTGATCCATATATAATTTTGCTTG TCCAGCACTGAAATGCAAAG 208
Ad01A2793 Aradu.A01 2793 p4 (AGAA)T 28 7189988 7190015 GGGCATTCAGCATTGTATCA AATGCATTCGCCGTTTTT 251
Ad01A2796 Aradu.A01 2796 ¢ (A)10tagtgatcc 37 7194689 7194725 GCTTCCTTTCAAAATTTGTATGCT GAATTTAATAAGGAGAGAGAAAATGC 241
Ad01A2803 Aradu.A01 2803 p4 (AATA)5 20 7211460 7211479 AGCAAAGTTGGGGATGAATG TTCAACAAACAAGAGAGACCCA 267
Ad01A2807 Aradu.A01 2807 p2 (AT)13 26 7216531 7216556 AAGCAATTTCAGGCCATGTT GCAAATATTGTCGAGCAAAGG 248
Ad01A2809 Aradu.A01 2809 ¢ (AAG)5atgaaa 57 7223912 7223968 CGTTCCTCCTCCTCCTTCTT TTGGTCTCATTGTTCCACACA 257
Ad01A2810 Aradu.A01 2810 p3 (AAG)5 15 7224827 7224841 CAAAAATGCATCCAAATCCA TTTCTCCTCACATTCCATTGC 268
Ad01A2812 Aradu.A01 2812 p3 (AAG)5 15 7225237 7225251 CATGATGACGTGTTTTGAGGA TTCATTGGGTCTCGTTGTTCT 191
Ad01A2813 Aradu.A01 2813 ¢ (ATG)9acgacg 69 7225446 7225514 AGAACAACGAGACCCAATGAA TATCGTTGTCACCTCCACCA 248
Ad01A2817 Aradu.A01 2817 p3 (TCA)7 21 7236459 7236479 TCTTCAGCAACAACACCCAC TTATTGCAGCAGCATTTTCG 272
Ad01A2829 Aradu.A01 2829 ¢ (A)l0tatagaaal 122 7249816 7249937 GAAATGTTTCACGGAGATGCT CAACAATATCTGCCCCATCC 270
Ad01A2832 Aradu.A01 2832 p4 (TTAT)S 20 7255175 7255194 ATTTGTTGGGTTTGTGCCAT ACGAAGATGCTCGAGTTGGT 210
Ad01A2834 Aradu.A01 2834 p3 (ATA)6 18 7264218 7264235 TCTTGTGGAGGAATTTGATGC GTGGGCCCTCAAACATAAGA 280
Ad01A2836 Aradu.A01 2836 ¢ (A)11c(A)10 22 7267689 7267710 AATGAAGTTGGCTGAGCTGG GGGTCTTTCCAAAGCATCAA 211
Ad01A2837 Aradu.A01 2837 ¢ (TCT)5tcatcat 57 7268899 7268955 TCTGAGCAGCAGCATCCTTA TTCACGATCCCGAGATTTTC 198
Ad01A2842 Aradu.A01 2842 p3 (ATT)S 15 7284320 7284334 TTTGAATCGGGTGAAGTTAAAAA CAAATAAAGCATATGAGTAACATGACA 243
Ad01A2845 Aradu.A01 2845 ¢ (A)10catgcatas 76 7292872 7292947 GCACTCATTAAACAGGAAAGTGAA GTTTGTCCCATGTTGGTTGA 264
Ad01A2846 Aradu.A01 2846 ¢ (A)10gaaaagat 62 7297770 7297831 TGAAAAATACTAGGAGATCAACACTTC TGCTCATCATCCTTACAAGCC 136
Ad01A2847 Aradu.A01 2847 p3 (TAA)21 63 7302561 7302623 CACTTGGGTTGTGCAAAAGA GCTTAGTGGGGTGCAATGAT 207
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Ad01A2849 Aradu.A01 2849 p2 cn7 14 7310059 7310072 TGGAGTGCAAGTCAAGATGG CCACGGTTGAAACTGTTGAA 177
Ad01A2853 Aradu.A01 2853 p2 (AT)7 14 7320704 7320717 GGGTTTTGTTGCCGATGTTA TGGATCAAAATCTTTTTAGTGGG 266
Ad01A2855 Aradu.A01 2855 p2 (TA)9 18 7328242 7328259 TGCTTTTGGGGCTTGTTTTA TTTTGTTTTACTTTTGTGTGTGTG 243
Ad01A2862 Aradu.A01 2862 p2 (TA)6 12 7360129 7360140 CACATGCCAATTCCTTGTTG GAAATAACTATTTGGTCGGCTCA 249
Ad01A2863 Aradu.A01 2863 p3 (AAC)5 15 7361839 7361853 GGCTTCATGAATCATCTTTCAAC ACCTGAGAGTCGTACCACCG 205
Ad01A2864 Aradu.A01 2864 p3 (ACA)7 21 7368748 7368768 CCGGTACTGTCGGTCAAAAT ACATGACAGAGCACAATGGC 274
Ad01A2865 Aradu.A01 2865 c* (TCT)T7tcctette 187 7378583 7378769 ACTCAAACGGTTCCTCTTCG TGCTGCTTCTTCTTCTTCAAAA 280
Ad01A2866 Aradu.A01 2866 p3 (AAG)7 21 7379285 7379305 GCAGGCATTACTTCAAAAACG CAAGGTACGTTTCTTGCCTTC 186
Ad01A2867 Aradu.A01 2867 c* (AAG)6(GAA 50 7379454 7379503 GAGAAAGAGAAGGCAAGAAACG TCTTCTTTCTCCGTGCTTCC 229
Ad01A2868 Aradu.A01 2868 p3 (ATA)S 15 7383288 7383302 TGATGGGTGATTGATTGAAAA CACAAATTCAGCCCAACAGA 165
Ad01A2869 Aradu.A01 2869 c (TTA)15aagttt 130 7389544 7389673 TTAGGAACTATTTCGATAGACAAAAA CAGAAAGCTGGTTCTCCTTCA 267
Ad01A2874 Aradu.A01 2874 ¢ (T)12cgctnnnn 115 7404157 7404271 CAGCTGGTTAGGCCACAGAT TTGTTGTTGTTAGTGGATTAACGTA 244
Ad01A2878 Aradu.A01 2878 p2 (GA)7 14 7415605 7415618 CAATCTTAATCCTAATATCCGAAAACA AGCAGCATGATGATGAGTGG 259
Ad01A2879 Aradu.A01 2879 p3 (GAT)5 15 7415914 7415928 AGGTCTCCTCCTTCCACCAC AGCCTTGATTTCAGCAAAGG 279
Ad01A2884 Aradu.A01 2884 ¢ (T)13cattctttcc 102 7417585 7417686 CAATGTACGAACAATGGCCT CGTTACCATGCTTGTTGAAAGA 225
Ad01A2886 Aradu.A01 2886 p3 (TTG)5 15 7427285 7427299 TCATGTAGCCGACCCTTTTT ATTCAAGTGATGGGCCAAAG 217
Ad01A2891 Aradu.A01 2891 p2 (TG)6 12 7434115 7434126 TGCTGGTCGCTAAACTTTTTC TTTGAGAAGAAGAAACATACACTTGAA 248
Ad01A2893 Aradu.A01 2893 p2 (AT)7 14 7436436 7436449 CAATTTTCTACACGAGATTTAAGTTGA TGTTAGGACACATGTTAGTATTTTGAA 184
Ad01A2894 Aradu.A01 2894 p2 (AT)10 20 7439846 7439865 CAGCCACAACCTGTAAGCAA GCAAGTTGGGATCAGTGGAT 220
Ad01A2895 Aradu.A01 2895 p3 (AGA)6 18 7441622 7441639 GGTTTCAGTGATGCGATTGTT GGAGAGAGGCAGAGAGCAGA 262
Ad01A2897 Aradu.A01 2897 p2 (AT)7 14 7443187 7443200 ATATCTATTTTACATCTGCATATCCG TCGGATATATTCGCATAATTAAAA 280
Ad01A2898 Aradu.A01 2898 c* (A)10(AT)6* 21 7444926 7444946 TCATGAAATGTTTGTAGAATGGC AAAGTTGGAAGGGAGGGAAA 169
Ad01A2906 Aradu.A01 2906 p2 (AT)6 12 7460141 7460152 ACCTCCCAATGAACCAATCA TTCCAAATTTTCTCCTGGATG 270
Ad01A2907 Aradu.A01 2907 p2 (AC)6 12 7465980 7465991 TCAAAAGCATTTTTGGGTGA GAAGCCGGTCTATTGTTGGA 177
Ad01A2908 Aradu.A01 2908 p2 (TA)8 16 7466883 7466898 GAGTGCTCGTGTGGCTTATG CATGTTATTTTAGAGAGGATTGGG 156
Ad01A2909 Aradu.A01 2909 p2 (AT)12 24 7477084 7477107 ACAGCCAACTCGACAAGTCC CGAGTTTTCCTGGGTAGACG 246
Ad01A2910 Aradu.A01 2910 p2 (TC)8 16 7478978 7478993 TCTCTGCCCTTACTCGCATT AGAAGAGGGAGCTGACCACA 179
Ad01A2912 Aradu.A01 2912 ¢ (A)l4gaaaaagt 45 7491434 7491478 GATTTTCTTCATGGTGCGGT GAATGGCAAAATTGGATTCG 120
Ad01A2913 Aradu.A01 2913 p3 (ACT)6 18 7492565 7492582 TGATTGGCATTGCTGAGTGT ACTGTGTGAAGGTGTGGTGG 146
Ad01A2915 Aradu.A01 2915 p3 (TAT)16 48 7500657 7500704 CCATTTTTGACTCTCCAGGAA AAAATTAGCCATCAAAATCGG 271
Ad01A2918 Aradu.A01 2918 p3 (TAA)10 30 7505331 7505360 TTGTTTGTTTGCTGGTGAGG GCTTTTTGAAAAGAAAAATATTACGG 244
Ad01A2926 Aradu.A01 2926 ¢ (AG)7ttagttttgi 39 7553733 7553771 AAAGACAGAAGATTGTGCTCAAGTTA TCGCAACAAAGTACCTGCAT 247
Ad01A2931 Aradu.A01 2931 p2 (CT)13 26 7563775 7563800 CGGACTAGCAGAGAGTTGGG TCCCTCCAATTTGCTTTCAC 264
Ad01A2934 Aradu.A01 2934 p2 (TA)6 12 7567211 7567222 CACGCCAACACTACAACTTAACA GCATTTGAGGGAGGTTACCA 278
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Ad01A2935 Aradu.A01 2935 p3 (TAT)9 27 7568166 7568192 GGGACCAGGACACATCAAGA TTGTCCATTGTTCCAACTGC 229
Ad01A2936 Aradu.A01 2936 p3 (ATT)5 15 7570275 7570289 TATGCCCGTCGAAGAAAAAG CCCATGGAGAGTGGATATGG 278
Ad01A2937 Aradu.A01 2937 p2 (TA)6 12 7573476 7573487 TCCACTCTTATCCACCCACA GGTGGGACCGAGTTTAGGTA 251
Ad01A2948 Aradu.A01 2948 p4 (ATTT)5 20 7597940 7597959 ATGCTTCCACCTTCGATGAC CCTTCCGAAATGATGAATCC 228
Ad01A2950 Aradu.A01 2950 p3 (GAA)5 15 7599460 7599474 CCCAGTAACGGGTCATTCAC CCCTTCCTTGCCTTCTCTCT 203
Ad01A2951 Aradu.A01 2951 p2 (AC)6 12 7599669 7599680 GCATAAAATGCATGCACGAC CAATGCAACCCAACAAACAG 234
Ad01A2952 Aradu.A01 2952 p3 (ATT)7 21 7599991 7600011 CTGTTTGTTGGGTTGCATTG CCAACCTCCTTCATATCCCA 247
Ad01A2953 Aradu.A01 2953 p4 (TTAA)S 20 7600840 7600859 GGCGGCGAAGTGGTTAAATA CCATGCATTAACTAATTCAAAGTCC 279
Ad01A2955 Aradu.A01 2955 ¢ (T)11cttatgctgr 49 7602415 7602463 AGGCGTTGTAATTCATGGCT CGCCTAAACTTATTGATCATGTTG 280
Ad01A2958 Aradu.A01 2958 p3 (TTC)5 15 7604582 7604596 GGATCTGGATTGATTTTGACG AGATCACCTCCGTTCATTCAA 242
Ad01A2962 Aradu.A01 2962 p2 (TA)6 12 7624493 7624504 TTGCAATAATATCTGCTAACAAAATC GCTCTGCCGGTGTCATAAAT 263
Ad01A2966 Aradu.A01 2966 p2 (AG)7 14 7629281 7629294 TGAAGGGAGGTGGATTGAAG AACCGTCCGAGCCTAAAACT 236
Ad01A2971 Aradu.A01 2971 p3 (TAC)5 15 7642676 7642690 ATGCCCAATTTTGTATCCGA ACACGTGATGTTTTGGGACT 279
Ad01A2974 Aradu.A01 2974 p2 (AT)7 14 7648340 7648353 TGTAAACGGTGGAGATTCAATG TTTTTGGATAGACACATTGCTTT 265
Ad01A2976 Aradu.A01 2976 p2 (TA)6 12 7655947 7655958 TGGGAACTCACAATTTTCTTTG GCTTGAGCTTGGAATTGAGC 234
Ad01A2979 Aradu.A01 2979 p3 (AAT)8 24 7663434 7663457 GCCCGACTTCTTAGGAAAGG TCTGTTGAAACGAAATGGGA 204
Ad01A2982 Aradu.A01 2982 p3 (ACC)5 15 7671593 7671607 CGAAACGATGTCGTATGTGC CCATTGATTCCATTGGTTCC 228
Ad01A2983 Aradu.A01 2983 p2 (TC)17 34 7673165 7673198 CAGACTCTCCAGCTGCTCCT TCCCTTCCACTGAGAGCAAT 163
Ad01A2985 Aradu.A01 2985 p2 (TA)6 12 7688108 7688119 AACTGTCCCTACCAACCACG TTGCCTTTGCAGTCTTCCTT 197
Ad01A2988 Aradu.A01 2988 p3 (CTT)5 15 7700641 7700655 CCATCCAAATCTTCAACTGC TAGTGGCTGAAGGGGTTGAG 201
Ad01A2989 Aradu.A01 2989 p3 (TTC)6 18 7700841 7700858 CTCAACCCCTTCAGCCACTA CTGTGGCAGATTACCCCATT 214
Ad01A2991 Aradu.A01 2991 p2 (Tey7 14 7701676 7701689 GGAAATCGACGGAAGTGAAA GATTCCATTAGCGCAGGAAA 207
Ad01A2992 Aradu.A01 2992 ¢ (T)10c(T)10 21 7702441 7702461 TCTTCTGCTAATATTTGGGGTCA GAAAAATCAAATGATAAAAACGCC 273
Ad01A2993 Aradu.A01 2993 p3 (AAT)15 45 7703941 7703985 AACGACGACACACTCACCAG GCCCCATTATTACACTAGCTTTG 277
Ad01A2994 Aradu.A01 2994 p3 (TTA)6 18 7705702 7705719 GTGCAAGTAAATGCTTTAACGG CCTTACTATTAGGCATTCTTGTAATTG 222
Ad01A2998 Aradu.A01 2998 p2 (AT)6 12 7722333 7722344 CCTCTCAGTTTAATTTTTGGCG CCACCAACCAATTTCTTCTCA 264
Ad01A3002 Aradu.A01 3002 p3 (AAT)S 15 7732758 7732772 GCATCTGAATTAAAAAGGGAACA CCAAGCTGGTAAGGGACAAA 224
Ad01A3009 Aradu.A01 3009 p3 (ATA)12 36 7742664 7742699 AGAACTTGAATGCAGCCTGG TATGTGACCGTGTGCCTCAT 183
Ad01A3010 Aradu.A01 3010 p4 (AATT)5 20 7745817 7745836 GCTCCTTCAAGATGCGTTTC CCTTTCTTTCGCTCTCCCTT 144
Ad01A3017 Aradu.A01 3017 p3 (CAA)S 15 7770465 7770479 TCTCTCCATTTGCCATCCTC TGAATTTTTGGTCCTGAATTTG 274
Ad01A3018 Aradu.A01 3018 ¢ (GA)8ggagaaa 124 7770616 7770739 CAAATTCAGGACCAAAAATTCA TCCCCAACCTCTCACCTAAA 231
Ad01A3019 Aradu.A01 3019 p3 (TTA)6 18 7773195 7773212 TGCTGTTTATTTTGTCCAGGAA TGTAACAAAATGAAAATGGCTTT 246
Ad01A3020 Aradu.A01 3020 p2 (AT)7 14 7776160 7776173 TTCTGTTCTTAACCTGTGAGTACTTGA ATTTGACCAACTCGCACCTT 259
Ad01A3021 Aradu.A01 3021 ¢ (A)10ggactgttt 105 7776714 7776818 GCAGCAAATCTTTCAGTCCA CCCTTGTAGGTCACATAAGAAGC 228
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Ad01A3024 Aradu.A01 3024 p4 (AATA)5 20 7784156 7784175 GAAGTCAGAAGGCATGCACA AAAAATCAATGAATGCACAACAA 197
Ad01A3025 Aradu.A01 3025 ¢ (A)11tttgtcattt 64 7784756 7784819 TTGTGCAGGACAAGTGGATG CACAGTAAACCCCTTTTCGG 188
Ad01A3026 Aradu.A01 3026 p4 (AAAT)5 20 7785987 7786006 GCACGATTGGCTATAACGCT CCGTTCACTACAGCAAAAGGA 253
Ad01A3034 Aradu.A01 3034 ¢ (A)10tggagaaa 62 7799962 7800023 AAAATAGCGAGCACCAATGC TCCAACAATGCTGCTAGTGC 173
Ad01A3035 Aradu.A01 3035 p3 (Cco)7 21 7801738 7801758 GAAGACGTCGTTTCCAGAGC CTACGACCAACTGCGACTGA 177
Ad01A3036 Aradu.A01 3036 p4 (ATAA)9 36 7801958 7801993 AGCTTCAACGGATCCATCAC ATCGACGACGATCTCTACCG 198
Ad01A3038 Aradu.A01 3038 p2 (AT)8 16 7806650 7806665 GCATATGATTGGCAACCACC AGAGCTTGGCTCGACCATTA 277
Ad01A3043 Aradu.A01 3043 p3 (ATA)S 15 7812965 7812979 GGGTTGAGAACTAGAGTTGGAA TTGCTGCCCCATTCTCTAAT 269
Ad01A3048 Aradu.A01 3048 p3 (GAG)8 24 7829220 7829243 AATCACAATGGGCTGAGAGG TACCGACTTAAGGTTTGCCG 206
Ad01A3055 Aradu.A01 3055 p2 (TA)9 18 7847061 7847078 CTTGAGCCAAAACCTCTCCA AAAGGCAAAAAGGGAGTGCT 179
Ad01A3057 Aradu.A01 3057 p3 (AGA)6 18 7868486 7868503 TGTGTTGCGTTGTCAGTGAA TACTCAGGTCAAGTGCACGC 229
Ad01A3058 Aradu.A01 3058 p3 (AAT)6 18 7868755 7868772 GCGTGCACTTGACCTGAGTA CACGATTGATTTTTGGTGTG 262
Ad01A3060 Aradu.A01 3060 p2 (TC)6 12 7870468 7870479 GATCGTAGATGCACAGCAGG TCTGTTCCCTCTTGGTCAGAA 276
Ad01A3061 Aradu.A01 3061 ¢ (T)10aattttttatt 91 7871045 7871135 AAAAGAATTAAGAGAGATCAACTTTTG CGTGTAAGGATAAAACATGCACC 245
Ad01A3069 Aradu.A01 3069 p2 (GA)6 12 7886901 7886912 TCACACGAAGTGAACCGAAA TGCCTGGTCTATGGAAGGAC 274
Ad01A3070 Aradu.A01 3070 p3 (TTC)6 18 7887099 7887116 CTCGGAGACCTTATGGTGGA CATAGCTAACCCCATCGCAT 266
Ad01A3071 Aradu.A01 3071 p3 (TCA)10 30 7891321 7891350 AAAGCAAAGGCTTAAAGGGG GCTGTTAAAGGTGGGGTTCA 245
Ad01A3076 Aradu.A01 3076 p3 (TTA)6 18 7910795 7910812 GACCAACATGTTATCCTTGCC TTTTAAAAATTGCACCAAACATT 256
Ad01A3077 Aradu.A01 3077 ¢ (CTT)5ctcattct 54 7912397 7912450 TTTTCTTCCACTCCACGCTC CGCGAATAAAGGAGAGCAAC 232
Ad01A3079 Aradu.A01 3079 p3 (CAA)9 27 7929402 7929428 TGTGATTCCATGTTTCTTTTCTTT CAAATCCGACTTTCACCGAT 215
Ad01A3081 Aradu.A01 3081 p2 (TA)14 28 7936860 7936887 TCAAACGCCCCAAAGTAAAC ACGAGGTGCCTTGACAACTT 255
Ad01A3084 Aradu.A01 3084 p3 (ATA)12 36 7940714 7940749 AATGGGCTGAGTTCGGTGTA ATTTAGCAACCACCAAACCG 266
Ad01A3086 Aradu.A01 3086 p3 (AAT)5 15 7950535 7950549 TCGATAATCAAAATCATGGCA TGGACATCCACGTTACAACC 198
Ad01A3088 Aradu.A01 3088 p3 (GTG)5 15 7978094 7978108 CGTTCTTCATGTACCTGGCA TTCTGCATTCCCTCCAAAAC 227
Ad01A3089 Aradu.A01 3089 p2 (TA)6 12 7979893 7979904 TTGTTTACCTGCGTCTTTCTGA TCTTTTGGGTTCAACAATGAT 264
Ad01A3092 Aradu.A01 3092 ¢ (T)10aacctttca 35 7984501 7984535 CAACTCTATTAATGCTTTCAAGGCT TTTCATGCTCCAAATCCACA 224
Ad01A3101 Aradu.A01 3101 p3 (TTA)S 15 7998673 7998687 CAATTTGATTGTTCATGTACTGC CACTATTTGCAAGGCAAGCA 105
Ad01A3103 Aradu.A01 3103 p3 (GAT)5 15 8004609 8004623 GGTGTTGGCAATGTTGAATG CCACCCATATACCCTCTCTTG 126
Ad01A3104 Aradu.A01 3104 ¢ (GT)34(AT)6 80 8005930 8006009 TTTGTCCCTCTTGGAGGTTG AAAATTGAGGTGGCAAGGTG 279
Ad01A3108 Aradu.A01 3108 p2 (GT)9 18 8017396 8017413 CATGATTTTCTCCGCCAGAT TGTTCTACGGCATAGCCAGA 267
Ad01A3109 Aradu.A01 3109 p2 (AG)7 14 8017538 8017551 AGAAGATTCTGGCTATGCCG AGAGAATCATGATACAAGGGCA 236
Ad01A3110 Aradu.A01 3110 ¢ (A)10tgcecttgt 89 8017714 8017802 GGTCTTGGATTTTCTATTTTCCA CACAAATCTGGCAAACCACA 160
Ad01A3112 Aradu.A01 3112 p3 (TAT)8 24 8018713 8018736 TCATTGAAATCGCACCATGT CGAATCCCTTTATTCGTCCA 185
Ad01A3113 Aradu.A01 3113 p3 (TAT)S 15 8019902 8019916 GAGGGGAGAAAGGTGGAGAG AAAAACCGCCATTTTTGGTT 218
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Ad01A3114 Aradu.A01 3114 p4 (AAAT)5 20 8021509 8021528 TGCTGTTTTTGGCTTTTCCT CGTTTTACACTGTCATTGCATC 267
Ad01A3120 Aradu.A01 3120 ¢ (T)10aattcgaat 39 8028468 8028506 TTTTTGAACATTTCGCTGTCA CAACCTAGAACCCCACGAAA 278
Ad01A3123 Aradu.A01 3123 ¢ (A)lOtcaacaaa 123 8032388 8032510 ACGTTCAACGCTCAAAACTG TTTGGTTGTTCAATTTTGTTTGA 237
Ad01A3133 Aradu.A01 3133 p3 (ATT)12 36 8081236 8081271 TCTCTAAATCCTAAACACCCTTTTC AACACTAAACTAATGCTACGTGGA 280
Ad01A3134 Aradu.A01 3134 p2 (AT)11 22 8086284 8086305 TTTCGCCTTTGTCAACCTTC TGGAAAAATTCTGGCTATGGA 275
Ad01A3137 Aradu.A01 3137 p2 (AC)11 22 8118233 8118254 ATTCTCTGCAGAATTGCGCT TTCAGGATATTGCGTCACGA 210
Ad01A3138 Aradu.A01 3138 p3 (GAA)6 18 8118599 8118616 GCAAGGATCTGCTTATCGGA GCCCACCACTCTCATGATTT 218
Ad01A3140 Aradu.A01 3140 p3 (ATC)5 15 8120522 8120536 CGCCAATCTCAAAAACCATT TTTTCACGCTCCGCTCTATT 162
Ad01A3141 Aradu.A01 3141 ¢ (T)10ctttttgaat 104 8153715 8153818 TTGAATCCTACAAAATCGCAGA TCACAAAAAGTCACAAATATGAAACA 280
Ad01A3143 Aradu.A01 3143 p3 (AAT)6 18 8160835 8160852 TCCGAAATTCAATTCTACCAA GAGACGTTGATCGTCCTGAAC 280
Ad01A3145 Aradu.A01 3145 p2 (TA)6 12 8163822 8163833 TTTCTGGCCCTATCTCCAAC CATGGAATAATGGCAGGGTT 163
Ad01A3148 Aradu.A01 3148 p3 (GTG)8 24 8174841 8174864 CGGAGAAGGAATTGTTGGAA CATCATCGGTGGTTCTTCCT 183
Ad01A3151 Aradu.A01 3151 p3 (TAA)7 21 8183985 8184005 CCCACTTTTGGTGGATTTGT ACGGCGACGACAGAAATTAG 255
Ad01A3152 Aradu.A01 3152 p3 (TTA)S 15 8185891 8185905 AGCCGTGTTCTTTTTGCTTG CCCATCACCTATTTCTTATTCTTCA 280
Ad01A3156 Aradu.A01 3156 p2 (TC)22 44 8196415 8196458 GGTAAGCCCTCCTCTGCTCT AGTGAACTCACGCACACTGC 242
Ad01A3169 Aradu.A01 3169 p3 (CTT)6 18 8227153 8227170 TGATTAATAGGACGGCGGAG GAGGAAGAAGAACGTGCAGC 271
Ad01A3170 Aradu.A01 3170 p3 (CTT)5 15 8227386 8227400 GCTGCACGTTCTTCTTCCTC GAAGGCAAGAAACGAAAGAAAA 165
Ad01A3171 Aradu.A01 3171 ¢ (TAT)7tac(T)1 34 8230868 8230901 CCACATACATGTTCCCCACA TTGGCACTTAGCTAGGTTTATCG 118
Ad01A3173 Aradu.A01 3173 p2 (TG)6 12 8232311 8232322 TCATGCACCCCATGTTCTTA CAGCATGGAAGAGGAAGCAT 270
Ad01A3177 Aradu.A01 3177 ¢ (TTA)6tttttattt 45 8245068 8245112 TTCCCTGTGAGGTAACTTGTG TCTTTTGTTCCTCCTCCCCT 263
Ad01A3178 Aradu.A01 3178 p2 (CT)6 12 8252397 8252408 GCCATCATTCCACATCACTG AAGTTTGGAGGGGGTTTGAG 165
Ad01A3181 Aradu.A01 3181 ¢ (GA)11c(AG)¢ 39 8291659 8291697 TTGCAGGTTGAATTGGATTG TCCCCCTTCTCATCTTTTCA 214
Ad01A3182 Aradu.A01 3182 p2 (TA)6 12 8297617 8297628 TTCAGCAGAACTGCATTTGG TCCTTTCGACATTGGAGACC 210
Ad01A3183 Aradu.A01 3183 p3 (AAT)20 60 8300194 8300253 AGGCAAAACCCTAAATGCCT GGAATTATCGTGCAACTTAGCC 252
Ad01A3185 Aradu.A01 3185 ¢ (CT)13aatttgtt 93 8318712 8318804 TGTGCTAAGCTGTCTCCTGC AACAAGCGGCGAATAAAGAA 270
Ad01A3188 Aradu.A01 3188 ¢ (T)23nnnnng(" 33 8333735 8333767 GCTGGAATCAGTCAGAAGGC GCTTGGAACATGGCTTGATT 213
Ad01A3191 Aradu.A01 3191 p3 (TTA)S 15 8334594 8334608 TCGGTTGAAGAGAGTTTTCATTT TCCTTGACTTTGTTGCTGACT 280
Ad01A3192 Aradu.A01 3192 p4 (ATTC)5 20 8336973 8336992 GGAGACCCCCATAATTGCTT TTTTGATCCATGCGACTCTG 272
Ad01A3193 Aradu.A01 3193 p2 (TC)12 24 8340267 8340290 CACAACCTCAACCTCCACCT CCAATCGAAGACAATCGGAG 260
Ad01A3196 Aradu.A01 3196 p2 (TA)8 16 8345087 8345102 CCCTCAATCTCCAACCTCAG TAAGTTGGATTTGCCTCCCA 274
Ad01A3197 Aradu.A01 3197 p3 (TTA)16 48 8347151 8347198 CGTTTGGTTATCTTGCACCA GTGTGAGCCATTACCCACCT 215
Ad01A3200 Aradu.A01 3200 p3 (AAT)10 30 8353474 8353503 ATTCCTGATAGCCTGCGAAA GGACGAATTTGAGTATTAACCCC 276
Ad01A3201 Aradu.A01 3201 ¢ (AAC)12(AA1 54 8353606 8353659 ATTCCTGATAGCCTGCGAAA GGACGAATTTGAGTATTAACCCC 276
Ad01A3202 Aradu.A01 3202 p3 (ATT)8 24 8356516 8356539 GTGTGCCACGCTGTCAGTTA GGGTTGCTGGGGTTTTAAGT 270
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Ad01A3203 Aradu.A01 3203 p2 (GA)6 12 8360544 8360555 TCCATACCTATTAAATTGAACATTCG CCTTTTCCCTTGGGAGAGTC 209
Ad01A3204 Aradu.A01 3204 p2 (TA)6 12 8368629 8368640 TATGATGGTCGCAGGTCAAA TTGATCATAGGATTATTAAAAAGGACA 251
Ad01A3205 Aradu.A01 3205 p3 (TTA)19 57 8369949 8370005 TGCTGTCAAGTGCCAATTTC TGAAGAACAACTATCCTTTCAATTC 237
Ad01A3206 Aradu.A01 3206 p2 (TC)6 12 8380637 8380648 TCGTACGGACACTGACTTGC CGTTACCTGATGTTCTCGGG 163
Ad01A3208 Aradu.A01 3208 p3 (TTA)S 15 8406307 8406321 TGGGATGTCAATGCCCTAAT CTTTGAGTGCACCAATGACG 157
Ad01A3209 Aradu.A01 3209 p2 (TA)6 12 8418294 8418305 TTGCGAGAATTTCCCAACAT GAAAGAGGACACATGCACGA 222
Ad01A3211 Aradu.A01 3211 p3 (TTA)S 15 8422742 8422756 TATGGCTGGTTTGACTGCAC AAAAGCCGGAAGTTAGAGGC 137
Ad01A3212 Aradu.A01 3212 p3 (TAA)S 15 8445227 8445241 CCGCCCTAGCTTCCTAGTCT ATTCACGTAGCCCTCCACAC 254
Ad01A3213 Aradu.A01 3213 p2 (AG)8 16 8445915 8445930 GAAAGGTCAATGGATGACAGC CGCGGAAGAGGGTTATGTTA 266
Ad01A3216 Aradu.A01 3216 ¢ (AGA)5aatggtr 106 8460910 8461015 GCAGAACCACTACCACCACC GTTCACAATTTCACGCACCA 260
Ad01A3218 Aradu.A01 3218 p2 (AT)14 28 8466624 8466651 CAACACTCCTCAATGACCCA GGGCCAACTTGTATGCTTGT 105
Ad01A3219 Aradu.A01 3219 p2 (AT)6 12 8467461 8467472 AATCAATGGGTGTATCTTGTTGA GTTTGGTTTCTTGCTGCCAT 240
Ad01A3223 Aradu.A01 3223 p2 (GC)6 12 8535473 8535484 CCCTCTTCATTCCTTGGGTT CCAGTTGGGTTGGAAAGCTA 215
Ad01A3225 Aradu.A01 3225 ¢ (A)10gctatgctt 87 8541884 8541970 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 245
Ad01A3227 Aradu.A01 3227 p3 (AAT)5 15 8546980 8546994 TATAAATCCCAGTCAGGCGG GAGAGGATGGGATGTAGCCA 261
Ad01A3229 Aradu.A01 3229 p3 (ATC)5 15 8561109 8561123 TCTTCCTCCGGATCTGTCAC TGGGATGAGTTCCCTACTGG 209
Ad01A3231 Aradu.A01 3231 p3 (TAT)6 18 8568359 8568376 ACGTGCGTGTTATGGTAATTT AAGTAAAAGAAGGGCAAATAAAGA 279
Ad01A3233 Aradu.A01 3233 p2 (TA)6 12 8571222 8571233 GAACTTGGAACGTGTCCTCC CCATGGCCACCTAAGCAATA 225
Ad01A3234 Aradu.A01 3234 p2 (TA)7 14 8572595 8572608 TGGATTGACTCGATCAGCAT CTCAAGTTCTTGTTGGGCGT 204
Ad01A3236 Aradu.A01 3236 p3 (AAG)5 15 8575950 8575964 TAGCTTGAGGTTGGGAATGG TGATGATTGAGAAGATGGCG 268
Ad01A3238 Aradu.A01 3238 p2 (AT)6 12 8578839 8578850 TCTCCTTTGGAAGAAAAGTATGTTG TGTGCGTTAATTTTCTGTGTTG 249
Ad01A3242 Aradu.A01 3242 p3 (TTA)8 24 8587888 8587911 TGCTGTTCTGTTCTGTTTGTTG TCAGGATCCAGAACCTTCAA 264
Ad01A3245 Aradu.A01 3245 p2 (CT)25 50 8590030 8590079 AAAATGGTTGAAGCAGGTGG ATTGTGATTGGGGATGGAAA 230
Ad01A3248 Aradu.A01 3248 p4 (ATGC)5 20 8593863 8593882 TGAACAACAACCAATTCCCA TTGCTGCCCCTACACTTTTC 267
Ad01A3249 Aradu.A01 3249 p2 (TA)8 16 8596390 8596405 TCGATATCTGATTCATGAAATGTT CAATCCGAGTTTTGATGAGC 168
Ad01A3250 Aradu.A01 3250 p3 (ATT)19 57 8596725 8596781 TGATTCAAGAATGTCTGAGAACAC CTGGCATAAATGCTTCGTCA 260
Ad01A3253 Aradu.A01 3253 p3 (TCA)8 24 8601258 8601281 TCATGGATGCATGCTTTTCT TCTTTAAAAATGTTGACTCCCCA 235
Ad01A3256 Aradu.A01 3256 p2 (AT)10 20 8605027 8605046 AGGCCACACACTCTGGTAGG AGAGGGTTGACCATTTTTGC 196
Ad01A3258 Aradu.A01 3258 p4 (AAAT)5 20 8624796 8624815 CCCCCAAGTGCTAGAGAACA TGGTAACTGACTTTAGTGGCTGA 243
Ad01A3260 Aradu.A01 3260 p3 (AAT)5 15 8630056 8630070 AAGTCATCCACATGCCACAA GCTACATATAACATGCAATTAACCC 120
Ad01A3268 Aradu.A01 3268 p2 (AT)6 12 8638400 8638411 CATTAAGTGCAGAAATTTGATTTTTA AAACAAAATTATTAGATGGAAGAGAAA 280
Ad01A3269 Aradu.A01 3269 ¢ (AGA)5acgage 48 8648935 8648982 TTCATAATCCACTTCGCCCT CATTCTTCGTTCTTCTCCTCG 172
Ad01A3270 Aradu.A01 3270 p3 (TTA)8 24 8655647 8655670 CCTCATTCTTCCCTGATCCA AGCGAGCAAGATATGGAAGC 196
Ad01A3271 Aradu.A01 3271 p4 (ATAC)37 148 8656253 8656400 GGGAATTTTGCCTGCAAGT GCCTGCAGTACAAATTGTGG 272
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Ad01A3274 Aradu.A01 3274 p2 (TA)7 14 8684192 8684205 ATCACGCACTGTTGGATGAA ATTACCGTGTGTGCGTGTGT 257
Ad01A3277 Aradu.A01 3277 ¢ (TTA)7attttagc 79 8686943 8687021 AGTAACCGGGACCAACTTCA CAAGTTGTTACGTTAATAGTGACCCA 160
Ad01A3278 Aradu.A01 3278 p2 (AT)10 20 8687554 8687573 TTTGGCGGGAATAGATTCAT AGCTCTCCACGGTTGACCTA 280
Ad01A3280 Aradu.A01 3280 p3 (TCA)6 18 8698212 8698229 ATGCTGTTACATGGGCATCA TTAAGCTGGGGAGGATGAGA 135
Ad01A3282 Aradu.A01 3282 ¢ (A)10gtgatcttc 117 8699445 8699561 AAAAACCCAACTTTGGATCA GTGGGTTGGTGGTTCTGTTC 237
Ad01A3286 Aradu.A01 3286 p2 (TA)8 16 8710876 8710891 TTGATAAAGAGAGGGCATAGCA AAAAACAAAATTTGACGCGTAT 280
Ad01A3292 Aradu.A01 3292 p3 (AAT)5 15 8725409 8725423 ACAACCCAGATGGCAAAAGA CTTTTGCCGCCACACTATTT 216
Ad01A3293 Aradu.A01 3293 ¢ (T)23cgaaatctc 42 8726863 8726904 TTTTTGGTTGTGAATTTGTTTTC GAAGCAAGAAAAAGCAGTGGA 116
Ad01A3295 Aradu.A01 3295 p2 (AT)7 14 8727831 8727844 ATGCCAACATTTCAGGGAGT CCAATGAAGATGGGTGATCC 270
Ad01A3296 Aradu.A01 3296 p3 (ATT)9 27 8728615 8728641 AAAATGCAAATTTGGTGTACATAGA AATAAGGGCAAGGTTTCGGT 205
Ad01A3297 Aradu.A01 3297 p2 (TA)8 16 8729987 8730002 TTTGTTTGTATCGTGTTGTTTTGA GATGGATACGATGCAATCGAG 229
Ad01A3299 Aradu.A01 3299 p3 (TTA)6 18 8742297 8742314 TGGTTATCTACTTCCACCAAGACC TCGAGTTTAAATAGTCGTCCCTG 242
Ad01A3302 Aradu.A01 3302 c* (TGT)7(TTGT 37 8745098 8745134 GGTCAAAGGAAATTGCTAGTGG ATGGCCTGTTTCATCCAAAG 102
Ad01A3303 Aradu.A01 3303 ¢ (AGA)5tgaaga 79 8746186 8746264 TCTGTAGGGGATCAGGTTGC GCTTTTTCTTCTGCACGCTC 259
Ad01A3304 Aradu.A01 3304 p2 (TA)6 12 8747740 8747751 TGGGACTTGAAGCCAATTTT GAAGTGCTAACAATGCTAATTTTTGA 266
Ad01A3308 Aradu.A01 3308 ¢ (T)10acttgagct 42 8769950 8769991 ATTTTGCTGCTGTCTCTGGC AAGAAAAAGTCCAGAAAACTAACATT 206
Ad01A3313 Aradu.A01 3313 p2 (GA)7 14 8792376 8792389 GGGGAGATTTGTTGGGTTTT ATTTCAAGCTGATCCAACGG 238
Ad01A3316 Aradu.A01 3316 p5 (TTATC)5 25 8818408 8818432 CCTGGGTGCTCCAGTGTATT CCAAATCCTAAGGCAGTCCA 134
Ad01A3321 Aradu.A01 3321 p3 (TTA)S 15 8892956 8892970 GTCGCTATTGGATTCTGGCT TTCCATTTGCATTTTTAAAGGTT 265
Ad01A3325 Aradu.A01 3325 p4 (TTTA)S 20 8904398 8904417 TTTTTGAATTCTCTCCCTCTCA TTTCAGGTTCAGGATCTGCC 268
Ad01A3326 Aradu.A01 3326 p3 (TCT)5 15 8907609 8907623 CCCATCACCTCTTCACCACT TTGCCTTCCCTTTCCTCTTT 244
Ad01A3328 Aradu.A01 3328 p2 (AT)9 18 8915083 8915100 TGCTTGCATATGATTGAGGC TGGGGTAATTTTGTCCCCTT 225
Ad01A3329 Aradu.A01 3329 p3 (TTA)7 21 8918083 8918103 AAAAGGAACACAGCATCTCCA TCGCACAACTAACCAGCAAG 260
Ad01A3330 Aradu.A01 3330 p2 (CM11 22 8925304 8925325 TGATGTGACCGAAGCAAGAG CGATGAAGGAAGGAGGACAA 253
Ad01A3338 Aradu.A01 3338 ¢ (AT)6ttttaattat 94 8945135 8945228 TGAACACAATGTGACCAACTGA AAGCCCCTATTCAGGTGAGG 251
Ad01A3339 Aradu.A01 3339 p2 (AG)9 18 8945342 8945359 TGGTTGAACACATGCAATGA CACCATCAAGCTAAGGCAAA 153
Ad01A3340 Aradu.A01 3340 p2 (TA)6 12 8945912 8945923 TGCACTATCTCCTGGTTCAAA TGCATGTCGAAACTCATCTACT 249
Ad01A3342 Aradu.A01 3342 p2 (TA)9 18 8951802 8951819 AACAAATCAGACATAGTTGTCATGC TTAAAGGAGTTTCGTCATACACAA 264
Ad01A3345 Aradu.A01 3345 ¢ (TTG)5(TTC)E 30 8954390 8954419 TCCATTGTTGTTGTTGATGC CCAGAAGCAGAAGAAACCAGA 148
Ad01A3346 Aradu.A01 3346 p3 (GAA)5 15 8954555 8954569 TCTGGTTTCTTCTGCTTCTGG CCTTTTCCCTTCATCTCCAA 178
Ad01A3348 Aradu.A01 3348 p2 (AT)6 12 8955279 8955290 AGCACGAAGAGGAGCATCAT TCAAGCTCGAGATGGTGTTT 263
Ad01A3350 Aradu.A01 3350 ¢ (AT)10aattaatt 41 8956124 8956164 CTTTCCATATTTGCCCCCAT GCGGTTTGTGATGAGAGTGA 251
Ad01A3353 Aradu.A01 3353 p3 (GGT)6 18 8961680 8961697 AGCACTGCATCAGATTGTGG GACGCTTCCTACTGATTCGG 242
Ad01A3360 Aradu.A01 3360 ¢ (T)10c(T)12 23 8986284 8986306 TGAAGGCTGCAGCATAATGA CAAGCAGAGACATCAAGGCA 256
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Ad01A3361 Aradu.A01 3361 p3 (GAG)5 15 8987708 8987722 CAAAGTTTGTGGGGATGCTT CACATTTACTCCTCTGCCGC 221
Ad01A3362 Aradu.A01 3362 p2 (TA)8 16 8988103 8988118 CACATGCAAGAAGAGGAAAGTG ACCGAATTGTAAAGCCTTGG 266
Ad01A3365 Aradu.A01 3365 p2 (CT)24 48 8989444 8989491 GTTTGGTGACCCTGCTCAGT AATGCTGAATCGCACCTTCT 196
Ad01A3367 Aradu.A01 3367 p2 (GA)28 56 8998876 8998931 TTCTCCCCACAATCTTCAGG CAAGTCAAAATTCACCCAGG 181
Ad01A3373 Aradu.A01 3373 p2 (TA)7 14 9008664 9008677 GGGATTCGATTTCACCGATA TGTCTCCTTACATCTCACTCCA 279
Ad01A3375 Aradu.A01 3375 p3 (TGA)8 24 9016161 9016184 TCCAATTAGCAGTGAGGCAA GTGTGTGGCCATCTTCAATG 168
Ad01A3376 Aradu.A01 3376 p3 (TTC)5 15 9019711 9019725 AAACGCGCTGCAAGTTCTAC CGATACAAAACGAAGCTGGA 259
Ad01A3380 Aradu.A01 3380 p3 (ATC)6 18 9034854 9034871 GGTAGCATCCTAGCGCTGTC CTTGCAAATTGTCATGGTGG 184
Ad01A3383 Aradu.A01 3383 p3 (TAA)6 18 9039337 9039354 CAAATCCCATATGCACTCCA AATGGGGGATAATCTCGGTC 232
Ad01A3392 Aradu.A01 3392 ¢ (T)10a(ATT)5 26 9057896 9057921 ATATCATGCATGCCATACCA AACATCAAAATCATGCATTAGCA 215
Ad01A3399 Aradu.A01 3399 p2 (TA)6 12 9070212 9070223 GGGAAAAATCCATGTATGCG GCCTCACACATCAAAAGTGG 239
Ad01A3401 Aradu.A01 3401 p2 (TA)6 12 9071711 9071722 TTAAAACCAACTTCCAAACACTC GGGTGCTATTTGGCTTGAAA 262
Ad01A3403 Aradu.A01 3403 p2 (TA)7 14 9072730 9072743 TTTGACCTAGTTTTATACGCTGAG AGCGATTGAATTGAACAAAAA 260
Ad01A3405 Aradu.A01 3405 p3 (ATT)6 18 9073506 9073523 TCCCTCCTTGTTCACTTTTCA TGCACATGAGTTTTCATCTTTTT 195
Ad01A3406 Aradu.A01 3406 ¢ (GA)15agcaat¢ 139 9079724 9079862 AGAAGCACCAATGTTCCGAC AAACCATGACAAGAGGCAGAA 243
Ad01A3410 Aradu.A01 3410 p2 (TA)6 12 9082913 9082924 GGGATACCACAAGGAGCAAG TCCTAAAGAACAGGAATAGGAGC 279
Ad01A3417 Aradu.A01 3417 ¢ (C)14tc(T)13 29 9102003 9102031 GGTGGACATCAGTCAAAGGG GGAAAGGCTTGCATTCTCTG 233
Ad01A3418 Aradu.A01 3418 p4 (AGTT)7 28 9106732 9106759 CCTCACTTGCTGCAATCAAA CTTCTCTCTGTTCCGTTCCG 208
Ad01A3419 Aradu.A01 3419 ¢ (A)l4tagagttta 98 9118814 9118911 TAATGGTGGTGGTGGTGATG CACAAAGCTGTTGATGCCAG 184
Ad01A3420 Aradu.A01 3420 p2 (GA)10 20 9119138 9119157 TCAATGCATGACAAAACCTTAAA CAAAAACCCCAAGACCAAAA 239
Ad01A3423 Aradu.A01 3423 p2 (AT)7 14 9129966 9129979 TGAGACAAGGATTGTGTTTTGAA CTTGAGGGGGAGTGTTGAAT 232
Ad01A3425 Aradu.A01 3425 p3 (TTA)7 21 9142766 9142786 CCTAACCCCAGTTCCAATCA TGATGCTTTGTTTTCTGGGG 271
Ad01A3429 Aradu.A01 3429 p3 (ATG)7 21 9146900 9146920 TGTCATTTCCAACATGCACAC TTGGCATTGCATGTTTCATT 250
Ad01A3434 Aradu.A01 3434 p3 (ATG)16 48 9154139 9154186 CCAACATGCACACTGCTACC TTGGCATTGCATGTTTCATT 265
Ad01A3435 Aradu.A01 3435 ¢ (T)11agtttgtatc 47 9155170 9155216 AACAAAAGAAATCAGTGTGTTTGA TTTGGAGAAAAGTGAAATTATGG 276
Ad01A3437 Aradu.A01 3437 p3 (TTA)7 21 9158520 9158540 CCTAACCCCAGTTCCAATCA TGATGCTTTGTTTTCTGGGG 271
Ad01A3444 Aradu.A01 3444 p3 (TAT)18 54 9163655 9163708 AATTAATTTCTGTAGTGATGATTTTCC CAATGTTCCATTTTGAACCAA 196
Ad01A3452 Aradu.A01 3452 p2 (AT)6 12 9204854 9204865 AAACGGGATGGTAGTGCTTG GGAGCTGCTAATGGTGGTGT 227
Ad01A3454 Aradu.A01 3454 ¢ (A)1lgtcactcts 59 9208620 9208678 CATTAGGAGGTGGTTTTGCAC TTTTTCGCCTTTACAAAATCAAT 266
Ad01A3457 Aradu.A01 3457 p4 (TAAA)S 20 9211065 9211084 CGTTTGCACGTAAAAAGCAA CCAAATATCTCGCTTTACTCTCTT 262
Ad01A3460 Aradu.A01 3460 p5 (ATCCG)5 25 9214279 9214303 TGTTGTGCTCCGACTTAGAA CGGATCGGATCGAATATAGC 260
Ad01A3462 Aradu.A01 3462 p2 (AT)6 12 9216608 9216619 GCATGCGTTACCGTTTACAA GCTCTGAGCTTAATGGGCAC 138
Ad01A3464 Aradu.A01 3464 c* (AT)7(ATA)L: 48 9222216 9222263 TCGGTTAGTCATCAGAGTCGG CGGTTAATGAATAATTTGATAACTGA 177
Ad01A3470 Aradu.A01 3470 ¢ (A)11ggacggct 118 9251314 9251431 AGCCATGCATGCACACTCT TGTTTCACCCTTTTGCTTCA 269
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Ad01A3471 Aradu.A01 3471 p3 (CAT)5 15 9251546 9251560 GGTGGTGATTGATGATGTCG ATCATAAGCAAGCCAAACGG 188
Ad01A3474 Aradu.A01 3474 p4 (TTTA)S 20 9254922 9254941 CACCCTTGGATCAAGGACAT TTGCATTTTTGCAAGTGAGC 191
Ad01A3477 Aradu.A01 3477 p2 (AT)8 16 9262254 9262269 GCACATGCAAGTGATGGAAA TATACGTGGCACAACCGAAA 251
Ad01A3478 Aradu.A01 3478 p3 (CTT)5 15 9263804 9263818 CTGCCACAAACTACGCACAT GGGAATGAATCGATGCTGAG 272
Ad01A3480 Aradu.A01 3480 p3 (TGG)6 18 9272450 9272467 AGGCAACGTTCTTGTAACCG AACACTCTCCAACTCTGCCC 152
Ad01A3482 Aradu.A01 3482 p2 (TC)6 12 9284332 9284343 ATGCCCTATGCTCTCTGACG AGGAAGGGAGAGCTGAGAGG 256
Ad01A3483 Aradu.A01 3483 ¢ (TTTC)5(M)11 31 9284531 9284561 CCTCTCAGCTCTCCCTTCCT CAAATTAACCCTAAGCCCCC 208
Ad01A3484 Aradu.A01 3484 ¢ (T)10ggtattaaa 44 9289795 9289838 GGATTTTCAGCTTCCATCCA GGATTCGCCTCCTAAAGAGC 274
Ad01A3486 Aradu.A01 3486 p2 (TC)6 12 9293365 9293376 TCGCGTATGCCCTCTACTCT GAGAAAAAGGCTGCAACTGG 200
Ad01A3490 Aradu.A01 3490 p3 (AAT)13 39 9298075 9298113 GAAGAACGAGCTGCGAAATC CGCACTCTCTCACGAAATCA 225
Ad01A3498 Aradu.A01 3498 ¢ (TAAA)Gagatg 133 9308750 9308882 AACCAATTCAAATTCGGATCTA TTTGTTTGCAGGTGCATGAT 242
Ad01A3502 Aradu.A01 3502 p2 (TC)10 20 9315312 9315331 CCAACCCCTCAGTCAAGAAA CAAAGCATTGACCCATGTGA 269
Ad01A3504 Aradu.A01 3504 p3 (ATA)7 21 9317895 9317915 GGCATTGAGGCACATGAGAT CTGCACATTGCCAAATCAAC 265
Ad01A3507 Aradu.A01 3507 p3 (ATA)6 18 9320771 9320788 TTAATCATAGTTTCACTGAGGAAAAA AAGCGTCTAAGGTGGCAAGA 212
Ad01A3509 Aradu.A01 3509 p3 (ATT)S 15 9321858 9321872 AAATTTTGTGGTCCATTTCCT CTATAGCCAGCGACCGATTC 234
Ad01A3512 Aradu.A01 3512 p2 (AT)8 16 9329470 9329485 AGCTCACGAGCTGACTCAAA GCTTGGATAAGTTCGGCTCA 266
Ad01A3515 Aradu.A01 3515 p3 (TAT)18 54 9339678 9339731 CCTCATCATTAATGGCCCC TGTGTGGTTTGAGTGTTGCC 254
Ad01A3516 Aradu.A01 3516 p3 (CTT)23 69 9348915 9348983 ATACAGAGAAGGGGTGGGGA GGCGGTAATAAAGACCGATG 137
Ad01A3517 Aradu.A01 3517 p3 (TGA)5 15 9349575 9349589 CGATGATTTTGAGTTCTGGG GGACGAAAATACCCCTCTCC 253
Ad01A3518 Aradu.A01 3518 p3 (CTN11 33 9349983 9350015 GCCTCTACGTTGGGGACTAA AAGAAGAAGGCGTGCGTAAA 241
Ad01A3519 Aradu.A01 3519 p3 (GAA)6 18 9352260 9352277 ACCTCGCTTCGACATACAGG GTTTGCAAAACGCCAGAAAT 236
Ad01A3520 Aradu.A01 3520 p3 (CAT)5 15 9385077 9385091 AAGAGGCAAAGATTGGAGCA CCGTGACTGTTCACCCTTTT 277
Ad01A3525 Aradu.A01 3525 p2 (TC)6 12 9409354 9409365 CAGCCGACTCTAATGCTGTTC TCATTGTAAGACCCATCCCA 242
Ad01A3529 Aradu.A01 3529 p3 (GAA)5 15 9420435 9420449 TGGTGTGAAGGGAAGACACA AGAAGGAGAAGCCTCCAAGG 150
Ad01A3535 Aradu.A01 3535 ¢ (GT)7cagcgeet 101 9433207 9433307 ATCCAACGGTCGTAAAGCAC ATCTTTCCCCAAGAACCCAG 267
Ad01A3539 Aradu.A01 3539 p2 (AT)6 12 9439008 9439019 TGCCTGCTTAGAAGGGAAAA AGTGAATTGCGGCTAAAGAA 202
Ad01A3540 Aradu.A01 3540 p2 (AT)6 12 9440701 9440712 TCATACTCATTTAAGAGGTCACGAA CCTTTTAGTTGGACCTGGGC 269
Ad01A3541 Aradu.A01 3541 p3 (AGG)7 21 9448298 9448318 GTCGGGACAAACTTGAGGAA GGAGGCTAAAGCAAAGTCCC 134
Ad01A3542 Aradu.A01 3542 p2 (TG)9 18 9451626 9451643 GTGCCTGGTGTTGTTGAAAG CACCTTCATCATACCATTCGT 280
Ad01A3543 Aradu.A01 3543 ¢ (TA)7atgcaaaa 118 9452087 9452204 AGGAGTCATGCCTGGAGGT TTTCCCGCTAACTACCATTACAA 280
Ad01A3546 Aradu.A01 3546 p3 (TGG)5 15 9456545 9456559 GAAGACAAGGGAGGAAGCAA TGCTTACCCCATTGGAAAAA 239
Ad01A3549 Aradu.A01 3549 p2 (AT)6 12 9464371 9464382 TCTTGGCCAACCATAACCAT TGTTTTGAAATTGTTGTGTACTTGTG 195
Ad01A3552 Aradu.A01 3552 p2 (TA)8 16 9469133 9469148 ATGAGTTCTAGGAAATTAACCATTTT GTCTCGGACCTAAACAAATAGTG 280
Ad01A3555 Aradu.A01 3555 p3 (ATC)5 15 9482957 9482971 TGTTGAAATACTTCGTTAAAAAGACA TGGTCATGTCGGTTATGTTG 276
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Ad01A3556 Aradu.A01 3556 p3 (TCT)5 15 9483270 9483284 AGCAGCCCACGTTGAGAATA GCTCCACCTGCTTGTCTACC 272
Ad01A3557 Aradu.A01 3557 p3 (TAT)S 15 9484419 9484433 CACAGTTTCATTCAACAATCACAA AGCGTATGGTCCATCAGGAG 252
Ad01A3559 Aradu.A01 3559 p3 (TTG)16 48 9497414 9497461 GCTGCTGGATTGCAGGTTAC AGCATCAGCCTTCACCACTT 250
Ad01A3561 Aradu.A01 3561 p3 (TAG)5 15 9498874 9498888 TAAGCCGAAATCACCCAAAC GTGATGGCTTCAGTGGCTTT 212
Ad01A3564 Aradu.A01 3564 p4 (TATC)5 20 9501947 9501966 TGGCATGACCAAGAAATAAAAA TTTTGCCGTGTTTTTAAGGG 269
Ad01A3567 Aradu.A01 3567 p3 (ATT)11 33 9503738 9503770 TTACCCCAAACGTTGAGGAC GGTTAAAGTGGCATAAGGCG 272
Ad01A3568 Aradu.A01 3568 p2 (TA)6 12 9515654 9515665 CAAATGAAAATGTGCATTGGAA TCGAGTCCGTTCTTTGAGAAA 269
Ad01A3570 Aradu.A01 3570 p2 (TA)6 12 9523218 9523229 AACTCAAGTTGGATGAAACCTTTT GGCCATTGTGTAGAGGGTGT 245
Ad01A3571 Aradu.A01 3571 p2 (TA)10 20 9523758 9523777 TGAATTTTAGGTTATTTTAAAGTTGGG CTAGCATTTTTGTCAGGCGA 195
Ad01A3572 Aradu.A01 3572 p3 (TTC)6 18 9531955 9531972 TTTCTGAATGCTCGGTTCTTC CGGCAACAGTAGCATAACAAA 254
Ad01A3577 Aradu.A01 3577 p3 (CTC)12 36 9538547 9538582 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 177
Ad01A3579 Aradu.A01 3579 p3 (TCT)5 15 9551257 9551271 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 265
Ad01A3582 Aradu.A01 3582 ¢ (A)lOtacaaaac 106 9555245 9555350 TCCGGAATTATTGCAAGTCC CACACACATAAATTGCGGTCA 188
Ad01A3587 Aradu.A01 3587 ¢ (TA)10cacaaa¢ 127 9564978 9565104 TCATCAGCGTTAGTGGCTTG TCCATCAAAAGGTAAGTTTTGTACC 243
Ad01A3591 Aradu.A01 3591 p2 (TA)6 12 9573825 9573836 GGAAGTGGTGAAATGCAGGT TCAAGATCTGATACCGATTGAAAA 114
Ad01A3595 Aradu.A01 3595 ¢ (TTA)12ttg(T1 60 9576219 9576278 TTTGTTGGAGCACATGGAAA TCCGGACCAAATTTTAGATGA 166
Ad01A3599 Aradu.A01 3599 p2 (TG)8 16 9585570 9585585 TATTGCTGGTGGAAGACGTG TCAAAATCAATTAAAAATTGGACC 215
Ad01A3601 Aradu.A01 3601 p3 (TCA)6 18 9586180 9586197 GGCAACCATGGCTACCTTTA GGGTCAATGGCAATTTCAAG 236
Ad01A3602 Aradu.A01 3602 p3 (AAT)5 15 9587218 9587232 TGCCATTAATGATGAAGCGA TCAAGTAAAGTGAAAGGCGCT 184
Ad01A3603 Aradu.A01 3603 p3 (TTA)20 60 9587721 9587780 GTCATGGGCATTACCCAAAG AACTCTCATCACTTTCATTCCAA 209
Ad01A3606 Aradu.A01 3606 ¢ (ACC)8attatca 105 9600509 9600613 TCCCCAAAATTATGCAAAGC CAGTGGTGGTGGTTGTTCTG 200
Ad01A3607 Aradu.A01 3607 ¢ (GAA)6gtggce 87 9600874 9600960 CGTCATCCTCATCAAAACCC AAAAAGAAAGAAAGGAGGGGA 277
Ad01A3608 Aradu.A01 3608 p2 (AT)6 12 9602013 9602024 TCAAGGGTTTTATGTGTCAGGA TTGTCCTTTTTCCAATAACACTC 262
Ad01A3612 Aradu.A01 3612 p4 (TATT)7 28 9612390 9612417 TGAGCCACAAGTACCTGCAC AAAAGAAATGTGATCCAATTAAAAA 275
Ad01A3615 Aradu.A01 3615 p3 (AAT)5 15 9621170 9621184 TGGCACCATTATTTGAAGGA TAGCCATTGCTGAACCTTCC 256
Ad01A3621 Aradu.A01 3621 p2 (AT)6 12 9626200 9626211 CATTATGCATCAGTGGCACA TGCAAGGAGAAAATATATCAAAAAGA 227
Ad01A3622 Aradu.A01 3622 ¢ (AT)8gtattctac 106 9630151 9630256 TACGCACCAACAAATTCCTG GCGCCTGAAGAACATATTATCAA 280
Ad01A3623 Aradu.A01 3623 p3 (TAA)5 15 9631348 9631362 TGAATATTCTATTGACCTTGCACTC CCAACAACAGAGAAACGTGG 280
Ad01A3624 Aradu.A01 3624 p3 (CTT)5 15 9631578 9631592 CCACGTTTCTCTGTTGTTGG GCTTTTTGGTTTGGTTCCTG 144
Ad01A3625 Aradu.A01 3625 p2 (TA)6 12 9633384 9633395 ATGGAAGCCACTTTTGCTTG AGAAGTCCCAATTCCCCTTG 257
Ad01A3632 Aradu.A01 3632 p3 (GAA)6 18 9655690 9655707 AGGAGTGGGTAGAGCGACAA TGTGTTGTCAATCCCCAAAA 229
Ad01A3636 Aradu.A01 3636 c* (T)109g(TAT) 60 9663171 9663230 TGCCTTTAATCTTTGAGCGAA AGTTTCAACTTTCTTGCCAATG 275
Ad01A3637 Aradu.A01 3637 p2 (TA)8 16 9665242 9665257 GGAGGTCTAAGATGGCTGCT CATGACACGGACAAATCAACA 276
Ad01A3641 Aradu.A01 3641 p2 (AT)6 12 9684514 9684525 CTTTGCATCTGGCAATCAGA TGGTGGGAATAAAGGGTTTG 245
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Ad01A3645 Aradu.A01 3645 p2 (cnr 14 9690474 9690487 AACCCAAGGATGAAGCACAC CCTTGGCTTCGCCATTATTA 260
Ad01A3646 Aradu.A01 3646 p2 (Cm1o 20 9690617 9690636 AACCCAAGGATGAAGCACAC CCTTGGCTTCGCCATTATTA 260
Ad01A3649 Aradu.A01 3649 p2 (TC)10 20 9697655 9697674 CGGACACCAATCTCCCTCTA TGCTTCCATGTTTCCTGATG 260
Ad01A3650 Aradu.A01 3650 p2 (TC)8 16 9705070 9705085 TCTACGGACACCAATCTCCC GCTTCCATGTTACCTGATGGA 259
Ad01A3651 Aradu.A01 3651 p3 (ACA)5 15 9707105 9707119 CAAAACTGTGGAAGACGGTG CATGAGGTGGTCAAACGAGA 280
Ad01A3656 Aradu.A01 3656 ¢ (A)l4gaaacgttt 93 9716706 9716798 TGGCCACAAATTCTTAAATAAAGG TGCATTGCTCTTTCAATGTG 252
Ad01A3658 Aradu.A01 3658 ¢ (AT)baaataaag 93 9720776 9720868 TTCTCCCTCACCTTTCCCTT CTGTCACAAACTCCATTGATGA 268
Ad01A3659 Aradu.A01 3659 p2 (TA)9 18 9722650 9722667 GAGAAAGGATTGGTCCAGCA TTTTTGGAATTGGTGTCCATT 169
Ad01A3664 Aradu.A01 3664 p4 (AAAT)8 32 9727186 9727217 GCCATCAATTTTGTGAGGCT TCTCATTCGCATGTTTTGGA 233
Ad01A3665 Aradu.A01 3665 p5 (TATTT)5 25 9727691 9727715 TGTTGTGGATCAAAATTTCGTTTA TTAGCAGCTTTTGAGCGTGA 227
Ad01A3669 Aradu.A01 3669 p3 (CAT)6 18 9735306 9735323 GAAGGTTATCCGGCATGTCT AAACAAACGGAAGAACCACAA 198
Ad01A3670 Aradu.A01 3670 p2 (TA)6 12 9735626 9735637 CTGCCGGACTGGATGATACT GCCGATAATTGCAACTCCAT 166
Ad01A3671 Aradu.A01 3671 p4 (GTTA)6 24 9736600 9736623 GTCGATGAATTCCGAAATGG AAGCAGCATTCTTTGGCAAC 268
Ad01A3674 Aradu.A01 3674 p3 (ACA)7 21 9741050 9741070 CCCTGCAAAGACAACCAAAT TTGATCCATGTAGTTGATCCCA 270
Ad01A3675 Aradu.A01 3675 p2 (AC)6 12 9744695 9744706 CTTCCGAATGACCTCCACAG AAAGTGAGAGATGGCGTGGT 214
Ad01A3676 Aradu.A01 3676 p2 (GA)9 18 9745747 9745764 CCAAGAAAGTGAAGGGTGTTG TCCCTTCTCTTCCCTCCTTT 144
Ad01A3683 Aradu.A01 3683 ¢ (T)10ctttttctttt: 109 9758208 9758316 TTCTTTTCTCTTTTTGTGAAGGTG ACCGGATCAGAGTTGACGAT 183
Ad01A3684 Aradu.A01 3684 p3 (GAA)5 15 9759425 9759439 AGCGCGCTACTCACCATTAT TTCCTCCGCCTCATCTTCTA 253
Ad01A3685 Aradu.A01 3685 p4 (AAAT)6 24 9761747 9761770 CAGCTTATATTATTGCCAATTTTCAC TTCACGTATGCCATATAACTCAGAA 260
Ad01A3686 Aradu.A01 3686 p3 (TTA)24 72 9762870 9762941 CTTAGCAGCAACCGTCATCA TCACCTCAACTCAGCTCAACA 206
Ad01A3690 Aradu.A01 3690 p2 (TA)9 18 9769997 9770014 GGCGTGTATATATTTTGGATTGC GTATGTATATACCTTCAATTCGAGTCA 251
Ad01A3692 Aradu.A01 3692 p2 (TC)14 28 9774808 9774835 CCAAAACACCGTTCTTTCTCA ATATGATTTTGCTTTGCGGG 258
Ad01A3693 Aradu.A01 3693 p2 (AC)7 14 9774965 9774978 CGCCCTTCTTTGACTCTCTG TTAACCTGATCCGAAAACCG 276
Ad01A3695 Aradu.A01 3695 p3 (CTT)10 30 9782065 9782094 ACTCCGATTCACTCCCCTCT AAACACAAAACCAAGGTGGC 232
Ad01A3698 Aradu.A01 3698 p2 (GA)6 12 9792619 9792630 CCTCCTCTTCTTCCACCCTC GTTCCAACGACGGTGAGATT 273
Ad01A3699 Aradu.A01 3699 p3 (CGC)6 18 9792878 9792895 ATTCACCGAATCTCACCGTC GAAACAGCTGGAGCCTCAAC 121
Ad01A3705 Aradu.A01 3705 p3 (TAA)7 21 9809772 9809792 TTCATTCCTTCACAAAATCAAAAA GGACAGTATCACAATAACAAGGCA 237
Ad01A3706 Aradu.A01 3706 p3 (CCT)5 15 9814003 9814017 ATAAATGGAACCACAGGGCA TACTTGCCAGACAGTGGCAG 203
Ad01A3710 Aradu.A01 3710 p3 (AAT)S 15 9827761 9827775 AAAAAGTGGAAGAATGTAAGCCA GGTGCTTGGTGCATCATAAA 258
Ad01A3713 Aradu.A01 3713 p2 (AT)7 14 9834181 9834194 TCACAATTTTTCTACCCTCGG CCAACTTCGTTCCAACACCT 234
Ad01A3715 Aradu.A01 3715 p4 (AAGA)5 20 9836732 9836751 CGACGAGATGCAAAAGCATA TCCGGATCTTCTTCCTTCCT 240
Ad01A3717 Aradu.A01 3717 p2 (TA)6 12 9843447 9843458 TTTCAGATCCAAGAAGGAAAAA TCTCTCTCTGGATTTCATATGCTTC 279
Ad01A3719 Aradu.A01 3719 p3 (TTG)6 18 9849450 9849467 CTAACATGGGACATGGGGTC ACCAACTTCCCAAACCTCAA 268
Ad01A3720 Aradu.A01 3720 p2 (cnr 14 9849586 9849599 GAGGTTTGGGAAGTTGGTTG TTGCGTCAGCACTTAGCAGT 115
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Ad01A3722 Aradu.A01 3722 p2 (AT)10 20 9854576 9854595 TTTTCAAGTGATATTGGAATTTAGAA TGCAACTAAATGACTAAGCAACAA 280
Ad01A3728 Aradu.A01 3728 p2 (AG)9 18 9874662 9874679 GCACTACTTTCGCCGACTTC CCTTTTTCTTAATCCCATCGC 187
Ad01A3736 Aradu.A01 3736 ¢ (TTC)5ttttccas 92 9900904 9900995 GGAAGGGAGAGAGCACCATC GAACCCAGAATCAACAACAACA 280
Ad01A3737 Aradu.A01 3737 p3 (TGA)S 15 9901117 9901131 TAGCCGTTCCACGTTCTTCT TCGTCATCCTCATCAAACCC 270
Ad01A3738 Aradu.A01 3738 ¢ (GAT)11ggtag 84 9901257 9901340 GGGTTTGATGAGGATGACGA AATCATGCAAAGCACCATCA 192
Ad01A3741 Aradu.A01 3741 ¢ (T)10gttaaaattt 79 9905728 9905806 AGATAGCTAACCAATTTTCAAACTAAG CAAATAGAACTCAGTACTTTATTCGC 280
Ad01A3744 Aradu.A01 3744 p3 (TTA)17 51 9909747 9909797 AATTTTTCCGCCAACATCTG AAATGGCAGGTTTTGAGTATCAC 240
Ad01A3745 Aradu.A01 3745 p3 (ATA)6 18 9911115 9911132 AAAATCGAAAAGGGTGGTCC TGGGAAGTCGAGAACAGCTT 261
Ad01A3748 Aradu.A01 3748 ¢ (A)10gcaactgc 68 9919714 9919781 TGAACACCCTCAACTACCCC TTGTAAAAGCTACTTGGATCCTGTC 151
Ad01A3749 Aradu.A01 3749 p2 (AT)7 14 9925883 9925896 TGCAATACCACCACAACACA AAGTGATCGGCCAAGGTATG 277
Ad01A3750 Aradu.A01 3750 p2 (AG)7 14 9931497 9931510 CGACGTAGTGACGGACTTGA CGAGACAGGACGGACTTTTC 271
Ad01A3752 Aradu.A01 3752 p3 (ATAY7 21 9934874 9934894 TTAAATTCAAGGATAAGGATGTTTTT GGCTATTTGGTTTTTCAAGGC 247
Ad01A3755 Aradu.A01 3755 p3 (CTT)5 15 9962186 9962200 CATAACCCTCCACCTCCTCA GCATCAAGCTGTGAGACCCT 118
Ad01A3756 Aradu.A01 3756 p3 (TCA)S 15 9964883 9964897 TATCATCTTGTTCTCCCCGC ATTTTGGAAACAGGGCACAG 220
Ad01A3758 Aradu.A01 3758 p3 (AAT)5 15 9975629 9975643 TGCTACACCCAAACAGTTGA TGGAGTTCCTCGCACTTTCT 271
Ad01A3765 Aradu.A01 3765 ¢ (T)11aattgggtc 70 9994597 9994666 CGCAAAATTTTCAATTAGGTCC TTGGTCCCTATAGTTCCGTGA 268
Ad01A3767 Aradu.A01 3767 p2 (AG)6 12 9996562 9996573 TCAGTGGCTAAGAGAAGGGG GGAGACTGGATGTAGGCAGC 273
Ad01A3769 Aradu.A01 3769 p3 (TCA)S 15 10013189 10013203 TGCCTCCTCTCACTGTCCTT ACTGCACCTGAGTTTCCACC 265
Ad01A3770 Aradu.A01 3770 p2 (AT)9 18 10014236 10014253 GGATCTTGCAACACATACATAGG CCTAATTACAAAATTAAAAGCAACG 244
Ad01A3772 Aradu.A01 3772 ¢ (AAT)6aac(A/ 51 10020578 10020628 TTGTGAGGGCACACAACCTA TGAAAATCCGTATTTGAGTATTCATC 255
Ad01A3774 Aradu.A01 3774 ¢ (T)10aactttttgt 118 10025385 10025502 GCCAAGAAATTTATTTTGCTTCA CTGGCCTGAACCATTTTGAT 262
Ad01A3776 Aradu.A01 3776 p2 (GA)7 14 10026533 10026546 TTGGATGGTACAGACGGTGA ACACAAACAACACCACCCCT 103
Ad01A3777 Aradu.A01 3777 p3 (GAA)5 15 10026655 10026669 AGGGGTGGTGTTGTTTGTGT GAAATTACGGTGGGGAAGGT 217
Ad01A3780 Aradu.A01 3780 p4 (TTAG)5 20 10030735 10030754 TCGCTTTACCATCATCACCA CTACTCCCTTTCAACGAGCG 253
Ad01A3781 Aradu.A01 3781 p3 (CAT)5 15 10036763 10036777 TGCACATTGAGTTTTTCAGCA TGTGATGAAGCAGCAGAACC 256
Ad01A3783 Aradu.A01 3783 ¢ (T)10cctcttattt: 30 10044448 10044477 CGAGTCATTTATCAAAGTCCACC TCTTGTTGTTTTTGTTCCCCA 225
Ad01A3787 Aradu.A01 3787 ¢ (TTC)btcgttact 103 10057572 10057674 TATATTCACGCGCTTCGTGT GAACCACACCTCAGCCATTT 213
Ad01A3789 Aradu.A01 3789 p2 (AT)11 22 10063087 10063108 AGCCGAAAGATGGGATTCTT GAAGGATTTAAATGTGTGATCCAA 259
Ad01A3793 Aradu.A01 3793 p2 (TA)6 12 10074928 10074939 TCATGCAAAACCACTTTGGA CCAAAAACTTATGGTGATGGG 277
Ad01A3798 Aradu.A01 3798 c* (A)12(AAT)11 43 10092381 10092423 CCCGTTTTACGGGAGAAACT GTGCCCCTCAGTTACGACAT 232
Ad01A3802 Aradu.A01 3802 p2 (AT)6 12 10105518 10105529 TCCATATGTCACAGGCAGGA GACCCGAATCAAACCATGAC 273
Ad01A3804 Aradu.A01 3804 p2 (AT)6 12 10107065 10107076 CACATGAATCAAACTTCAAGGA TGCGAAACTATAGGAACCAACA 216
Ad01A3810 Aradu.A01 3810 p2 (AT)11 22 10144952 10144973 TCCATATGTCACAGGCAGGA CCTCCATTTCCAAGACAACAA 223
Ad01A3812 Aradu.A01 3812 p2 (TA)6 12 10169233 10169244 CCTTTGTTAGCTGCAACGGT TGGAAAAATGGAAAATGGACA 194



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A3820 Aradu.A01 3820 p2 (TA)9 18 10183106 10183123 GCCGAGGTTAAGCTTGGATA TCACGAGCTGGCTCAAATAA 274
Ad01A3823 Aradu.A01 3823 p2 (TA)7 14 10197831 10197844 CGATAAATTGAGTTGATGAGGTTG TTACGAAATTGCTCAACTAACAAA 232
Ad01A3824 Aradu.A01 3824 p3 (TAA)5 15 10201294 10201308 CACCATGCATGATTCACTCC ATTGTGAACGCAGCATACGA 206
Ad01A3825 Aradu.A01 3825 p3 (TTA)20 60 10208751 10208810 ATTTGGTGACGTGCTTCCTT TTATGTTATGGTAATAATTTGGCCT 149
Ad01A3827 Aradu.A01 3827 p4 (TTAT)S 20 10219152 10219171 TCAGAATTTCTCCTATCATTCACTTT TCAATTTTTCATCTTAGTTGCGA 189
Ad01A3829 Aradu.A01 3829 p3 (AAT)5 15 10222615 10222629 TTTGATGAATTGAAAAATATCCTGA TGGTAGGCAAAGTTTCCTTTCT 212
Ad01A3830 Aradu.A01 3830 p3 (TTA)8 24 10222993 10223016 GAAAGGAAACTTTGCCTACCA TTTCTGACAAGGTCATTCATGC 275
Ad01A3832 Aradu.A01 3832 p3 (ATA)S 15 10227444 10227458 GCATCACCATGTTTCGTAGC GCCAAACACAAAAGAAAAAGG 277
Ad01A3833 Aradu.A01 3833 p2 (TA)7 14 10238394 10238407 TGCACATGTATCTCTGCCATT TCATGATGTAAGATTTTTCATTGTCT 276
Ad01A3834 Aradu.A01 3834 p3 (ATA)S 15 10238868 10238882 TACCACACCGAAAGATGCAA CAAATTGTAAAATCAACCACCG 134
Ad01A3842 Aradu.A01 3842 ¢ (GAT)5aaat(A 33 10277416 10277448 ATCCCTTCCCCCAAAATCTA TGACACGTGCCACATGAAAT 219
Ad01A3843 Aradu.A01 3843 p3 (TGC)7 21 10278815 10278835 CCCTTGATTCACTTGCTGCT GATTCACGCTGTTGTGATGG 238
Ad01A3846 Aradu.A01 3846 ¢ (A)10gaaaatcc 57 10281839 10281895 CAATGAATTGAAATCGTGCG TGCGATTTGCTTTTTCTTTTC 270
Ad01A3847 Aradu.A01 3847 p4 (ATAA)S 20 10286628 10286647 TCGCCTCTTTCAACTAAATTCC GAAAGCAAGTAGTGTTTGGTCTTCT 278
Ad01A3849 Aradu.A01 3849 p3 (AAT)15 45 10288243 10288287 TGATGTATCATTGAGTCAGTTCAAAA TGGTGGAATTGTCGTTCAGA 246
Ad01A3852 Aradu.A01 3852 p2 (AT)10 20 10322489 10322508 TGAATCCCAAGAGTTTTGTGTG AGTGCTTGAAAGGGAAAGGC 229
Ad01A3855 Aradu.A01 3855 p2 (TA)6 12 10344825 10344836 TTGTTTTGCCCAAGGAAATC TGCTTAAATTCAGTGGGTGC 231
Ad01A3857 Aradu.A01 3857 ¢ (AG)9attcattgc 121 10351587 10351707 TTTAATACTAACCAGAGCTTAGCAGA ACCTTTAGCGGTTTTTCGGT 231
Ad01A3859 Aradu.A01 3859 ¢ (T)13aaaaaaat 72 10362060 10362131 TTCATCCAATCCACGAACAA GGGTCTGGAGGCAGGTTAGT 278
Ad01A3865 Aradu.A01 3865 p2 (TA)6 12 10376873 10376884 GGCGTATTGAAAATTAGTCGC GTGATCCCTTGCAACAAAAA 239
Ad01A3869 Aradu.A01 3869 p3 (CAT)6 18 10395616 10395633 GGGAATGAGAATTGTCCCAA TTTGGGAAGAAGCATAACTGG 139
Ad01A3871 Aradu.A01 3871 p3 (AAT)5 15 10399771 10399785 CAAGGAACTTTCATCTGCACC ATGCCTGATCCTGGAGATTG 245
Ad01A3872 Aradu.A01 3872 ¢ (TGA)9cgatga 84 10407380 10407463 GAGAAATCGTTGGATCGGAA TATGATCGAAGCAAGACGGC 240
Ad01A3873 Aradu.A01 3873 p2 (GA)7 14 10412065 10412078 CTTGGAAATTGGAGGTTGGA GATCGAAGCAAGAGAGCGTT 248
Ad01A3874 Aradu.A01 3874 p2 (AG)7 14 10414292 10414305 ACGCACTGCATGATCGAATA CCTTGTTGGTTTGTTTGCCT 153
Ad01A3876 Aradu.A01 3876 p3 (AAT)5 15 10426517 10426531 GCAACAACAACAATAATGGCA TCCATCAAACCTCATGCAAC 215
Ad01A3877 Aradu.A01 3877 p2 (AT)12 24 10427239 10427262 CGAGTACTTGCCTCCACTGA CAGTTTTCAACGGTTAATTTCACA 277
Ad01A3879 Aradu.A01 3879 p3 (TAA)20 60 10428926 10428985 GCATCCCATGAATTTGTTCC CAAATCAATCCCCAATGTTTC 268
Ad01A3881 Aradu.A01 3881 p3 (ATT)S 15 10433486 10433500 CCATGTGACTTAAATCTGGCAA AACAGCCGGCTTGATAGAAA 224
Ad01A3884 Aradu.A01 3884 p3 (ACT)6 18 10436364 10436381 ATCAAACGGTTGCCACTACC TTCCATTTTGGAGGCTGACT 170
Ad01A3886 Aradu.A01 3886 p3 (AAT)7 21 10438176 10438196 GCATGGAGTGAATATTAGCGA TGTGTTATATTGGGGTTGTTCTTG 224
Ad01A3887 Aradu.A01 3887 p2 (Cm1o 20 10440822 10440841 GCTAAGCAAGAGCATCGTACA TCGCTACCCATGCTTACCTC 269
Ad01A3890 Aradu.A01 3890 p3 (TTC)5 15 10446331 10446345 GCCTGCACAACTTCCTCTTC CACAGAAAACGATGGAGGGT 216
Ad01A3895 Aradu.A01 3895 ¢ (T)11agacac(A 27 10452586 10452612 GCAAAGCAAATCAATTGGTACA TGCTAGAAGGCCAGCACTTT 224
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Ad01A3901 Aradu.A01 3901 p3 (ATT)6 18 10475084 10475101 TGAATGTTTGATCCTCGGAA TCTCTTTCATCTCTAACAATGGGA 236
Ad01A3905 Aradu.A01 3905 p2 (AC)7 14 10482313 10482326 GACCACTCCCCTCCTTCTTC GATGCGGTGTTGGGAATAAT 219
Ad01A3909 Aradu.A01 3909 p2 (AG)6 12 10505155 10505166 GTTAAGAACACACCGGCCAC AGAAGGATTCATAACCGGGG 245
Ad01A3911 Aradu.A01 3911 p2 (AT)7 14 10515079 10515092 TGAGGCTTTGCAGCTGTACT CGCTGGTACACAACTGTCTCA 279
Ad01A3912 Aradu.A01 3912 ¢ (AGA)5tgacga 125 10516394 10516518 TTGCAGAGATGAAATTTGCG TCAGAAATAATAAGGCCCAAAAA 247
Ad01A3914 Aradu.A01 3914 p2 (TA)9 18 10517191 10517208 TTTTTACAAACAACCAACTACCAA CAAAGAAACGCACATCGAGA 203
Ad01A3916 Aradu.A01 3916 p3 (GAA)10 30 10519934 10519963 ACGAGGAGAAACACGACGAT GAAGAATTCTCCACATATAAGCGTT 180
Ad01A3917 Aradu.A01 3917 p2 (TG)6 12 10521892 10521903 GAAAGAGGTGACCAATGGGA AATGAAAAGCCTCCTGCTGA 239
Ad01A3918 Aradu.A01 3918 p2 (GA)9 18 10524437 10524454 GCAACATGCGTAACCACATC GTTCGAGCAGGCTTACCTTG 194
Ad01A3920 Aradu.A01 3920 ¢ (T)10aaatc(T)! 25 10525923 10525947 TCACTATATCAAACGCGCCA TGCTGCAATGGTGGTAGTGT 264
Ad01A3921 Aradu.A01 3921 p3 (GAA)6 18 10526740 10526757 ACCTCAAGTTCACGGGAATG GCATTGCATTGACGAGTTGT 214
Ad01A3923 Aradu.A01 3923 p2 (AT)8 16 10532777 10532792 GGTTGGTAAGACCGATCCAA GAATCATCAACCTACTCTTCCCC 271
Ad01A3925 Aradu.A01 3925 ¢ (T)10acttttaaat 58 10535395 10535452 GAGTTCGTTTGAGTAATGGCAG CTTGCATGAAAATGGTGGTG 278
Ad01A3930 Aradu.A01 3930 p3 (TTG)6 18 10543899 10543916 AACACCACCACCTTCTTTGC GGAGCAAGAGTTTTCTCCCA 120
Ad01A3932 Aradu.A01 3932 p3 (CAC)7 21 10548116 10548136 TACCTCCTCTTCCACCACCA TTCGGCTTCTTCTTTTGCAT 199
Ad01A3934 Aradu.A01 3934 p4 (TAAA)5 20 10578283 10578302 CCAGAGTGCAGAGAAGTCCC GAGTACCCCTCCCCTGTTTC 259
Ad01A3937 Aradu.A01 3937 ¢ (A)10gtaag(A) 27 10589452 10589478 GCCCTATGCTATCATCACCAA CTTCACTGAACGCACGAAAA 274
Ad01A3939 Aradu.A01 3939 ¢ (A)13ccgaaaae 101 10602829 10602929 CCAATTAACGGATTGCAAGG ATAATTACGTCGACGACCGC 261
Ad01A3944 Aradu.A01 3944 p2 (CT)7 14 10605647 10605660 CCAAAAGCTTACCAGCCAAA GGTTTCGTGGATTTTGAGGA 276
Ad01A3946 Aradu.A01 3946 ¢ (A)11tattgaata 72 10623708 10623779 AGTAATTCATCCAAGTCCTGGTC TGGCAAAGCCTTTTGAAACT 258
Ad01A3947 Aradu.A01 3947 p2 (TG)6 12 10627519 10627530 CCATCAGAGAGCAGAGGGAA ACAAAAGCTGCAATGCACAC 198
Ad01A3948 Aradu.A01 3948 p4 (ATTT)6 24 10628385 10628408 TGCCTGAATTCTACGGTTCC AGGTTGAGAATGAATTGCCC 139
Ad01A3953 Aradu.A01 3953 p2 (GA)7 14 10643378 10643391 TTGGCCGTTCACCCTTAATA AGCGAAAATGGAAAGCTTGA 272
Ad01A3959 Aradu.A01 3959 p2 (AT)6 12 10652817 10652828 TTGAAGAAACTCAATTAACCAGATTT CACGTGAGATTTATTATTTACCAGAA 156
Ad01A3961 Aradu.A01 3961 p3 (TTA)11 33 10662839 10662871 GCAAATAAAATAAAACCGTCACA TGCTATATTTTTGTTGGTTATTCTCTC 196
Ad01A3962 Aradu.A01 3962 p2 (TA)6 12 10664277 10664288 TGGATACCGAAAGTTGGTTTG AAATTTGAAGAAATTAAAAAGTTGTCC 257
Ad01A3965 Aradu.A01 3965 p2 (TA)6 12 10665895 10665906 AAACTCGAATGCAGCAAATG TCTTGGAGATTTTTGTTATTCGG 237
Ad01A3966 Aradu.A01 3966 p3 (AAT)16 48 10666411 10666458 TTTTACGTTTAATTTTTGCCTTTTC AGGTGCAGTCAATTTCATGTG 279
Ad01A3969 Aradu.A01 3969 p2 (AT)7 14 10671367 10671380 GAAAGTTCAATTTTAAGCAGATTTTT TTTTTAAGAACTAAAATTTCTTCGGT 247
Ad01A3970 Aradu.A01 3970 p2 (TA)7 14 10675499 10675512 AAGCGCAGTTTCTTGATGAAC AAGACCAAATGTATTTGTGTGGAA 159
Ad01A3972 Aradu.A01 3972 p4 (ATAA)S 20 10685563 10685582 TGGACAAGTCTAAGATGGGGTC GGAAACCCACTTCATCACCA 267
Ad01A3973 Aradu.A01 3973 ¢ (TAT)6taaaaas 49 10686257 10686305 CTCCCGTGCATCTTGCTTAG CCCTAATTTTTCATGTGTTATCATTT 253
Ad01A3974 Aradu.A01 3974 ¢ (T)1lacttttggar 118 10687522 10687639 TTTTGGGTTTATTTATTCTTTGCAT CAATGCAAATTCTCAAGTTTGG 227
Ad01A3977 Aradu.A01 3977 p3 (TAT)6 18 10693045 10693062 TCCAAATATTTTCGGCATTTG TTATGTGCCATTTTGATACCCT 252
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Ad01A3987 Aradu.A01 3987 p2 (TC)7 14 10728992 10729005 ACCCAGCTTCTACCTCCGTT CCTTGAATGGGACTGAAGGA 224
Ad01A3988 Aradu.A01 3988 p2 (CM20 40 10729174 10729213 TCAGTCCCATTCAAGGTTCC CCCACCTAGCAGAAACCAAA 254
Ad01A3990 Aradu.A01 3990 p3 (TTA)6 18 10734907 10734924 TTTTTGAGGCATTCATCTTGG GGCTACATGAATCAAACAACG 278
Ad01A3991 Aradu.A01 3991 p3 (AAT)15 45 10735710 10735754 ATGTGGCAATTTTTCGTTCA AAGCTGGAGATGGTACACCG 243
Ad01A3993 Aradu.A01 3993 p2 (AT)6 12 10740263 10740274 TCCAATGCATCATCCAAAAA TGGCCAAGACAAACTCAAAA 154
Ad01A3994 Aradu.A01 3994 p2 (AT)6 12 10741393 10741404 TCGGCATATTGTCTCAGCAG TCAGAAGTGCAGGTTTGTGG 195
Ad01A3999 Aradu.A01 3999 p3 (CAA)S 15 10745735 10745749 GAGAAAATGACGGTGAACGG GCTCAGTTTTCAGTTTTGTGGA 255
Ad01A4000 Aradu.A01 4000 p3 (AAG)8 24 10746103 10746126 TTCTTCCATTCGTTGGGAAC AGAAGCTCCAAAACCTGCAA 234
Ad01A4001 Aradu.A01 4001 ¢ (T)12caaattcazs 106 10746229 10746334 CGTTAACCAAATCAAAAGCG GGCATGATCGTAACAACTTCA 276
Ad01A4003 Aradu.A01 4003 p3 (ATC)5 15 10752600 10752614 TTTGAAATTTGGCACGTGAT CTTGATCGTGCTGACCATGT 188
Ad01A4004 Aradu.A01 4004 p3 (ATA)19 57 10754875 10754931 TGACCTCTCAAATAATCGAGCTT ACTCGAACCTGCGACTCCTA 207
Ad01A4005 Aradu.A01 4005 ¢ (AG)7tgatagac 37 10755108 10755144 CTAGGAGTCGCAGGTTCGAG TTCATGGATGAAGATGATGGA 257
Ad01A4006 Aradu.A01 4006 p3 (ATA)6 18 10755727 10755744 GGAGGACAAAAATGGTGGAA ATGGAAAGCAACCACACACA 186
Ad01A4011 Aradu.A01 4011 p3 (AAT)5 15 10772510 10772524 TCATTTTCAACCATAAATGCACA TCCATGTTAGATGCATTTCG 264
Ad01A4016 Aradu.A01 4016 p2 (AT)9 18 10780004 10780021 AGCAGAAGCAGAGCCTGAAC TGCGCATTTAAGTAATCCTCAAT 280
Ad01A4024 Aradu.A01 4024 p2 (TA)7 14 10818473 10818486 CCATGGTTTCCCTCAAATGT TCTTGTTTGAAAATGCTGGG 213
Ad01A4030 Aradu.A01 4030 p2 (AT)6 12 10839706 10839717 AACTGGTTTTGGACCATTGC CAATTCCTTGCACTTGGTTG 272
Ad01A4031 Aradu.A01 4031 ¢ (ACC)6gcgace 85 10840876 10840960 TATGCCAGCATCGTCAAGAA ACAACGGTGGTCAGAAGAGG 244
Ad01A4032 Aradu.A01 4032 ¢ (AAG)5atgctgi 122 10841094 10841215 TCTCCTCTTCTGACCACCGT TCAATTCCAAGTCGCACTCA 246
Ad01A4033 Aradu.A01 4033 p3 (AAT)7 21 10841409 10841429 TTGCACCCCTCTTGTTCTTC TCCCAACCTCCTCTTATCCC 225
Ad01A4034 Aradu.A01 4034 p2 (TC)14 28 10844773 10844800 TTTTGGAAGCTAGGTTTCCCT GCCAACAACAAAACTCCGTT 125
Ad01A4037 Aradu.A01 4037 p2 (TA)6 12 10854918 10854929 GTGGGGCAACTTGTTCATTT GGTGCAATTAAAGCCAGTCC 181
Ad01A4038 Aradu.A01 4038 p2 (AT)7 14 10855088 10855101 GGACTGGCTTTAATTGCACC TTGCACAAATTATGGGATTGA 256
Ad01A4039 Aradu.A01 4039 p4 (TTAT)6 24 10856707 10856730 TTTGCTGACTCTGGGTTTCA TTTCGATGTGCCTGATTCAC 150
Ad01A4044 Aradu.A01 4044 ¢ (A)10gaaaagas 42 10861757 10861798 GCTTTGTTACAGATACTCGTTTGG TTTGATAGAAACATTGAGGACCA 218
Ad01A4045 Aradu.A01 4045 p2 (AT)6 12 10862475 10862486 CATACCTAAAGAAATCCTCACATTTT TGTTTCAACATAGTTTGGCCC 245
Ad01A4046 Aradu.A01 4046 ¢ (T)10gtgtttctat 34 10862887 10862920 TAGGGCGCACCAAATATTCA TTGTCAGTTCGAATTTCATTCC 174
Ad01A4047 Aradu.A01 4047 ¢ (AAT)5(TAT) 36 10864147 10864182 CAAATCAAAATGTATCACCGGA AAAAGATATGCGACAAAAATTTAAAAC 245
Ad01A4050 Aradu.A01 4050 p3 (TTA)S 15 10865934 10865948 AGAAATGGCGAAACATGACA ATCCCACTACTCCATTGCCA 182
Ad01A4051 Aradu.A01 4051 p3 (ATT)13 39 10866104 10866142 TGGCAATGGAGTAGTGGGAT CTACCCCCAACCAACTTTGA 199
Ad01A4053 Aradu.A01 4053 p3 (AAT)12 36 10867503 10867538 TTTTTGTTTAGTTGGGTCCCT TAGCCCAACCTGATTTCCAC 278
Ad01A4054 Aradu.A01 4054 p3 (AGT)7 21 10868090 10868110 AGTGATCATAATCCGGCAGC TGTTGTTGTTGCTTCTTGGTG 264
Ad01A4055 Aradu.A01 4055 p3 (CAA)S 15 10868277 10868291 TGTCATCTTGGTGTTCCATTG GAGTTGGCCTTCAAATTGCT 152
Ad01A4056 Aradu.A01 4056 p3 (TAA)6 18 10870006 10870023 GAAGCAGCTGAAAAACCGTC CAGCATGGTGCAACTTTGTT 256
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Ad01A4060 Aradu.A01 4060 ¢ (T)10aatgtggat 48 10876250 10876297 CCAATTGGCATATTTTGGATT GCAATTGCACCTTTTTCTTTTC 258
Ad01A4061 Aradu.A01 4061 p2 (TG)6 12 10879100 10879111 GATGGGGATGATGCTACCAC ATGCCAAAGCTACCACCCTA 234
Ad01A4065 Aradu.A01 4065 ¢ (T)10gggtcttta 55 10881142 10881196 GGAATTCGAACATCCGACAC GACAAAACAAGCATAGGCCC 257
Ad01A4068 Aradu.A01 4068 p3 (ATA)S 15 10888331 10888345 TGGCTCCACATTGCTGTAAC ATGCTGTCCTGCTTTTGGAC 268
Ad01A4071 Aradu.A01 4071 ¢ (A)lOttaaagcct 110 10891875 10891984 GAGTGGCAAACAACACCAAA CCTCTTAGGAGGTTGGACGA 224
Ad01A4072 Aradu.A01 4072 p2 (TA)6 12 10893904 10893915 TGGTGAGGACCTCCAAGTTT CCACAAAATAATAAAGCTCGAGAAA 158
Ad01A4073 Aradu.A01 4073 p2 (AT)7 14 10894161 10894174 TTGTGGGGATAAGTGCTCCT GAAGTGTTGGGAAAGAACGG 266
Ad01A4074 Aradu.A01 4074 p3 (TCC)5 15 10894456 10894470 TGCTTTTTCTCACCCTCGTT TTCACCCGAGAGAAGGAGAA 193
Ad01A4079 Aradu.A01 4079 p2 (CT)7 14 10901493 10901506 AAGCGAGCTCGAACAGAGAG ACCGACTTCACCGATTTCAC 235
Ad01A4088 Aradu.A01 4088 p2 (AG)6 12 10935162 10935173 TTTCTGACCTGTTTTTACGGTTT TGCCAGGAAGCTCAAAGAGT 225
Ad01A4092 Aradu.A01 4092 ¢ (T)10atggagtas 87 10943699 10943785 TCAAATAAGTGATAGTTTTCTTGTTGA AGGCCCAATTAGAAAAAGCC 220
Ad01A4096 Aradu.A01 4096 p4 (TCTT)6 24 10949191 10949214 TCCAAATTCCAAATGGTGAAA ATTTGTTGATTCTGGCCCAT 222
Ad01A4097 Aradu.A01 4097 p3 (CAA)6 18 10949785 10949802 TTCAAGCACCTCCTCTGCTT AGCACCCCATTTTCAAGAAC 220
Ad01A4098 Aradu.A01 4098 ¢ (A)10tcaaataat 56 10952827 10952882 TTCAGCTTCTGAAAGAATGAAAC AGGAAGCTTGATGTTTTGGG 209
Ad01A4099 Aradu.A01 4099 p3 (AAT)12 36 10955810 10955845 CAATTCACACTGGCGTATGG TGTTCCGTTTTATGGTGCAA 260
Ad01A4100 Aradu.A01 4100 p2 (TC)8 16 10958258 10958273 ATGGTGCTGAAAACTCACCC TCACGTGAAGCCTATTTCACC 278
Ad01A4101 Aradu.A01 4101 p3 (AAG)5 15 10959600 10959614 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCTTCC 213
Ad01A4102 Aradu.A01 4102 ¢ (AAG)6aggaac 64 10959738 10959801 CGTGCAAGAAGAAGAAGAACG AAAAATGCGATGCAAGGTCT 207
Ad01A4105 Aradu.A01 4105 p3 (CTA)5 15 10965118 10965132 TCCGGTTTAAAGGGAGGAAT GCTGCTGCATTGTTGTGATT 231
Ad01A4106 Aradu.A01 4106 ¢ (A)l0gatacaga 108 10965483 10965590 CCGAGTCACAGTGATAGCTGA CCGTAAAATCAAAGCCCAAA 280
Ad01A4109 Aradu.A01 4109 p3 (TAT)15 45 10978045 10978089 CCAACATAGAAATGGAATGAGAAA GAAGTGTACTTCACAGATAGCAGCA 278
Ad01A4113 Aradu.A01 4113 p2 (TG)6 12 10981621 10981632 GCTGTTACGTAATTAATTGCAGATG TCAATTCTAAATGGCATTGGC 168
Ad01A4115 Aradu.A01 4115 p2 (AT)8 16 10985995 10986010 TGCTTGTTCTCATCTCCTCA TTAAAAAGATGCCGGAAAAA 207
Ad01A4117 Aradu.A01 4117 p3 (AGA)5 15 10987689 10987703 CCTGCCCAAGTTAAACCAAA GGAAAAAGAGAATCCGGAGG 262
Ad01A4119 Aradu.A01 4119 ¢ (T)10atctaacta 82 10993787 10993868 CTTTGTGTGGAAGGGTGGTT CAAAAATACTTCAAATGCTAACCCA 173
Ad01A4130 Aradu.A01 4130 ¢ (A)13gaaccaae 97 11026939 11027035 CTTTTTCCCAATACCCAGCA GCTTCCCTCAGTCACGTGTT 253
Ad01A4132 Aradu.A01 4132 p2 (CTe6 12 11057470 11057481 CTTAGCCTGGACTACGGTGG GAGGGGTAGTGGAGGGTTGT 252
Ad01A4137 Aradu.A01 4137 p2 (CM9 18 11076203 11076220 GATTCCCCCTTTTTCGCTAC CTCACTTAGAAATCGCGGAA 139
Ad01A4138 Aradu.A01 4138 p2 (AT)6 12 11077805 11077816 TTTCATTGTCAAAATGGGTTG AGGCCAATTTCGTCAACATC 102
Ad01A4139 Aradu.A01 4139 p3 (TAA)S 15 11079707 11079721 GCATAAATTTTAGGGCTTTTTCA CCACCTATATTCTCCAAAGTGTCA 274
Ad01A4141 Aradu.A01 4141 p2 (AT)7 14 11086943 11086956 AATGTTGGTGATTCCCCACT TGCATTTAATTTTGGTTTGTGG 195
Ad01A4147 Aradu.A01 4147 p2 (AT)7 14 11102953 11102966 GCTTAGTGCATGAGTGGCAG GGAGGAGAAGGGAAAGAAATG 175
Ad01A4148 Aradu.A01 4148 p3 (TAT)17 51 11103145 11103195 TGACCTCAACAAATGGGTTT TGATGTGGGATTGCTGAACT 273
Ad01A4149 Aradu.A01 4149 p2 (TA)6 12 11104207 11104218 TGGTATGATCATGACGTGCTAAA GGGCTATCTTGTAGATAATGCCA 277
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Ad01A4162 Aradu.A01 4162 p2 (GA)25 50 11136204 11136253 AAAAAGAACGTAGCCAGCATT GCAACGTGACTCTGACTCCA 209
Ad01A4164 Aradu.A01 4164 c (TA)10ttaggatt 79 11146326 11146404 AACAGAACACTTTTCTAATTCAATTTT GTTTTAAACCGTCGCAAAAG 279
Ad01A4167 Aradu.A01 4167 p3 (AAT)26 78 11160931 11161008 AATGATTGGTTGGAGAGTGGA TGGGAAATCCTTGACACACA 268
Ad01A4168 Aradu.A01 4168 ¢ (AATA)5atattt 124 11161334 11161457 GGCCTTGTTTTTGTTCTTGTTC AATCGGACCCTAGGTTTGGT 273
Ad01A4169 Aradu.A01 4169 p2 (AT)12 24 11164817 11164840 CGGTAAAGGAAAATAGGATTTCA CAACCCTTTTTGGATGTGTG 166
Ad01A4172 Aradu.A01 4172 p2 (TA)9 18 11168956 11168973 CTCCTGGGGATTTTTGACAC CGATGGTAATGGATGGGTTC 202
Ad01A4177 Aradu.A01 4177 ¢ (AAT)11aaaaa 86 11176754 11176839 CAAGTTAAGGATGCGTTTATTTTT GCAGATCTCCCAAAAGAGTTG 279
Ad01A4178 Aradu.A01 4178 ¢ (A)10t(A)10 21 11177314 11177334 GGGGTATGTTCATTGACATGG GTCAAGGCCCCCAAATCTA 268
Ad01A4180 Aradu.A01 4180 p2 (AG)7 14 11178257 11178270 TGGTACAGAGTATTGGGCGG CACATGTCCAAACCACCTGA 199
Ad01A4181 Aradu.A01 4181 p2 (CM9 18 11180785 11180802 GCACAAAGAGGGAGTGGGTA TTAACAAACCCCTGCCATTC 273
Ad01A4184 Aradu.A01 4184 p2 (GA)16 32 11194129 11194160 TTTGAACACGAGACACACGA GGGGTGTTGTTTTGCAGTGT 184
Ad01A4185 Aradu.A01 4185 p2 (GA)6 12 11197325 11197336 TTGCCCCTTGAATAAATGAA CAGTTTAGGAATCAAATTGAAAAGAA 255
Ad01A4187 Aradu.A01 4187 ¢ (AAAT)5tagce 100 11202321 11202420 TTCACGTTGCTGTTTTGCTC GCTGTTCCAATGTCATAGCC 221
Ad01A4188 Aradu.A01 4188 p2 (AT)6 12 11205800 11205811 CGGTATTCTCCGATGCACTT TCAATTCCTCTCAATTTAGCCTTT 217
Ad01A4191 Aradu.A01 4191 p2 (AT)6 12 11209183 11209194 CTGCGAAACTAAGGCTGGTC GCAATACTCAATTCACCCCC 231
Ad01A4196 Aradu.A01 4196 p3 (AAT)18 54 11230839 11230892 GTTCTTGACCAATATCCCGC TTTATTTCAATTGCCGAGCC 274
Ad01A4197 Aradu.A01 4197 ¢ (T)llaacgtttac 145 11232939 11233083 TCCATCATCTCCAAAAGCAA CAAAATGTTTTCAAATCCCCA 273
Ad01A4198 Aradu.A01 4198 p2 (AT)9 18 11235604 11235621 TTCGCTCATCGATTTATGACT AGGCTTGTTAAGTCGAGCCA 277
Ad01A4199 Aradu.A01 4199 p3 (TAA)6 18 11236610 11236627 TTGCAAGAATTTTCAAGGGG CAATGCAAGGTGGTAAAGGG 215
Ad01A4200 Aradu.A01 4200 p2 (AT)11 22 11238849 11238870 AGCGGTTCAAAATCGTTAGA AACTTCTGACAATGGCCCAC 271
Ad01A4202 Aradu.A01 4202 p3 (TCT)6 18 11239296 11239313 CCCACAATCAACACAACACA TTGGGAAGAAACTTTGGCTC 213
Ad01A4203 Aradu.A01 4203 p3 (ATA)S 15 11239421 11239435 CCCACAATCAACACAACACA TTGGGAAGAAACTTTGGCTC 213
Ad01A4205 Aradu.A01 4205 p3 (TAT)7 21 11241768 11241788 AGCATTGTGTGGATTGCTCA TCCTTTTCCTCCATTTTTGC 249
Ad01A4210 Aradu.A01 4210 ¢ (TA)6ttagtctcti 96 11247370 11247465 AAAACCATGAGACTTCTAACCG TGAAACTTGTCTTCTTGTCCCC 204
Ad01A4211 Aradu.A01 4211 ¢ (CTC)5t(TCC) 34 11249580 11249613 TCTAGGACGCCAAGAGGAGA TGCGCTTCTTCTCAGACTCA 204
Ad01A4212 Aradu.A01 4212 ¢ (A)11ggagagar 37 11263756 11263792 TGTTGTTCATGAATTGTTGGC TCCCCAATTAGAGGTGTCCA 222
Ad01A4213 Aradu.A01 4213 p3 (ATT)13 39 11277159 11277197 CCCACCTATATTGGGGCTTT AAATGAACTCAGCCTGTTCTGTT 271
Ad01A4216 Aradu.A01 4216 ¢ (GAA)9ggagat 50 11281215 11281264 TCGAAGAAATCGAAAGGGAA CAAACCCTTCCTTCTCCTCC 219
Ad01A4218 Aradu.A01 4218 p3 (TCT)5 15 11287274 11287288 TCAGATGGTGCGAGTTGAAG TGCACCTAGAAAAAGAAGTTGC 253
Ad01A4219 Aradu.A01 4219 p3 (TAT)S 15 11287527 11287541 TTTCTGCCATTCTGATTATGTAAG AAGCCTACCACAACCTTCAA 277
Ad01A4230 Aradu.A01 4230 p3 (GAA)8 24 11308495 11308518 AGTGGTGGTGGTGCTTCACT CCGTGTGCTACCACCTTTTT 143
Ad01A4231 Aradu.A01 4231 p3 (TCT)6 18 11310526 11310543 TCAGTTTCCAAAGCGCTACA TGGAGGAAGAGGAAGAGGAA 134
Ad01A4232 Aradu.A01 4232 p3 (AAG)5 15 11311379 11311393 ACCCAAAGGACACCTTATGC CACAATTTCACTGCACCGTC 269
Ad01A4233 Aradu.A01 4233 p3 (AAG)6 18 11311499 11311516 GACGGTGCAGTGAAATTGTG GCTGCATTGTCCAATTGTTG 270
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Ad01A4235 Aradu.A01 4235 p2 (TC)24 48 11315489 11315536 CCCCAAAACCCCAAATCTAT GAAAGGAGCCTTCATTGCTG 244
Ad01A4240 Aradu.A01 4240 p2 (TA)7 14 11322260 11322273 TGCTGGCTAATGAATTGCTG ACTTCTTGCGACCTTATCCTT 203
Ad01A4242 Aradu.A01 4242 p3 (TAT)7 21 11323624 11323644 TGCTGTATGAACAAGGCGAG AACTCACAAGCAAAAGTGTCCA 142
Ad01A4244 Aradu.A01 4244 ¢ (T)10actttttttat 124 11327710 11327833 TCTGACTCCGTTTCTGGCTT CAAGCCTCAAGAAAGGAAAAA 233
Ad01A4252 Aradu.A01 4252 p4 (TTTA)S 20 11371652 11371671 TTTTCCATTGTGCAACCAAA GGAACGGATCACAGAAAACAA 222
Ad01A4254 Aradu.A01 4254 p3 (TTC)5 15 11373682 11373696 TCCATCACCCACTTCTTTCA TAAAGGAAACAGGCCACAGG 165
Ad01A4255 Aradu.A01 4255 p2 (TA)9 18 11374816 11374833 GAATGTATTTGCTGTCTTTTGCT GCCTTAGGTCCCTCGTTTTT 258
Ad01A4257 Aradu.A01 4257 p2 (TA)13 26 11376081 11376106 TCGAGTACTCTTGGCACACG GCAGCTTGAGTTTGCATTGA 225
Ad01A4258 Aradu.A01 4258 p3 (AAT)8 24 11378780 11378803 GAGTGAATTCAAATTCCTGATGC CCATGTGCATGCTGTAACCT 221
Ad01A4259 Aradu.A01 4259 p2 (TA)8 16 11382908 11382923 TTTCGTTGTCCGATCCATTT GTTTTTGACGGGATCGCTAA 225
Ad01A4260 Aradu.A01 4260 p2 (AT)7 14 11383087 11383100 TTAGCGATCCCGTCAAAAAC TTTTCGATTTCATTTATTCCCA 169
Ad01A4263 Aradu.A01 4263 p6 (ATTTTT)6 36 11396745 11396780 AAACACATGTTCATAAACGATAACTAA TCTGCTAAAGTGCGCAGGTA 248
Ad01A4267 Aradu.A01 4267 ¢ (AGA)6gaaga: 144 11399893 11400036 ACGAGCACGTGAAATTACGA TGTTGTTGCAGCAAATTTCAA 269
Ad01A4268 Aradu.A01 4268 p3 (ATT)12 36 11400195 11400230 CGCTCTTTTAATGAGAGTGGTTT GGAGCAAAAATTCATGCGAG 273
Ad01A4272 Aradu.A01 4272 ¢ (T)l1lgttacggta 131 11414578 11414708 TGAGGTTGGATTGAAGGAGAA GCTATTTGGTGCATGCTATGT 269
Ad01A4276 Aradu.A01 4276 p2 (TA)7 14 11423518 11423531 TTTTGGTGAGTTGCATTGGA TATTCCCAGCCACAAGATCC 279
Ad01A4286 Aradu.A01 4286 p3 (TTA)7 21 11443653 11443673 CGTGAAAACAGCTTAACCATTG AAGGGATCAAAAGACCATGC 208
Ad01A4288 Aradu.A01 4288 p3 (TTA)6 18 11445459 11445476 TTCAACAAATTCGATACGAAACA TGTTCATCGGACTCAAAAGAAA 122
Ad01A4291 Aradu.A01 4291 ¢ (GA)10gtagtgt 97 11452742 11452838 TAGGTTGTTGAGTTTGGGGG GAAAATATTAGAGGTGAATTTGTCCC 214
Ad01A4295 Aradu.A01 4295 ¢ (TTAT)7tttcta 95 11461681 11461775 TGAACCATCCATCAATTAGAGGT TTGTTTTTGTTTACTCATGCACA 256
Ad01A4305 Aradu.A01 4305 ¢ (CTA)S(TTA) 33 11472565 11472597 ACGGAATACACTGACACGCA ATAACATGCACGTCAAATGC 277
Ad01A4308 Aradu.A01 4308 p3 (TAAY? 21 11481449 11481469 TTACTCATGCAGTCGAACTAAAAA CTGAGATGAAGGCGTGAACA 265
Ad01A4310 Aradu.A01 4310 ¢ (A)12catgagcc 36 11482898 11482933 AGGAAGGTTCGCATACATGG TGTTGCTCCTTCTAGTCTCTACAAAA 214
Ad01A4311 Aradu.A01 4311 p3 (AGA)5 15 11493319 11493333 CAGCTGAGAATCTGACGTTGA TACGTCCAATACACGCGCTA 280
Ad01A4312 Aradu.A01 4312 ¢ (T)10ctttggattt 48 11494026 11494073 ACTTGTCCCCCATGTTTGAA TTGGAGATTCAAATTTCGCC 199
Ad01A4317 Aradu.A01 4317 ¢ (T)11gg(A)10 23 11500586 11500608 AGACTGCTCTTGCCTGCTCT CATGGGATCCAATAACCCAC 151
Ad01A4318 Aradu.A01 4318 ¢ (CTC)5t(TTC) 31 11504366 11504396 TTTCAAATCAGGCGCTTCTT AGAAGAAAATTTTGCGTGCG 155
Ad01A4323 Aradu.A01 4323 p2 (TA)8 16 11518008 11518023 AGCGAAAACACACGCCTATT AGAAGCTCGATCTCAGCAGC 251
Ad01A4325 Aradu.A01 4325 p2 (TA)6 12 11523243 11523254 ATCCTTATGCTTTTGGGGCT CTAAACCGGCCAGAACACAT 201
Ad01A4326 Aradu.A01 4326 p3 (TCC)8 24 11523617 11523640 CGTGAGTGTTGCACTTTTCG GGAAGAAAAACGCAAAGAAGA 273
Ad01A4327 Aradu.A01 4327 p3 (GAT)8 24 11524232 11524255 TTCCCATATTTCTTTCTTTCTTTCA TCCTTTTCATCTTCTGCTGCT 251
Ad01A4328 Aradu.A01 4328 p3 (AAG)5 15 11524618 11524632 CCTCTTTCAAGTAGTTTTGCAGC CTTCTGCTCCCTCTTCCTCA 174
Ad01A4329 Aradu.A01 4329 p2 (AT)7 14 11525133 11525146 TTGGTGATGACGATGACGAT TTTTGTCCTCCGTTGGAGTT 214
Ad01A4330 Aradu.A01 4330 c* (AT)6(T)10* 21 11526471 11526491 CAGGGATCATTTTGTCTTCCA AAAGGGCAATTCCCACTACC 202
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Ad01A4332 Aradu.A01 4332 p2 (AT)9 18 11529080 11529097 GAAGGGAGGAAGAGATGGAGA GCATGAATGCAAAATGGATG 262
Ad01A4337 Aradu.A01 4337 p3 (GGA)5 15 11536246 11536260 GCAACGATGATGATGACCAC GAACATCCTCGCAAGAAAGC 241
Ad01A4338 Aradu.A01 4338 p4 (TTAT)S 20 11538689 11538708 AGCATCCTCACCCCCTAAAT AGGAGGTGGGATAGGTGGTC 262
Ad01A4341 Aradu.A01 4341 p3 (CCA)S 15 11543809 11543823 TCAAGGGTGGTATAATCCGC TGGGTTTAATGGAAACGGAG 199
Ad01A4349 Aradu.A01 4349 p2 (TA)11 22 11562908 11562929 CCCAAAATCCTAATTTGATCG AAAACCGTCACTATCTGTCAAAA 280
Ad01A4351 Aradu.A01 4351 ¢ (TCT)8tgatcct 70 11568804 11568873 ATCGGTTGCCATTTTGACAT GTGGTGGTTTAGGGCAAGAA 273
Ad01A4352 Aradu.A01 4352 p2 (AT)6 12 11570708 11570719 TTGGTTATTCATGGTAACAGGG TTAAAGGCGGCCATATCAGT 280
Ad01A4360 Aradu.A01 4360 ¢ (AG)7t(GA)8 31 11585518 11585548 GGTTGCGTGATTTGTGTTTG TTTTTCCCTTGTGTGTTGCC 192
Ad01A4361 Aradu.A01 4361 c (ACA)5ataaatc 205 11589836 11590040 CAGAACCAAAAGCAACAACAA TTCTGCTTCTGCTTCCATCA 276
Ad01A4362 Aradu.A01 4362 ¢ (AAG)5cgacge 105 11590441 11590545 CCCCATTCTTTCTCTCTCCC TCCTCCTCCTCACCCTCAC 245
Ad01A4367 Aradu.A01 4367 p3 (ACC)5 15 11601119 11601133 GGACAAAAATGCCATCCACT CTGCCTCTGCTTTTGCTTCT 195
Ad01A4369 Aradu.A01 4369 p2 (GT)6 12 11604516 11604527 GGGATGGTGCATGCTTTTAC TTTGAGCCACTTGCTTCTCTC 158
Ad01A4370 Aradu.A01 4370 p3 (AAT)5 15 11608973 11608987 CCCTGCATGTGGATTGTGTA TGTGTGGATGTGTAATCGGG 270
Ad01A4371 Aradu.A01 4371 p2 (AT)10 20 11611108 11611127 TGGGGATAACTTGGAGGTGA CGGTTTGCTAAACCTTTGGA 276
Ad01A4374 Aradu.A01 4374 p2 (TC)19 38 11613895 11613932 GAAACACGTTGACCGTGAATA AACGGAGGGTTTTGTGAGTG 155
Ad01A4375 Aradu.A01 4375 p3 (CTT)6 18 11614086 11614103 CACTCACAAAACCCTCCGTT AAGGAGAGAGCAACACGGAA 276
Ad01A4377 Aradu.A01 4377 p3 (CCA)5 15 11626007 11626021 GCCAAGAAATTAGGGCTTCC AATGGTGCTGGAGTTGGTTC 221
Ad01A4378 Aradu.A01 4378 p3 (TTG)S 15 11626493 11626507 CGAGAGCTTGGAAATGGAAG CCACCCTCCAAAAACTCTGA 265
Ad01A4379 Aradu.A01 4379 p3 (TCT)9 27 11627563 11627589 TTTGTCATTAAACCCGACCC TCGGATCCTGGTTCTGATTC 268
Ad01A4380 Aradu.A01 4380 ¢ (AGA)5cgaace 59 11627760 11627818 GAACGAAAGTACCGAACCCA GTCCCACGGAGACTGTGTTT 234
Ad01A4383 Aradu.A01 4383 p4 (ATAA)5 20 11635958 11635977 TTTGAAAATTAACCTCGCCG GTGTGCTTAGGGAAGTTGGC 262
Ad01A4385 Aradu.A01 4385 ¢ (T)10ctgcttagti 91 11636568 11636658 CCCTTTTCTTTTTCACTTTGGA TAGGGTCGGCTACGCTATTG 275
Ad01A4386 Aradu.A01 4386 p3 (ACA)5 15 11636890 11636904 TAGCCCTTTTTCCCCCTAAA AAGATCGCCAGAGCACCTAA 257
Ad01A4394 Aradu.A01 4394 p2 (TA)6 12 11662716 11662727 TTGAAAACATAATGCCAATTTTT GCATTGCTCATATTCTAATTCAACTT 176
Ad01A4403 Aradu.A01 4403 ¢ (CTT)6tcaaata 154 11715467 11715620 GCGCATTAATGACGAGTGAA TTGGTGATATTGGTGATGACG 244
Ad01A4404 Aradu.A01 4404 p3 (AAG)5 15 11716050 11716064 GCAACTCCACTTAACCGAGC CACAAAGACCAGCGAACTGA 216
Ad01A4408 Aradu.A01 4408 p2 (GT)9 18 11735705 11735722 AGGTGGTGAAGAAGGTGACG ACACTTAGCCCAACATTGCC 266
Ad01A4411 Aradu.A01 4411 p4 (AATA)S 20 11749486 11749505 CAGAGTCTCGTGCTGATAACG TCTCTGAGAAAACACGAGCAA 225
Ad01A4412 Aradu.A01 4412 p2 (GA)6 12 11753965 11753976 TTTCTGCCAATTTGAAAGGG GCCAGCTCTTTCTGCAATTT 217
Ad01A4413 Aradu.A01 4413 p4 (AAAC)5 20 11761211 11761230 TCAGCTGCATGTTGTGAATG ATGTTGATCTCTTGGGCCAC 246
Ad01A4417 Aradu.A01 4417 p2 (TA)8 16 11763826 11763841 CCCCCATTTCTGTAAACAACA TCAATCGGGTATTGTAGCCC 279
Ad01A4428 Aradu.A01 4428 p2 (AT)7 14 11785028 11785041 TCTCGTGCTGATAACGTGTTG TGCCACACATTCTTCTCTTTCT 188
Ad01A4429 Aradu.A01 4429 ¢ (AT)6agaaaggi 49 11785677 11785725 TCAAAACAATGCATAATGTTGTAAA GAGGTTAAGCCTCCGTCAATC 277
Ad01A4430 Aradu.A01 4430 c* (AT)7(ATA)6 60 11791059 11791118 TCTTGTGCTGATAACGTGTTG GAGGTTAAGCCTCCGTTAATTTT 277
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Ad01A4431 Aradu.A01 4431 ¢ (T)10catgttgac 124 11792194 11792317 TGATTATTCGTGGAGAATGATTG TTATTTACCCACGCATTGCC 277
Ad01A4432 Aradu.A01 4432 p3 (GAT)5 15 11799452 11799466 TCCGAGTCTCGCTTCTTGTT GCAACAACTGCTATTTGCGA 263
Ad01A4433 Aradu.A01 4433 p3 (ATT)14 42 11801036 11801077 TCCTTCTTGGCGAGCTTTTA GGTGGATTCACAATTCCCTG 190
Ad01A4435 Aradu.A01 4435 p2 (CN14 28 11803197 11803224 GGCATGACAAAAATGATCCA ATGATTCGGAGGTGAAGGTG 215
Ad01A4439 Aradu.A01 4439 p2 (GA)6 12 11812703 11812714 GCGGGTAGTCCAGCTAGGTT CCATGTATGCAGGAGACATCA 279
Ad01A4440 Aradu.A01 4440 p4 (AAAT)5 20 11813240 11813259 AAGGAGCTGCTGGTGAAATC TTTGGTCCATTTCCCATTGT 265
Ad01A4441 Aradu.A01 4441 p3 (GAG)6 18 11822201 11822218 GAAGGGAAGCATCGTCCATA CTGATGCTGCGAAGGCTACT 273
Ad01A4443 Aradu.A01 4443 p2 (AC)6 12 11824293 11824304 TCCAACGGTGGTTATTGGAT CCTGAGATAGGCGGATTGAG 255
Ad01A4447 Aradu.A01 4447 p2 (AT)9 18 11828118 11828135 TTGGACACCAAAATCATAGTCAA AAATGTGGCAAGATAAGAACTATGG 196
Ad01A4449 Aradu.A01 4449 p3 (AGA)7 21 11832428 11832448 GAAGAAGAAGACGCTCCGTG AATGGGAGGCTACACATCCA 192
Ad01A4455 Aradu.A01 4455 ¢ (T)10aatcttaaa 51 11845353 11845403 GGGCCACCATATCTTCTTTTC CATTCTTGGCATGCATTTTC 204
Ad01A4458 Aradu.A01 4458 p2 (AG)10 20 11851473 11851492 GCATAAGAAAATGGCGGAGA TTAGTTTTTGCGTTTTGCCC 280
Ad01A4459 Aradu.A01 4459 p2 (AT)11 22 11853197 11853218 TGCACCAATAACACATCGAAA AATTGATTTTGAAAAAGTAACCCTT 230
Ad01A4463 Aradu.A01 4463 p3 (AAT)6 18 11867210 11867227 AAATTCCACCAGCCTCACAC TGCAGCTATCTAAGGGTGCC 240
Ad01A4465 Aradu.A01 4465 ¢ (GA)8gtcagtge 122 11867574 11867695 AAGGTGCGGAAGGTAAGGTT GGTGGACAGTGTGGAACAGA 229
Ad01A4473 Aradu.A01 4473 ¢ (TA)6gcttttcac 96 11878388 11878483 TGAAGAAAGACAGAAAGAAACAGC AATTTCAAGAGGATAGTGGAAGAG 238
Ad01A4474 Aradu.A01 4474 p3 (TAT)17 51 11879144 11879194 TTGCATCAAATTCAATTCTCG GAACATGAATTGCCAACCCT 272
Ad01A4477 Aradu.A01 4477 ¢ (TC)10(TA)11 42 11882838 11882879 TGGAGTTTAACGCTCAAAACAA TGGAAGACAAGATTCAGGCG 239
Ad01A4478 Aradu.A01 4478 p3 (ATT)5 15 11886610 11886624 AATCACCCATGAGCATCCAT TCGATGATGGAAGAGGCAGT 254
Ad01A4480 Aradu.A01 4480 p4 (TTTC)5 20 11889119 11889138 GCTTCATTTTGGCAACAGGT ATACGGTTACTCCCACGCCT 218
Ad01A4481 Aradu.A01 4481 p3 (TAA)12 36 11890770 11890805 TTTGGTGACCTGTATGAGTTATCA CAAGCAGCTTTCTCTGTTCCT 263
Ad01A4482 Aradu.A01 4482 p3 (TTA)15 45 11891338 11891382 TTCTTAGGTATGTCTGTGGGTCTG TTCCCATTAGTTATTCATGGTTTTT 159
Ad01A4486 Aradu.A01 4486 p2 (TA)9 18 11906959 11906976 TGCAATATCATGTTAGAGAATTGAAA TGTCGTTTTTGTTAGGATAGAGACC 238
Ad01A4493 Aradu.A01 4493 p2 (AT)7 14 11912527 11912540 CAATACCAATTTATTTGACAATACGTG TTTATGCAATAATAAGTTTCAAAAGTG 152
Ad01A4494 Aradu.A01 4494 ¢ (CT)6aatccaaa 99 11913530 11913628 CGACTTTACTCACACAGCGG GCTCGAGACATGATCCAGTG 172
Ad01A4495 Aradu.A01 4495 ¢ (A)11cgcttcag 36 11918092 11918127 CACCTGCACCTGAGTTTTCA TGATAACCCGGACTAGTTAACCTC 256
Ad01A4496 Aradu.A01 4496 p3 (TAT)8 24 11918963 11918986 AGGGAATAAGAATAGTTCAGTTTAACA TGGCCCCTAGACTTTTTCTTC 280
Ad01A4498 Aradu.A01 4498 p2 (TA)8 16 11924854 11924869 TCGTATCGCAAAGGATTATCG TCGACTTCACCTAAATTTTTACCA 259
Ad01A4499 Aradu.A01 4499 ¢ (TA)12ctctgac 59 11928489 11928547 TTTCCTCTGCAAGCGAAGTT TTGAGGTGGCAAGGTATTACG 259
Ad01A4505 Aradu.A01 4505 ¢ (ATAA)5aaag: 52 11943502 11943553 GGAAAATTATTTGGTGGGGG GCACCGAATTGAACTTACCAA 266
Ad01A4511 Aradu.A01 4511 p3 (AAT)15 45 11951483 11951527 AACCCAGTTAAACTCCAGTCG AGTTGAACTGCCGTCATCG 231
Ad01A4512 Aradu.A01 4512 p2 (TC)8 16 11954652 11954667 CCCTCTCCTTTTCCCCATAC CCGATTCGTCGACAACTAATTT 235
Ad01A4514 Aradu.A01 4514 p2 (TC)7 14 11959982 11959995 TGCCCTTTGCACACAAAATA CTGAAACTTCCTCTCGGGTG 239
Ad01A4515 Aradu.A01 4515 p3 (ATT)S 15 11960213 11960227 CACCCGAGAGGAAGTTTCAG TCCACCACTTTGATGTGGAA 167
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Ad01A4518 Aradu.A01 4518 p4 (AATT)7 28 11964511 11964538 TTCCAAGTTTGGGAGATTAAAAA TCAATGCAGCTCAGAACTTTGT 259
Ad01A4519 Aradu.A01 4519 p3 (TAA)12 36 11965096 11965131 GCGCAGAATCTGTGTCTGAA CGCATAATTTAATGAACTCTTCCA 137
Ad01A4522 Aradu.A01 4522 p3 (TAT)13 39 11967190 11967228 GAATTCATGCAAAAACGGGT TTGTTGTGGTTTTGCAGCTC 220
Ad01A4524 Aradu.A01 4524 ¢ (AT)7gttggtgci 60 11968210 11968269 TGTGCTGAAAAAGTGAATAATTTTG CCACCAGGTGCCATTAAAAA 262
Ad01A4532 Aradu.A01 4532 p2 (AT)6 12 11991662 11991673 AATAGAATTTTGGTTAGCGCC ACCTATTGAAGGTGCGCAAG 193
Ad01A4535 Aradu.A01 4535 p3 (ATT)S 15 11994077 11994091 CACACTAAGAAACAATGCAAAGC TGAATTGCTTTTTCAATCACTCA 268
Ad01A4538 Aradu.A01 4538 ¢ (A)lOtatgaccct 120 11997105 11997224 AAAATGGAGAGAAAAATGTTGTAAAAA TCATCAACCACCACCTTTGA 249
Ad01A4539 Aradu.A01 4539 p3 (AGA)6 18 11997412 11997429 TCAAAGGTGGTGGTTGATGA TTCCATGCTTTTGTTCCCTT 168
Ad01A4540 Aradu.A01 4540 p3 (AAT)8 24 11997616 11997639 TGATATTGGTGTACGCTGCAT CAAGCACAGCCTTAGTGACTG 269
Ad01A4545 Aradu.A01 4545 p2 (AT)7 14 12006606 12006619 AAGGGAAATGGGAATTTTGG TCGAATATGATCCTCTTTTGATGA 126
Ad01A4546 Aradu.A01 4546 ¢ (A)10ctcggegt 52 12008077 12008128 AGCATCGTCGATCTCGTTCT ACATTACAGTTTCCTCCGTCA 223
Ad01A4548 Aradu.A01 4548 ¢ (TTA)6tccttctc 87 12013483 12013569 ATCAGCCACATTTATCCCCA GGTGTTTGTGGGATTTGGAG 183
Ad01A4550 Aradu.A01 4550 ¢ (A)lOcacatcaa 80 12016812 12016891 TCATGATACCAATCAATATCACCTT TCCCGTGGATAATGAAACTTG 209
Ad01A4551 Aradu.A01 4551 p3 (ATA)6 18 12017031 12017048 CAAGTTTCATTATCCACGGG TGGGGTTGGAACGTTATCAT 208
Ad01A4556 Aradu.A01 4556 p3 (TAT)15 45 12027757 12027801 TCTAATACTTGACTTCTAAACACCAAA TCGAATCACCCTCATTCAAA 222
Ad01A4563 Aradu.A01 4563 p2 (AG)6 12 12108411 12108422 ATGTATTTGTGTGGCGACGA CTTCTCACGGTCTTTGGGAG 280
Ad01A4565 Aradu.A01 4565 p2 (GA)6 12 12110105 12110116 GCAGAATCGAGCAGACACAA CTGGCTCTGAAGCTACCCAC 220
Ad01A4567 Aradu.A01 4567 p3 (ATA)19 57 12133238 12133294 AGCCCATCCACAACTTCAAC GCATCCCGTTTTACATGCTT 225
Ad01A4568 Aradu.A01 4568 ¢ (A)15ggatggce 67 12134677 12134743 TACGAAAAAGGGAATGTGGG TGCAATGCACCTGAACTTGT 247
Ad01A4569 Aradu.A01 4569 ¢ (GT)8(GA)9 34 12135301 12135334 CTGAAGGTTGGGGGACAGTA CCACACACTCGCCATAACAT 272
Ad01A4572 Aradu.A01 4572 p3 (TTC)5 15 12142136 12142150 TGTCTCAATTGTTCCTCCCC TTTCAAAGACTGGTGGGGTC 200
Ad01A4573 Aradu.A01 4573 p3 (TAT)13 39 12142491 12142529 TTGAACTGAAGAAGATATATGTGGC AACTCAAAACATTACCATTCATTAAAA 280
Ad01A4578 Aradu.A01 4578 p3 (AAT)5 15 12165649 12165663 CAACCAACCAAAGCAACAAA GTAATGAGCGGAGGACCAAA 271
Ad01A4579 Aradu.A01 4579 p2 (GA)8 16 12166199 12166214 ATTTCATCCCTCGCAATACG AGAATAGCTCCCCTGCCATT 207
Ad01A4585 Aradu.A01 4585 ¢ (A)llgaatacaa 44 12201681 12201724 GCAACATAGCCCAACAAAAA CACACACAAAAATATTCATTTGAGAA 134
Ad01A4590 Aradu.A01 4590 p2 (AT)6 12 12227473 12227484 TTTTCACTTTCTGCCGACCT AGAAAAGGCAACGGATCTCA 244
Ad01A4593 Aradu.A01 4593 p2 (AT)6 12 12256987 12256998 TTGCACAACCTTCATGCAAT TTCTTAATAGCTAAGTCCTTAAACGG 160
Ad01A4594 Aradu.A01 4594 p2 (AT)6 12 12257848 12257859 CCGATTTTAGGCCTCATTCA CTCAGCTGCTTAGCCTGAGA 199
Ad01A4595 Aradu.A01 4595 p3 (CTT)5 15 12268401 12268415 AAACTCATCACTTGGCTGGG TGTTGATGCTGCAACTCCTC 242
Ad01A4597 Aradu.A01 4597 p3 (ATT)5 15 12279178 12279192 TATGTTCTCCAGCCAGCCTT TTGAGGTGGCAAGGTATTACG 270
Ad01A4598 Aradu.A01 4598 p2 (AT)8 16 12280506 12280521 CGGAGGGTACGAGTTATCCA CCTCCGATTAAAGTTGGCTG 165
Ad01A4599 Aradu.A01 4599 ¢ (AAT)5taacttc 77 12284423 12284499 GAAACCTAACATAATCATGTCAAAAA TGTTGTTAGAATTGAATTTAGGAATGT 204
Ad01A4600 Aradu.A01 4600 p3 (ATA)14 42 12287797 12287838 GGAATAATAACAATACCAACAGCAA AACTCGCTTGTACCGGCTAA 270
Ad01A4603 Aradu.A01 4603 p2 (TA)7 14 12322489 12322502 GCTCTTCCCGGTCTTCACTA CTGTGAAAATTCAGGTACAGTTCA 229
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Ad01A4606 Aradu.A01 4606 ¢ (TC)9ctcttccec 65 12324932 12324996 ATCTCAATCTCATGCTCGCC AGTCCGATCCAAACATGAGC 190
Ad01A4616 Aradu.A01 4616 p2 (AT)7 14 12374405 12374418 ATTCCCCATTCAAACCAACA GGGACATAAAAAGACATACGGA 273
Ad01A4620 Aradu.A01 4620 ¢ (TTC)5gccgecc 156 12380917 12381072 AAAAAGAAAGAAAGCGATACAGAG GCAACAACAATATTCCACAACAA 265
Ad01A4621 Aradu.A01 4621 ¢ (TTC)6tgaactg 136 12381266 12381401 GTTGACTGCCATTCTCAGCA TTCTGTTTTAGTCCCCAACG 254
Ad01A4624 Aradu.A01 4624 ¢ (AG)12(AC)7 38 12392826 12392863 GGTTTAATCGACCTTAGGGTTCT TGACGAATGGTTTTGAGGGT 239
Ad01A4626 Aradu.A01 4626 p2 (GA)21 42 12408473 12408514 GCTGCAGCTCCTTCTTTCTC CCACTATCATCTCCTCTCCCTC 194
Ad01A4631 Aradu.A01 4631 p3 (GGA)6 18 12424830 12424847 CTGGCTCAGAAAGAAGTCGG TCTTTTGCAGACATGGCAAG 223
Ad01A4641 Aradu.A01 4641 p4 (ATTT)7 28 12480023 12480050 TTCGGTTAAGCCCATGTCTC AAAGTCACGGCTAGGCTCAA 253
Ad01A4650 Aradu.A01 4650 ¢ (AG)6attatgtgc 33 12544675 12544707 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 237
Ad01A4651 Aradu.A01 4651 p2 (CA)8 16 12548624 12548639 TTTTCGTCCTCGAAAATTGA TACCAGCCTGCCTTGTAACC 179
Ad01A4652 Aradu.A01 4652 p2 (AG)14 28 12560736 12560763 ACGGCACTCAACGTTTTTCT CGTCCGATTTATCCGTCAGT 199
Ad01A4657 Aradu.A01 4657 ¢ (CT)7ca(T)10 26 12583739 12583764 TGGACAGACTTTTTCAACCAG TGCTTTGACACTCAATCTAGTCG 272
Ad01A4659 Aradu.A01 4659 p2 (AT)6 12 12584970 12584981 CCGAAGATACAACGCTTACGA TGTGTGCGTGTGTGTGTACC 276
Ad01A4660 Aradu.A01 4660 p3 (TCA)S 15 12586468 12586482 TATATCCGGAGCAGGTGGAC CCCATTCCTCTGATTTTCCA 223
Ad01A4662 Aradu.A01 4662 p3 (GGA)5 15 12594055 12594069 GAACCCGCACTCAAGAGAAG TGGAGGATCCGTTATTGCTC 211
Ad01A4669 Aradu.A01 4669 p3 (TGG)5 15 12605953 12605967 TCCGTGAATTTCAATTTCTGC TCCTCATTATCCACTGCGAG 255
Ad01A4670 Aradu.A01 4670 ¢ (AG)11ggaagg 73 12611016 12611088 GAAGCACCTTTTATGGCACC CTTGCACTGCACGACTCTTT 268
Ad01A4671 Aradu.A01 4671 p2 (TC)20 40 12621910 12621949 TGCAAATGGTGTTAACTGGAA GTTGTGATGGTGTGGTGAGG 157
Ad01A4672 Aradu.A01 4672 p2 (GA)23 46 12622473 12622518 GGGGTTCAAGTGGAAAGACA CTCCCCCACTCTCACCACTA 193
Ad01A4674 Aradu.A01 4674 p2 (TA)6 12 12626280 12626291 GAGTCACTTGACTATTTTTCTTTTTGG AAGCTATGCTGCACTTTTTGAA 235
Ad01A4675 Aradu.A01 4675 p3 (TGG)5 15 12627874 12627888 TGCTTCGCTGTCTCATCTTG ACACTAACATCACCGCCACA 218
Ad01A4678 Aradu.A01 4678 p2 (AG)10 20 12634612 12634631 GGGCATAGCGAAGGTGACTA ATTGCTGCTCATCCCGTTAC 187
Ad01A4680 Aradu.A01 4680 p3 (TAA)5 15 12636047 12636061 CCCGTAGAAAATACGGAAACA ATAACAACGGGGACCAAACA 214
Ad01A4682 Aradu.A01 4682 ¢ (A)10tacttetttt 44 12647709 12647752 TCCATGCATTGATGTTATGACT AGCCTGGGGTCTGCAATTAT 279
Ad01A4684 Aradu.A01 4684 p2 (TA)7 14 12648617 12648630 CCTAATTGTAGCAAGTATCTTCATTG TTTTTGCCTTTATTTTTCAAACTG 264
Ad01A4686 Aradu.A01 4686 p2 (AT)6 12 12671299 12671310 ATTTGGCTCCTGTTCACACC TTCGTTCCCGTAGAGTTTGG 206
Ad01A4687 Aradu.A01 4687 c* (TA)7(TATG): 44 12672972 12673015 AGGAGGAACAAGGAAAGGGA GGAAGGGGTGATAACTTGGA 241
Ad01A4693 Aradu.A01 4693 p2 (TA)8 16 12692574 12692589 GGATGGCAATACTACCCGAA AACCCTAACCCGTCCCTATG 233
Ad01A4695 Aradu.A01 4695 p2 (CN14 28 12697952 12697979 AGCCATGCACGTTATGGTTA AGGGCATACGGATTTTTGTG 222
Ad01A4700 Aradu.A01 4700 p2 (AG)6 12 12728759 12728770 GAAGGGTTTTTGGGGAAGAG ATCCCCACCTACCCTACCAC 107
Ad01A4702 Aradu.A01 4702 p2 (CTe6 12 12751421 12751432 TGAATTAAAGCGCAATCACG GAAAAGGAAGGAGGAAAGAAGAA 229
Ad01A4703 Aradu.A01 4703 p2 (TA)7 14 12760982 12760995 TGCTCATGTGAGACCAGAAAA GCCTAGCTACCCATAATTCCC 184
Ad01A4704 Aradu.A01 4704 p3 (TTA)6 18 12773545 12773562 CAGATGCACTGTTTCTGCGT TTGTCCAGTGTTGTGCATCAT 119
Ad01A4705 Aradu.A01 4705 ¢ (AAT)8(ATT): 57 12776000 12776056 TCATAATACCAAACCACAAAGGAA CAAATGGTTTTAACCTTGAATTTTT 215
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Ad01A4707 Aradu.A01 4707 p3 (TAA)12 36 12779027 12779062 AGCCTCTCCCATGCCTACTT GAGCCAAATCAAAAGCCTTG 273
Ad01A4708 Aradu.A01 4708 ¢ (A)llgaaagact 115 12788401 12788515 ATCAGAAGGTGAGGCCATTG TGTGTGAGTGTATTCGATCTCTCTT 196
Ad01A4712 Aradu.A01 4712 p2 (TA)6 12 12793451 12793462 GAGCTTATGAGCTTGTGGGC CTGGAAAGATGAGGGTGGAA 266
Ad01A4715 Aradu.A01 4715 ¢ (A)12(CA)7 26 12796913 12796938 TCAAACGATCATGCCAACAG GGCAAATGTCTCTTGCAATC 260
Ad01A4717 Aradu.A01 4717 p2 (TA)6 12 12798973 12798984 AAATTTGGCCTTACTCGTAGAA TCATATTCTATCCTACCTGCACTCC 263
Ad01A4720 Aradu.A01 4720 p3 (ATA)23 69 12823312 12823380 CATCACCACTAACGCATTCAA TGTTCATGATGGTTATTATTAGGACAA 276
Ad01A4722 Aradu.A01 4722 p5 (TTATC)5 25 12850771 12850795 TGTGGAACTGAGAATGCTGC AGGCGGTTCCCCTAAAGATA 244
Ad01A4724 Aradu.A01 4724 p2 (CT6 12 12872889 12872900 GGGCGTTTAACACCAGAAAA TTTTTGGGGAAGAGGTGTTG 240
Ad01A4730 Aradu.A01 4730 p2 (TC)7 14 12915887 12915900 GAACAAAAGAAGCGTGGTCC ATGTAAGAGAGAGCGAGGCG 205
Ad01A4731 Aradu.A01 4731 p2 (CT)8 16 12922106 12922121 TGCTCCCTCTTCTTCTTCCT TGTGTAAGCGGCATGACCTA 198
Ad01A4732 Aradu.A01 4732 p3 (TTA)17 51 12924560 12924610 GGAACTGCCTCACTAGGCG AGAGGGCTGCCATAAATGTG 280
Ad01A4736 Aradu.A01 4736 ¢ (TC)ott(TC)15 50 12935285 12935334 AAGTCCACAATACCCGGTCA TCCTTGGAACCTATTCCCCT 278
Ad01A4739 Aradu.A01 4739 p2 (TA)6 12 12944604 12944615 TTCACAAGAGAATTTATGAATTGGA CGGTTTAAAACGTCACGAAA 267
Ad01A4748 Aradu.A01 4748 p3 (GTG)5 15 12972174 12972188 AAAAGGATCATCCCGAACCT TCAGGTAACCCTCGGAACAG 111
Ad01A4752 Aradu.A01 4752 ¢ (A)10gaaaaaac 32 13014755 13014786 GGAGACATGTTACTGAGGATCTGA CCGGATACATACATGCCACA 264
Ad01A4753 Aradu.A01 4753 p3 (ATT)S 15 13061283 13061297 TGCTCCCATATGAAGCAGTG TTCAATTTCAAAATATTTCCACTTTCT 260
Ad01A4755 Aradu.A01 4755 ¢ (CT)ot(TC)10 39 13063896 13063934 GTTCTGGCCGCTATCATTGT AAAATCAAGAATTGCACGGC 225
Ad01A4756 Aradu.A01 4756 ¢ (TAT)14(TGT 60 13068113 13068172 TCGATTTTGACAACTATGCAAT GTTGGCAAGATGGGTCTGTT 280
Ad01A4760 Aradu.A01 4760 ¢ (T)10attatttgge 51 13083127 13083177 TCACCAGGTGGAAACTCTAACTC TTGTTCGCTTTGCTGTTACG 279
Ad01A4766 Aradu.A01 4766 p3 (CTT)6 18 13096972 13096989 AATGGGACGAAGCTGAGAGA AGAACGGTGAACCAACAACC 249
Ad01A4767 Aradu.A01 4767 p2 (TG)10 20 13103062 13103081 GCAGCATATCCGTTACAATCC AAAACACAATCAATTCCATCCA 268
Ad01A4771 Aradu.A01 4771 p3 (TAA)13 39 13133553 13133591 AAATTTTGCACACATAATGCATAGA CGGTGTAAGCTTTACAATTCTTTTT 231
Ad01A4772 Aradu.A01 4772 p2 (CT)7 14 13135982 13135995 CGCAAAGTCTTTTTCCCTCA GGTGATAGAGGCGACGGTAA 234
Ad01A4780 Aradu.A01 4780 p3 (TAA)10 30 13153454 13153483 CCATCTGCACGAAAACACAC CAAATCAATTCAATGGGTATTTCA 214
Ad01A4782 Aradu.A01 4782 p2 (TA)7 14 13164134 13164147 CTGGCCATTCAGCTTTGTTT CACGTTTTCTTTTTGTTCTACGC 257
Ad01A4786 Aradu.A01 4786 p3 (GAA)5 15 13190949 13190963 TTTTCCCCTCCTGTCTTCCT CAATTTAAAACTCTTCCTTTTCCG 190
Ad01A4787 Aradu.A01 4787 ¢ (TTC)6tctgttec 52 13192340 13192391 TCAAGCAAACTACGTGACGG AATGCGAACAGAGGAGAACG 268
Ad01A4788 Aradu.A01 4788 p3 (TTC)5 15 13192499 13192513 CGTTCTCCTCTGTTCGCATT CATGCAGCAATCATTCCCTA 207
Ad01A4789 Aradu.A01 4789 p3 (TCC)5 15 13192789 13192803 AGCTAGGGAATGATTGCTGC AGAAGAAAAACGCGACCAGA 258
Ad01A4790 Aradu.A01 4790 ¢ (AGA)5acaage 116 13193628 13193743 CATTGAAGTCAATCCAGATCCA ACCAAGTTGATCCAATCCCA 241
Ad01A4793 Aradu.A01 4793 p3 (TAT)19 57 13203016 13203072 TGATACATTCCGATACTTGATTTTG TGGGTTATTTAGCCACGGTT 278
Ad01A4794 Aradu.A01 4794 p2 (TG)10 20 13204354 13204373 CCCACGTTTATAACCAATAGCA TTTGACTTAATGTGAGAGCCG 248
Ad01A4796 Aradu.A01 4796 p3 (AAG)5 15 13218052 13218066 GAAGATGGTGATGAGGATGATG ACTAGAAGCGCGGAAGATGA 241
Ad01A4797 Aradu.A01 4797 p3 (AAG)5 15 13221965 13221979 GAAGATGGTGATGAGGATGATG ACTAGAAGCGCGGAAGATGA 241
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Ad01A4798 Aradu.A01 4798 p3 (AAG)5 15 13226244 13226258 TGCTGCATTTTCTTTCTCTTCTT TCCTCCTCCTAATCTTCTGCTG 277
Ad01A4802 Aradu.A01 4802 p2 (TC)8 16 13238651 13238666 GTAAATTCGGCAGCTGTGGT ACGGCAAGGAACACCAATAG 270
Ad01A4804 Aradu.A01 4804 p3 (CAC)5 15 13242397 13242411 CAAACCCACCACCAAAATTC AAGGGGCGAGAGAGAAAAAG 277
Ad01A4805 Aradu.A01 4805 p2 (AG)6 12 13242982 13242993 TCCAGTCCCTATCCAGTTCG CATCTTTTTCCCACCACCAC 252
Ad01A4806 Aradu.A01 4806 p2 (TC)7 14 13245913 13245926 CTGAGGGTCGTCTCTTCCAA AACGCAAGGCATTAAAATCG 179
Ad01A4810 Aradu.A01 4810 p2 (TA)6 12 13250147 13250158 AAATGGCAAATTCACATCCC TGCAATTCTCTTTCTCTTTACTTTT 243
Ad01A4813 Aradu.A01 4813 p3 (TAA)12 36 13258778 13258813 TGTATCAAACTCGCAGTAGTAATGA CGCTTTCTAAAACAAATCCTGAA 280
Ad01A4814 Aradu.A01 4814 p2 (TA)6 12 13261951 13261962 CGGAAGTACATGAATGGAGG CGAGCTCACGAGCTGACTTA 262
Ad01A4816 Aradu.A01 4816 ¢ (T)10gtaatttttty 107 13263256 13263362 TTGTGATTGTTGCTATTTAGGTTGA AAAACTAATCCCCAATACGACG 263
Ad01A4825 Aradu.A01 4825 p2 (AT)6 12 13286529 13286540 TGTCGATGTTATTGGCGAAA TCTGTCAACTTAATCTGCATTTACA 279
Ad01A4828 Aradu.A01 4828 p4 (AAAG)5 20 13305770 13305789 CAACCTCGGAAAAATATGGG GATTATGTTGACGCGTCCCT 235
Ad01A4834 Aradu.A01 4834 p3 (ATG)5 15 13327865 13327879 CGCACACACAACATCAATCA TTTATTACCGCGATGCCAAT 257
Ad01A4835 Aradu.A01 4835 p4 (AAAG)5 20 13328932 13328951 AGCATTTCGTCATGTTAACCAC TGCACCCTCCAAAAAGAGTT 104
Ad01A4836 Aradu.A01 4836 p2 (GA)6 12 13332402 13332413 TCCACATAGTCGTAAGGGGC TCTGCAGCGACCAACTTATG 236
Ad01A4847 Aradu.A01 4847 p3 (AAC)5 15 13375055 13375069 GATGTCTTTTGCTTTTGCTTTTT TCGTTTGATTCATGTAGCCG 273
Ad01A4856 Aradu.A01 4856 ¢ (T)11ggtettgac 119 13408777 13408895 AACAACATATCAACAAAAGCTCAA TAGGCTCCAAATAGCATGGG 241
Ad01A4858 Aradu.A01 4858 p3 (AAG)5 15 13414739 13414753 TGTTGGTGTTGTTGCTGATG CCGAACCGAACAACATTCAT 196
Ad01A4859 Aradu.A01 4859 p2 (TA)6 12 13423814 13423825 GCTCAAAAACCCGATTTGAA CACCTCGGTGAGTTGTCTGA 231
Ad01A4860 Aradu.A01 4860 p3 (GGA)6 18 13427158 13427175 ATCGGGGTAGAGGAGAAGGA GATGCCAAGAAGAGGTCTCG 166
Ad01A4861 Aradu.A01 4861 c (T)20cttttttc(T 29 13430081 13430109 TCCCCAATTAGAGGTGTCCA TGGTTCTTGAAAGAATGAAGGAA 230
Ad01A4862 Aradu.A01 4862 ¢ (A)10ttaaaatcc 31 13440537 13440567 CTGGCACCAACGTCATACAA CAAGTGGGCTTGTTTCTGGT 271
Ad01A4865 Aradu.A01 4865 p3 (TTA)6 18 13443661 13443678 TTATGCACGCCTTGGATGTA TACCGTCCGAAACAACAACA 158
Ad01A4866 Aradu.A01 4866 ¢ (AAC)6aataag 54 13445396 13445449 CGATTTCAACTCGGAGATCAT TGACATTACGCGTCCTGAAG 234
Ad01A4869 Aradu.A01 4869 p2 (Cm1o 20 13455556 13455575 ATTCGTCTGCGACAACCTTC AAGAAGACCTGGGAAGCACA 149
Ad01A4871 Aradu.A01 4871 p2 (TA)9 18 13470175 13470192 TTTAGGGATGCCAATAGATAGAA AATTGAATCAAATTAAATGTTAGGGA 273
Ad01A4873 Aradu.A01 4873 p4 (AAAG)6 24 13474322 13474345 CGTCGGAGCAGGTTGATAAT CCGGTCATCGAACCATTTTA 273
Ad01A4878 Aradu.A01 4878 p2 (TA)6 12 13487062 13487073 TTGTTTGAATTCATTAACTGAGGG GTAATTCGATTTCCCGAGCA 245
Ad01A4881 Aradu.A01 4881 p2 (TA)7 14 13498365 13498378 TTTGAAGAGTGGCAAATTAAATGA TTGCTACCATGCATAGGATGAC 276
Ad01A4882 Aradu.A01 4882 p3 (TAT)16 48 13498841 13498888 AAACCAATGTGAGTCCCCTG TGCAAGTCAGGTTTGGTCAG 211
Ad01A4883 Aradu.A01 4883 p4 (AAAG)5 20 13502625 13502644 GCGTTAATATTCAAATAAGCAATG TCAAAACTCATTCATCATTATTGTCA 183
Ad01A4884 Aradu.A01 4884 p3 (TAA)9 27 13502812 13502838 TCGAAATAGAAATAAAATAGCACGA CTCCCCTCTCTCTCTCGGTT 174
Ad01A4887 Aradu.A01 4887 p3 (GAG)6 18 13510753 13510770 CGCGAAGAAAAACAAGAAGG TCACCGAGAGTTTTTCACCC 146
Ad01A4888 Aradu.A01 4888 ¢ (T)12atcctaaac 112 13511274 13511385 ATGGTCCATTGTAAAGGGTCT AAGTACAGTGCGGAGAGCGT 263
Ad01A4889 Aradu.A01 4889 ¢ (A)10ttattactcc 71 13511576 13511646 ACGCTCTCCGCACTGTACTT TTGGGCAAAGAGGATTTCTG 202
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Ad01A4890 Aradu.A01 4890 p3 (ATA)8 24 13520330 13520353 TCTGGAAATGCCAGTGCATA TGCACGGGCAATATACTCTTC 241
Ad01A4895 Aradu.A01 4895 p2 (TO)11 22 13552033 13552054 CCTTCTCCCTTCTTGGAACC AACCACACGGAGGCATAGAC 209
Ad01A4905 Aradu.A01 4905 p3 (TTC)6 18 13576614 13576631 TCCCTCATTTCGCTCAATTC CCTGCAGACACTCTTGGTCA 260
Ad01A4907 Aradu.A01 4907 p2 (AG)17 34 13582033 13582066 CACTCCTTGCTCCTTGCTTC CCTTCTTGGTGTGCAAGACA 262
Ad01A4909 Aradu.A01 4909 p3 (TTG)S 15 13610144 13610158 TGGGCTTGATTTCTTGAGGT CCATCAACAACACAATTAGTCACA 212
Ad01A4912 Aradu.A01 4912 p2 (CT6 12 13625643 13625654 TGTTTGTGCCATTCCTGTGT GGGAGGCAACCCAATAATTT 249
Ad01A4913 Aradu.A01 4913 p2 (AT)12 24 13628936 13628959 TTAGAACGAAACAGGGGGAG ACTTGCCGGTTAGTTTGTGG 216
Ad01A4914 Aradu.A01 4914 p2 (AT)8 16 13632426 13632441 CGTTTAACACCCAAAATGCC CGAAATTTTGAGTTAACTTGGTCA 219
Ad01A4917 Aradu.A01 4917 ¢ (TCA)S(TCT)t 50 13654392 13654441 TTCGGTATTATTGTTAAGAAATTTTGG TGACAAAGTAAACCAAAAAGGTGA 156
Ad01A4921 Aradu.A01 4921 p2 (AT)6 12 13672227 13672238 CTCCCACTTGAGTTTGAGGG GCCACACTAACACGCACTACA 226
Ad01A4922 Aradu.A01 4922 ¢ (TA)10attaatae 46 13675098 13675143 GGAGTTGCATGCTCATCTCA TGCGTGCTTGTCTTTTAGGA 274
Ad01A4925 Aradu.A01 4925 p2 (AG)8 16 13692567 13692582 GGGGAATCATGCAGACACTT CATGAAGCGAAGAGTTCACAA 251
Ad01A4927 Aradu.A01 4927 p5 (TTTAT)5 25 13697743 13697767 TTTGAAAATCCTCACCCAAAA CCATGATGGAGAAAGGGAGA 155
Ad01A4928 Aradu.A01 4928 p2 (TA)7 14 13709098 13709111 TTCGCTTGCTTCCAACTTTT CTCCAACACGAAGACAAGCA 205
Ad01A4930 Aradu.A01 4930 p5 (TTATC)5 25 13717578 13717602 GGACGACCCAGTACACTTGC AACACGACCCAAATCCAAAG 278
Ad01A4931 Aradu.A01 4931 p5 (TTATC)6 30 13727427 13727456 CCTGGGTGCTCCAGTGTATT GAGACGACCGACCTCTTCAG 245
Ad01A4932 Aradu.A01 4932 p3 (AAG)5 15 13735989 13736003 TGAGGCATTTGTTTGGTTGA CCACCAACATTGCTTCCTTT 207
Ad01A4933 Aradu.A01 4933 p2 (AT)8 16 13760830 13760845 ATAAAGGGGTGAAGCGGAAT GTGAGGGTTCGATGCTCAAT 263
Ad01A4934 Aradu.A01 4934 p4 (TATG)7 28 13761344 13761371 TGCCACATATTCATGCATCC TTGGGTTTGGGAATTGGATA 222
Ad01A4944 Aradu.A01 4944 p2 (AT)7 14 13791549 13791562 CATCGCTGTTGGAGAAGTCA CGCTTTAGAGCCGTGATGAT 224
Ad01A4946 Aradu.A01 4946 p3 (TTA)16 48 13794046 13794093 AAACGCAAAGAAGACGATGG CATGAATGTTCCCTCTTGCAT 279
Ad01A4947 Aradu.A01 4947 p3 (AAC)9 27 13810161 13810187 TTGGCACAAGATGGGTAAAA CGTTTGATTCATGTAGCCGA 261
Ad01A4948 Aradu.A01 4948 p3 (TAT)S 15 13810475 13810489 TTCTTCTCAATGTCCAAATTTTC GGTCAATGATGGAATAGTTTAATACG 279
Ad01A4950 Aradu.A01 4950 p3 (CTT)5 15 13822127 13822141 ATTATGTGGGCTGCATCCAT TCCCATTTCATTTTAGTTGCC 262
Ad01A4952 Aradu.A01 4952 p3 (TAA)5 15 13829003 13829017 ACGGTTATTATAAAAATTTTGGATGT CACTTACAGCACACACATTGC 185
Ad01A4953 Aradu.A01 4953 p2 (TA)7 14 13833727 13833740 GCAACGAAGGAGAAGAATGAA TTTGTGGGAGTTGATGGTGA 280
Ad01A4955 Aradu.A01 4955 p3 (ACC)6 18 13845318 13845335 ATGCGAGACAAGAGGACCAT TACATGTGCGAAACTGCTCC 274
Ad01A4956 Aradu.A01 4956 p2 (AT)10 20 13847345 13847364 CTTGCATGACTGCCTCTCTG TAGCTGACCTTGTCTTCGCA 132
Ad01A4958 Aradu.A01 4958 p2 (AG)6 12 13872639 13872650 TCATCCTTCCCTTCATTTTGA CCTAGAATTTCAATTGGCCG 242
Ad01A4959 Aradu.A01 4959 p2 (TG)10 20 13873885 13873904 CAAGAGGACGATGTCCGAGT ATGGCCAATAGCAACAAACC 235
Ad01A4960 Aradu.A01 4960 p3 (CAG)5 15 13879824 13879838 ACTATCAAACCCAGGGGAGG GAATGTGACAATGTGTATTGCTGA 260
Ad01A4961 Aradu.A01 4961 ¢ (AACCG)5cat 69 13895011 13895079 GATTCAAACCGAAAACCGAA TCAAAATTTAGGAATCGGCG 252
Ad01A4962 Aradu.A01 4962 p2 (CT)6 12 13895207 13895218 GCAACGCCGATTCCTAAAT GCGTCACTGAGAAGAGGAGG 262
Ad01A4964 Aradu.A01 4964 p2 (CT)6 12 13906856 13906867 GGATTGCACAATAAAGGCGT ATTAGGGTTGGGATTGGGAG 246
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Ad01A4965 Aradu.A01 4965 p2 (AT)9 18 13928789 13928806 GAACCCGAAGCAACCTGTAA TCGATTAAAAATGGATTAGTTCAA 275
Ad01A4966 Aradu.A01 4966 p2 (AT)9 18 13930717 13930734 ATTGATCCACTTGCTCCTGG GCGCATCCCTAAACACAAAA 156
Ad01A4968 Aradu.A01 4968 p3 (TTC)6 18 13949437 13949454 CCTCTCCACTTATTTGCACCA TGATGGAGGAGAAGGAGGAA 264
Ad01A4969 Aradu.A01 4969 ¢ (CTT)5ttt(TCA 42 13949909 13949950 TTCTTCTCCCTCCTCCTCATC CATCATCTTTCAAGTAATTTTGCAG 220
Ad01A4970 Aradu.A01 4970 ¢ (CTT)5ttcatcat 46 13950334 13950379 TTCCTCTTCCTCCTCCTCATC CAAGCAGTTTTGCAGCATGT 202
Ad01A4975 Aradu.A01 4975 p3 (ATG)5 15 14019552 14019566 GTGAACCTAGCCCAGGTGAG TAGCCCAAGGTGGGTGATTA 248
Ad01A4976 Aradu.A01 4976 p2 (AT)8 16 14025134 14025149 TGATAGTCACAACCACCAAGC TGAATCAATTGACCCGATCC 265
Ad01A4978 Aradu.A01 4978 p3 (TTC)6 18 14030880 14030897 CCTTCTCCTTTTCCTCCTCC TCAGCAGCATCGAGTGAATC 245
Ad01A4979 Aradu.A01 4979 p3 (AGA)5 15 14031539 14031553 AAATGAACCGAACATTGCCT TCCATCAAGTGCTTTTGCAG 214
Ad01A4980 Aradu.A01 4980 p3 (CAA)5 15 14031860 14031874 TCTACTGCTTCTTCGTCGGG CGTGATTACACGCACGTCTT 238
Ad01A4981 Aradu.A01 4981 p3 (AGA)5 15 14032018 14032032 GACGCTCTATGCGTAAACGA GACAAGATTTTGCTAATCCGGTA 276
Ad01A4983 Aradu.A01 4983 ¢ (T)10ctttttaact 62 14036757 14036818 TGCTAGAATTTTTGCTGTACCC CATGCCTTCAGTCCTTTAGAGA 272
Ad01A4985 Aradu.A01 4985 p3 (TTA)9 27 14041019 14041045 TCCCACAAGAAACAACACCA GCAACAGTGCAACTCAGTGAA 237
Ad01A4987 Aradu.A01 4987 p3 (TTA)15 45 14047665 14047709 AACACCACTCCAACCTCTGG AAGGACGCATTCAAACTCTCA 129
Ad01A4989 Aradu.A01 4989 ¢ (TC)17cttgtcct 146 14072677 14072822 GAGATGGACGGTCAGGATGT GCGAGAGAAAGAAAGAGGGAA 273
Ad01A4992 Aradu.A01 4992 p2 (TA)8 16 14081236 14081251 TTTAGGTTAACAAATACATTCATTTCA TTTCTTTAATTCTTCTCAAAATCTCTC 134
Ad01A4994 Aradu.A01 4994 ¢ (GA)6tttgggga 120 14085962 14086081 AGAAGGGAGATCGGGAAGG GCTCAAACTCTCTCCCATGC 219
Ad01A4996 Aradu.A01 4996 p4 (ATTA)S 20 14099015 14099034 GCAATTATTGATGTGTTGTGTGC TTCTGCACATTCAAGGGTTG 202
Ad01A4998 Aradu.A01 4998 p3 (GAC)6 18 14101849 14101866 CATAGTCCACTGCCTCAGCA CAATAGGTGGTCAAATTCTTTGTTT 248
Ad01A5000 Aradu.A01 5000 p3 (TTG)8 24 14106027 14106050 ACATGACAGAGCACAATGGC ATTTTGCAGGCATCAAAGGA 237
Ad01A5004 Aradu.A01 5004 p3 (TTC)10 30 14142055 14142084 TCACCTAGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 187
Ad01A5008 Aradu.A01 5008 p2 (CT)6 12 14157012 14157023 GAACCCTAAAACCTAGAGAGAGGA CGTGCCTCATTAAAGGGAAA 199
Ad01A5011 Aradu.A01 5011 p2 (AC)6 12 14214108 14214119 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129
Ad01A5014 Aradu.A01 5014 p2 (AC)6 12 14226696 14226707 TTAGAGCCACCAATCCCCTA GCAAGCTCTAGGATGGAACG 251
Ad01A5016 Aradu.A01 5016 p2 (TA)6 12 14240574 14240585 TGGGGGACCAAATTGAAGTA TATGGGCAACTAGGCAAAGC 277
Ad01A5017 Aradu.A01 5017 p3 (CCT)5 15 14244862 14244876 CGTCAGATTTATCCGCCAAT AAGGAAAGGGAGGAGGATGA 279
Ad01A5018 Aradu.A01 5018 p2 (AT)9 18 14251803 14251820 TGTACGTGGCACCTTTACCA CAAGCTCCTAACCCATCCTG 228
Ad01A5019 Aradu.A01 5019 p2 (TC)21 42 14259140 14259181 GCACCTTCTGTCCATCATCA CACCCTTACCCATCACCATC 139
Ad01A5020 Aradu.A01 5020 p2 (AT)8 16 14260713 14260728 ATGCCTGTCCTACTGGCTGT GGTAGGGTACTCTCCCTCGG 218
Ad01A5021 Aradu.A01 5021 p2 (TC)19 38 14266604 14266641 ACACCCTTATCTGCAGCACC GGCTGGGCTATGTTGATGTT 151
Ad01A5022 Aradu.A01 5022 p3 (GAA)15 45 14267052 14267096 AATTTGATTTTGGCGACAGTG CCGTCGCGAGTTCTATCTTC 264
Ad01A5023 Aradu.A01 5023 p2 (AG)8 16 14267274 14267289 GAAGATAGAACTCGCGACGG GACTATTTGCAGCACCCTCC 216
Ad01A5026 Aradu.A01 5026 p3 (TTC)6 18 14298091 14298108 CGTATGCGTAACTGATGCGT GCAATGAATGGAAGTATGCAA 237
Ad01A5031 Aradu.A01 5031 p2 (TA)6 12 14324305 14324316 ATCACCCACGAACCAAAGAG ATGGGTCTGGGTCAGTCAAC 241
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Ad01A5035 Aradu.A01 5035 p3 (TAT)6 18 14327008 14327025 CATGAGCTGCTGGTGATGAT CATGTTCACATGAGAGAATGTGG 272
Ad01A5038 Aradu.A01 5038 p3 (TTG)S 15 14329016 14329030 ACCTGGCTGTGGTTCTCACT CCATAGACGGAGACGACGAT 200
Ad01A5039 Aradu.A01 5039 ¢ (CT)Ttggttaata 35 14329300 14329334 TCCCCTTCAGCTGCAGTTAC AAAAAGCACAATACGCACCC 270
Ad01A5040 Aradu.A01 5040 p2 (AG)8 16 14329573 14329588 GGGTGCGTATTGTGCTTTTT TTTTGCAACACCTACCCCTC 201
Ad01A5041 Aradu.A01 5041 p2 (TC)9 18 14330594 14330611 AATCGAAAAGCATCTGAGGG CGCCCACAGGGTAAAACTTA 278
Ad01A5042 Aradu.A01 5042 p2 (TC)9 18 14331195 14331212 ACCTCACTCTCACCACCCTG CATTCCAGCTCAGCGAATTT 262
Ad01A5046 Aradu.A01 5046 p2 (TG)20 40 14350333 14350372 GCGAGACTCTTTGGTGAAGC CGATAACCGTCATTACACTCG 261
Ad01A5047 Aradu.A01 5047 p2 (TA)9 18 14357095 14357112 AATTTCAGGCTCTGGACACG CTTTAACTCCCCGGGTTCTC 176
Ad01A5048 Aradu.A01 5048 p2 (TG)16 32 14358630 14358661 AACGGCAACAGACGACTACC CACACCCCTCATTTCCCTAA 157
Ad01A5049 Aradu.A01 5049 p4 (ATTT)5 20 14377129 14377148 GTTTGGAGTTTTGCCCACAT TTTTGGTTTGGATTGCTTCA 246
Ad01A5056 Aradu.A01 5056 p3 (TTA)12 36 14402891 14402926 TGGTGATGAAGTGCCTAGTTT TTGCGTCTTCGTATTCAGAAA 279
Ad01A5057 Aradu.A01 5057 p2 (TA)7 14 14405806 14405819 TTGATGATTTTCGGTGTGGA CCACAAATTCAACCCAACAG 272
Ad01A5058 Aradu.A01 5058 p2 (GA)6 12 14411178 14411189 GAAAAGGAAGGAGGGAAGAAGA GCCAGAAGCATAACATGGGT 277
Ad01A5059 Aradu.A01 5059 p2 (TA)6 12 14426511 14426522 CAAGAGGAGCTTTGATACCATGA CACGATCTACAAATTCAACCCA 262
Ad01A5060 Aradu.A01 5060 ¢ (T)11gattttgtac 88 14428424 14428511 TTGGATACCTTTTAATTTTTGGATG TCAGGAAGGGTACAATGCAA 280
Ad01A5061 Aradu.A01 5061 p2 (CT)9 18 14433123 14433140 GCCAGTAAATCCGACGGTAA GGAGGTTGACGAAGGTGAAA 174
Ad01A5062 Aradu.A01 5062 p3 (CTT)5 15 14455128 14455142 GATTGAGAAAACCCGCTGTC CAACAACGGCACAGAGAGAC 272
Ad01A5066 Aradu.A01 5066 p2 (AC)7 14 14470612 14470625 AAGCTGCGAAGTAAAGACGG TCACTGAGCGTGTTGGAGAC 225
Ad01A5067 Aradu.A01 5067 p2 (TA)7 14 14471832 14471845 TCGTCGCACTTGAAACTTTG ATTTCTAGCCGGCTTTTGCT 100
Ad01A5068 Aradu.A01 5068 p2 (AT)8 16 14473287 14473302 CAAATCTCCTCGCACATTGA GCCTTTACTTCGCAGGTTGA 125
Ad01A5069 Aradu.A01 5069 p3 (AAT)21 63 14475677 14475739 TCACATGCCGATGATAAAGC TCCTGGCACCTATTCCTCAC 198
Ad01A5072 Aradu.A01 5072 ¢ (T)10cttttggact 91 14480978 14481068 CGAATTCGTGCCCTTGTTAT TGTTCGACTTAATTTTGGCAAT 219
Ad01A5076 Aradu.A01 5076 p3 (TTA)14 42 14500164 14500205 CCACAAAATTTATAATTGTGCTTGTTA CAAATCGCTTAAACCATCAACA 275
Ad01A5077 Aradu.A01 5077 p4 (TAAA)T 28 14501583 14501610 ACGGATGAACTGGATGAACC AAAATGGAGGCGATGATGAG 222
Ad01A5082 Aradu.A01 5082 p3 (AAC)5 15 14532146 14532160 GCAAGTTAAAGAGCGCCATC AAGGCTAGGGTTTGCACTGA 116
Ad01A5083 Aradu.A01 5083 ¢ (TTA)I(TTG): 78 14537368 14537445 TTGGTATTCCACTTGCACGA CTCCCATGTCATCGAGTCCT 219
Ad01A5084 Aradu.A01 5084 p3 (AAT)6 18 14549139 14549156 CCCTATGTATTTAAATTTCGAGTATGA AATGCACATGCGCAATAAAA 203
Ad01A5089 Aradu.A01 5089 p6 (GATGAG)5 30 14567186 14567215 AGACCATCCGGAGAGTGATG TAGCTGTTGGATTGTCAGCG 170
Ad01A5090 Aradu.A01 5090 ¢ (AC)30aattaaa 140 14569715 14569854 GAAGCTCTGCCACAATCACA GCGAATGTAGATAGAATAGGGAATG 263
Ad01A5091 Aradu.A01 5091 p3 (GAA)6 18 14570688 14570705 CCAATGACAATGTGAACGGA GATTGTACCCAGAACCCCAA 272
Ad01A5096 Aradu.A01 5096 p2 (AT)7 14 14616005 14616018 TGGACTGAGCAACAATGGTC TTTGTCATGAAATGAATCTTGC 231
Ad01A5097 Aradu.A01 5097 p2 (TA)6 12 14620872 14620883 AGGGAACATAACGCTCATCG TATGCGGTTGTGTTGATGGT 188
Ad01A5104 Aradu.A01 5104 ¢ (A)l4taaaagtal 57 14643666 14643722 CGTGGTGGGAGAGAGAAAAG GCAATCACAACAACCACCAC 270
Ad01A5105 Aradu.A01 5105 p2 (TC)12 24 14643993 14644016 CGCTCTCTCTCTCCTGCTGT AGGTTCCAGGGGAAGAAAAA 136
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Ad01A5106 Aradu.A01 5106 p3 (TTA)23 69 14644664 14644732 TTGATTGCTTACCATGTTGAATG TCGCTTGAGTGGGAGTAGTTT 278
Ad01A5108 Aradu.A01 5108 p2 (AT)7 14 14657974 14657987 GCTTTCCTTCTTCCCACATC TTATCAGCCAAATGGAAGCC 216
Ad01A5114 Aradu.A01 5114 p3 (AAG)5 15 14683607 14683621 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208
Ad01A5119 Aradu.A01 5119 p3 (TTG)6 18 14693889 14693906 ACTGATGAAGAATTTGGCGG TTCTTAAAGGCGAAAAGGCA 232
Ad01A5120 Aradu.A01 5120 p3 (ATC)6 18 14694326 14694343 TCTTCCTCCTCCTCTCCCAT AACGACGATGATGACAACGA 265
Ad01A5124 Aradu.A01 5124 p2 (TG)6 12 14740250 14740261 CGTCTCCCAAGGAACTAGCA CTCATTCCAAGCCAAGAAGC 232
Ad01A5125 Aradu.A01 5125 p2 (AG)6 12 14752618 14752629 TCCTGCAAACACAGATAGCG GTTCGTCTGCCTTCTTCCAG 164
Ad01A5126 Aradu.A01 5126 p2 (GC)6 12 14768067 14768078 GGATGAAGGGTAGGAGAGGG AACTCTGGGCCAACATTGAG 260
Ad01A5128 Aradu.A01 5128 p2 (AT)9 18 14773381 14773398 TTCCATCTCAATTGTAAAAGTGCT ATGGGTTTATCAACCTCCCC 263
Ad01A5131 Aradu.A01 5131 p2 (TC)7 14 14826221 14826234 TCACCTCCTTCTTTTTCAAAATC CGAACACAGAGAGAAAGAGATGG 238
Ad01A5132 Aradu.A01 5132 ¢ (ACA)17ataate 178 14841047 14841224 AGGGCTGCACCAATAACAAC GCTATGCATGCACCGAAAT 258
Ad01A5140 Aradu.A01 5140 p3 (AAG)5 15 14876116 14876130 CACCAGGTGAATGTTGTTCG TCCTCTGTTCGCGTTTTTCT 275
Ad01A5143 Aradu.A01 5143 p3 (AAC)6 18 14876793 14876810 TTTTGCAACCCCAAGTTTTC AGGGTGGAGGAGGATGAGTT 212
Ad01A5145 Aradu.A01 5145 p2 (AG)6 12 14886245 14886256 CCAACTGAACAAAGTAAAAAGAACAA ACCCCAAGTCTACCCCAAAT 276
Ad01A5146 Aradu.A01 5146 p2 (TA)6 12 14895708 14895719 AAAATTGATTTTCATCCGGAGTT CCAACGATGTACCGGTGTTT 277
Ad01A5147 Aradu.A01 5147 p3 (TTG)S 15 14895922 14895936 AAACACCGGTACATCGTTGG TTTCTCAAACATCTCATCCATTG 241
Ad01A5148 Aradu.A01 5148 ¢ (A)11gcattaaar 73 14898248 14898320 CCATAATATCCTCGCCTTGC CTTCCGTTGGTGGTCATTCT 277
Ad01A5149 Aradu.A01 5149 ¢ (A)14ttggtgegc 41 14900445 14900485 CAGTGCAAAGAATCCCGAAT CCTATGCATGTTTGCTTGGA 221
Ad01A5154 Aradu.A01 5154 p2 (TC)10 20 14919610 14919629 TCATCTTCTCCGATCCTTCG CGCTAGTGACGACAAAGCAG 125
Ad01A5155 Aradu.A01 5155 p2 (TG)6 12 14920643 14920654 TCATCCCTGGTGTTTTGGAT TGTGTCACCATCAATCCCTG 272
Ad01A5164 Aradu.A01 5164 p3 (TTG)5 15 14945230 14945244 AGCCCTTCCTCTACCACCAT AGCAACCAAAGCATCAACAA 172
Ad01A5165 Aradu.A01 5165 p3 (TTG)S 15 14945390 14945404 TGTTGATGCTTTGGTTGCTT CGAAAATACTCCTCCCTCCC 240
Ad01A5167 Aradu.A01 5167 ¢ (A)10gttatttttte 56 14949727 14949782 AAACAATTTAAAAGCAGAGAAATGC CCGGTAAGTAATAATGATGATGAAGA 262
Ad01A5169 Aradu.A01 5169 p2 (TC)6 12 14953238 14953249 CCCCACCAAACCTTTATCCT TTTCAAGTTGGTTGGTTGGA 219
Ad01A5174 Aradu.A01 5174 ¢ (A)10gtgagaac 93 14977349 14977441 AGACGCAAAACCCAATGAAC TAGCCTGCGCTAGGAATAGG 277
Ad01A5176 Aradu.A01 5176 ¢ (TC)6tt(TC)12 38 14986754 14986791 CTCACTTCCTCTGCGACACA ATGGAAAGGCAAGGAGAGGT 278
Ad01A5177 Aradu.A01 5177 p3 (TTG)8 24 14987190 14987213 ATGGAGCAAGTTGGTGACCT TCCCTGCAAACATGAACAAA 263
Ad01A5178 Aradu.A01 5178 ¢ (CT)20t(TC)6 53 14987455 14987507 TTTGTTCATGTTTGCAGGGA GAAAATGTCGGGAAGAGAGG 203
Ad01A5181 Aradu.A01 5181 p4 (TATT)S 20 15001024 15001043 CGATTCGATCCGCACATT CATATCCGATCTGCGTGTCC 275
Ad01A5184 Aradu.A01 5184 p4 (GAGG)5 20 15005914 15005933 CCTCACTCCACCATTCACCT TCTTTTTCTCAACCAACGGC 210
Ad01A5185 Aradu.A01 5185 p2 (AG)22 44 15006065 15006108 GCCGTTGGTTGAGAAAAAGA TGCTACCATTTTCATTGCCA 230
Ad01A5190 Aradu.A01 5190 ¢ (AC)6tatgatcat 83 15042702 15042784 GCTTTGAAAATCTCGGCAAC GAAAGAAACATCAGGAAGAGAATCA 257
Ad01A5194 Aradu.A01 5194 p2 (TC)8 16 15057433 15057448 GACCTGAGGGGAAAGAAACC TTGGACATGCCCACTTTGTA 229
Ad01A5195 Aradu.A01 5195 ¢ (A)10tatatttata 84 15066226 15066309 TGTTTGGATGCTCTAAGCCA TCCAGCCAAACAAAATAATCC 263
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Ad01A5198 Aradu.A01 5198 p5 (TTTTA)6 30 15073288 15073317 ATTGATGCTCAGAGCCTTGG AAACAAACCGTCAAATTGGG 171
Ad01A5204 Aradu.A01 5204 p2 (CT6 12 15105356 15105367 CTTTTTCTCTCCCAATTTTCG AGGGAGGGGGTTCGAATTAT 137
Ad01A5206 Aradu.A01 5206 p3 (TCT)6 18 15123343 15123360 CACGGTCATCCCTTCTGTTT TTAGAATGTTGCTCGCCCTT 119
Ad01A5210 Aradu.A01 5210 p3 (ACA)5 15 15132010 15132024 GCACGATGTTGCATCACTTC ATGCCAAAACAAAGACCGAG 138
Ad01A5211 Aradu.A01 5211 p3 (AGA)5 15 15132589 15132603 AAACGGTCACGTTGAAAAAGA CCGGTTTGTTTTGTTCCTTC 119
Ad01A5213 Aradu.A01 5213 p2 (TC)6 12 15140007 15140018 TTGGCAGAGTCTACATTGCG GAGCACGATGCTGAATTGAA 204
Ad01A5215 Aradu.A01 5215 p2 (TG)6 12 15142367 15142378 AAAGGGGAAAAAGCAACCAC TGGACCAAGCATGTCCTATG 185
Ad01A5219 Aradu.A01 5219 p3 (GTT)6 18 15158459 15158476 GATGGTCAACGACGGATTCT AAACCACACCACTTCTTGCC 159
Ad01A5220 Aradu.A01 5220 p3 (AGC)5 15 15159806 15159820 ATCCTGTGATACAGCTGGGG TGAAGAATCAGCTGCTGTGG 124
Ad01A5222 Aradu.A01 5222 ¢ (TAA)7aatcatt 106 15164725 15164830 AATATACACGGTGCCAGTTCG AATTTCAAAGGTTCCCACCC 257
Ad01A5228 Aradu.A01 5228 p3 (CTT)6 18 15196598 15196615 GGAAAGGACATGCGTGAAGT CAGAGGAGGGTGTCGAGAAG 273
Ad01A5233 Aradu.A01 5233 p3 (GAG)6 18 15226314 15226331 TGGGTTTTGTGTGTGTTGTT CCCTATGTCTCCATCAAGCC 116
Ad01A5236 Aradu.A01 5236 p3 (CTC)5 15 15233220 15233234 TACCACCACCACACCATCAC TTGGTGCATTCTGGTCTTACC 246
Ad01A5240 Aradu.A01 5240 p2 (AC)6 12 15245973 15245984 AAAGTCCCAAATGCATGCTC GCCTGAAGGATGGACTGATT 119
Ad01A5248 Aradu.A01 5248 p2 (TA)9 18 15268989 15269006 TTCGGGTGTCACCTACCTCT AGGGGCATGATTTGTTTTTG 149
Ad01A5249 Aradu.A01 5249 ¢ (A)10gtga(AA 39 15275314 15275352 TGGTTTGAGTAATTGGGTGTTG TACTTTGGGGCATTTTGTCC 211
Ad01A5250 Aradu.A01 5250 p2 (CT)18 36 15277583 15277618 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5251 Aradu.A01 5251 ¢ (AGA)5ataaga 79 15277983 15278061 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5252 Aradu.A01 5252 p2 (CT)18 36 15278675 15278710 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5253 Aradu.A01 5253 ¢ (AGA)5ataaga 79 15279075 15279153 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5254 Aradu.A01 5254 p2 (CT)18 36 15279767 15279802 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5255 Aradu.A01 5255 ¢ (AGA)5ataaga 79 15280167 15280245 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5256 Aradu.A01 5256 p2 (CT)18 36 15280859 15280894 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5257 Aradu.A01 5257 ¢ (AGA)5ataaga 79 15281259 15281337 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5258 Aradu.A01 5258 p2 (CT)18 36 15281951 15281986 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5259 Aradu.A01 5259 ¢ (AGA)5ataaga 79 15282351 15282429 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5260 Aradu.A01 5260 p2 (CT)18 36 15283043 15283078 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5261 Aradu.A01 5261 ¢ (AGA)5ataaga 79 15283443 15283521 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5262 Aradu.A01 5262 p2 (CT)18 36 15284135 15284170 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197
Ad01A5263 Aradu.A01 5263 ¢ (AGA)5ataaga 79 15284535 15284613 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5264 Aradu.A01 5264 p2 (CT)18 36 15285227 15285262 GTTAGCGCTGACAAAACGGT ATGCTGCAGGATTGATGACA 276
Ad01A5265 Aradu.A01 5265 ¢ (AGA)5ataaga 79 15285627 15285705 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230
Ad01A5266 Aradu.A01 5266 ¢ (TC)8tt(TC)22 99 15286318 15286416 ACCATCCATCATTCGACTCC TTGATAGTGATGCTGCAGGG 245
Ad01A5267 Aradu.A01 5267 p3 (ATG)16 48 15287090 15287137 CGGTGAAGCCTCTGAAAAAC TCCACCCCTAACTCTCATCG 270
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Ad01A5272 Aradu.A01 5272 ¢ (TA)8gaatctcc: 137 15309076 15309212 AACGTCTGGAGACCCTCCTT GACCTGCGAAGTTAAGGCTG 234
Ad01A5273 Aradu.A01 5273 p2 (CA)9 18 15309773 15309790 GCTGGCCGGAGATTATTACA ATGCAGGTCGAGAGACACCT 248
Ad01A5274 Aradu.A01 5274 p2 (TA)6 12 15314303 15314314 AGCCGGATCTTGAGTCTTGA CACTCCGATCGACAACGTAA 103
Ad01A5278 Aradu.A01 5278 p3 (AAG)6 18 15331127 15331144 TAGGAAGGTTTATTCCGGGC TGGCGGACAAACTTTAAACC 265
Ad01A5279 Aradu.A01 5279 p2 (TC)6 12 15334153 15334164 TTGGCAGCAAGAGTTTCCTT CCCCAAAATAGCAGCAAAAA 197
Ad01A5281 Aradu.A01 5281 p3 (AAG)5 15 15345994 15346008 CTGGGCGATAAAGCCAATAA TATTTAAGTGGCGGGCAAAC 147
Ad01A5284 Aradu.A01 5284 p3 (TAA)7 21 15350081 15350101 CTTGCATTTTCCTTCTTCCG AATTTTTCCAGGAGCAAGCA 279
Ad01A5285 Aradu.A01 5285 p3 (GAA)S 15 15350350 15350364 CAAATCCAGTGTGGCAAATG GCCACCAATGAAAGAGGTGT 113
Ad01A5286 Aradu.A01 5286 p3 (GAT)5 15 15353275 15353289 TTTCAACCACCGTGAAGTGA ATTTCACATGGCCCTCTGTC 193
Ad01A5287 Aradu.A01 5287 p2 (AG)6 12 15362174 15362185 TTGAAGGGTGAGGTAGGTGG CGGTGTTTAACGCCAGAAAT 257
Ad01A5289 Aradu.A01 5289 ¢ (TC)8ta(TC)2( 58 15368926 15368983 CAAAATTGTGATGGCAGTGG AAGGAGAAAAAGGCGAAAGG 241
Ad01A5294 Aradu.A01 5294 p4 (TTAG)5 20 15384413 15384432 ATACGCACGACCCTGTTTTC CCAGCAGCAACGTCTCAATA 272
Ad01A5295 Aradu.A01 5295 p5 (AAAAT)5 25 15386185 15386209 TTTGGGAACTTTGGTTGAGG TACTTTGGGGCATTTTGTCC 197
Ad01A5296 Aradu.A01 5296 p2 (AT)6 12 15392552 15392563 AACTCACGAGCTGCCTCAAT ACTCGTGAGCTGGTGTGTCA 268
Ad01A5297 Aradu.A01 5297 p2 (TA)7 14 15399162 15399175 CTCACTTCCAGCCCTAATCG CAACACCACACCCTGTCAAG 270
Ad01A5303 Aradu.A01 5303 p2 (AG)12 24 15420869 15420892 AAAGCGAATTCGGACAGAGA GTTTGTCATCGCTGAACCCT 258
Ad01A5306 Aradu.A01 5306 p2 (TC)8 16 15435537 15435552 TTTTTGATGAGCAGGGGAAC CTGGCAGTGATGCAAAGAAA 134
Ad01A5311 Aradu.A01 5311 p3 (AAT)5 15 15458782 15458796 CACGTCATGGTCGTACCAAA CCCCGCCTTTGTATGTAAGA 276
Ad01A5314 Aradu.A01 5314 p3 (TAA)14 42 15491828 15491869 TTTCCTTTTAAAGCTACCCCAA CATCCCAAAAGGGAACAAAG 225
Ad01A5315 Aradu.A01 5315 ¢ (AG)18aa(AG, 52 15519301 15519352 GGCTCATAGCGATGGTGACT TGTCTCAATTGGAGCCACTG 238
Ad01A5316 Aradu.A01 5316 p2 (GT)6 12 15529737 15529748 AACAGAAAGGAGGTCTGGGG TGTAGACAACCCATGGCAAA 254
Ad01A5318 Aradu.A01 5318 p3 (GTG)8 24 15536387 15536410 TGCCACGAATAAAGCTGTTG ACTCCAACGCTAACCACCAC 251
Ad01A5320 Aradu.A01 5320 p3 (ACA)8 24 15537602 15537625 TTTATTTAAATGCCCCAACCC AACCGACCCTATTTAGTGGGA 208
Ad01A5321 Aradu.A01 5321 p2 (AT)7 14 15545967 15545980 ACTTGGCGGTTAGTTTGTGG AACGCACCATGTGGTAAACA 272
Ad01A5324 Aradu.A01 5324 p3 (AAT)13 39 15575251 15575289 CAGGCTGTCATAGCCCTCTT TGCAAAAGTGGATAAAGAAGACA 272
Ad01A5328 Aradu.A01 5328 p2 (AG)11 22 15579174 15579195 TCGAAGTCGCTGCTGTTAGA GGCAGTCAAAGTTAGAGCCG 242
Ad01A5330 Aradu.A01 5330 p2 (CA)6 12 15583379 15583390 ATGGAAACAATGGATGGTGG TTCTGAACTTGATGGGCTCC 271
Ad01A5333 Aradu.A01 5333 ¢ (AG)9ccgtgage 124 15591950 15592073 CTAATTAAACCACGGGAGCC AGAACTGGCTTCTCCCTTCC 259
Ad01A5336 Aradu.A01 5336 p6 (TTATGA)6 36 15616323 15616358 TTCCCTGGGTAAAAGCAGTG ATCCCCAACCCGAGTAATTC 215
Ad01A5338 Aradu.A01 5338 p2 (AT)9 18 15630607 15630624 TAGGGCACCAATTGATTTGA CAATGTCCCAAGGTTTCCAC 230
Ad01A5344 Aradu.A01 5344 p2 (TA)7 14 15660216 15660229 GTTTGAATGTGAATGTAATAGTGTTGT GGGACCTAGGGCAAAAACTC 213
Ad01A5345 Aradu.A01 5345 p3 (TTA)6 18 15677727 15677744 AAGCAGAGATCCAACAGGGA TCGCACAACTAACCAGCAAG 273
Ad01A5347 Aradu.A01 5347 p3 (TTA)S 15 15686787 15686801 CAGGGACAAAGCATCTCCAT AAAAACAATGCCAAAAAGCG 276
Ad01A5348 Aradu.A01 5348 p4 (AAAT)5 20 15692741 15692760 TGATTTAGTTTTCAATTTGCTTTGA AGCTGCTTGCTTTAATGGGA 274
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Ad01A5353 Aradu.A01 5353 p2 (AT)7 14 15729048 15729061 TGGAGGTTTCTTGGTTGTCC GAAGAGAAATTGAAACGTGGC 186
Ad01A5356 Aradu.A01 5356 ¢ (CA)8cgcacaci 43 15736257 15736299 TGGAAAGAAACTTTGATCTCGAC TCATGCAAGCTATCCCACAA 266
Ad01A5357 Aradu.A01 5357 p2 (AC)6 12 15747734 15747745 GAAAACCGGGCGTTAATTTT AAGGAATGCGTAACCGCTAA 270
Ad01A5358 Aradu.A01 5358 p2 (AC)10 20 15753550 15753569 GGACCAAACGGGCTAAAAAT TTTCACAAGGAATGCGTAGC 245
Ad01A5359 Aradu.A01 5359 p2 (AT)6 12 15775112 15775123 ATCCGCACGAAAGACCTTAG AACACCTTTTGAAGGCATCC 246
Ad01A5360 Aradu.A01 5360 p4 (ATAC)8 32 15776219 15776250 CTAAGCCTTACCTCATGCCG CGTGTGAATGCTTTGCACTT 180
Ad01A5365 Aradu.A01 5365 p2 (AT)6 12 15797608 15797619 AGCAGCTCTCCCAGTATCCA GCCCTCCTCGTGTCTTTTCT 247
Ad01A5366 Aradu.A01 5366 ¢ (TA)6ttttgaaca 61 15799927 15799987 CGGAGAAAGCAAATCAGACC CGGATTTTCACAAGACGAAGA 212
Ad01A5369 Aradu.A01 5369 p2 (CT)9 18 15805524 15805541 CTTCTCTCTCGCACAGCTCC ACACACACATGGCTACCGAA 277
Ad01A5370 Aradu.A01 5370 p3 (GAT)6 18 15811712 15811729 TGTTCAGGCTGATTACACCG CCCAGCAGTAGAAGTCGGAG 247
Ad01A5371 Aradu.A01 5371 p3 (CAA)S 15 15815760 15815774 TGCACCTAGAGGTCCGTCTT CCGGAAAACTTGTGGCTTTA 212
Ad01A5373 Aradu.A01 5373 p2 (GT)15 30 15851130 15851159 GACAACTTCAGAACGGCGAT CCCTTTCCTCACTCTCCCTC 233
Ad01A5377 Aradu.A01 5377 p3 (AAT)7 21 15881662 15881682 AATTTCTAACAACAACAACAATAACAA TCTTCTTCCCACAACTCTTTGA 278
Ad01A5378 Aradu.A01 5378 p3 (GAA)S 15 15881898 15881912 TCTTTAGATTTTTATTTCTTTGGCA TGCTTTCCCTCAACGGTACT 190
Ad01A5381 Aradu.A01 5381 p3 (TCT)5 15 15901130 15901144 TGCGTTTGGACAGAACACAT ATGAAAACCAAATGGGTGGA 255
Ad01A5382 Aradu.A01 5382 p3 (TTA)6 18 15905956 15905973 GTTTGTCACATCGGACACGA ACTTGAAGTTTCGGATGCGT 224
Ad01A5385 Aradu.A01 5385 p2 (AC)10 20 15917609 15917628 TAAGCCTCTGGGATGAGTGG TGTTCGACAACAACCGTGAT 247
Ad01A5388 Aradu.A01 5388 p2 (GA)6 12 15931453 15931464 GCGTCAACACCAAACTTCAA TAAAGCGCAATCATGCAAAC 198
Ad01A5389 Aradu.A01 5389 p2 (TA)7 14 15935033 15935046 GCAGAGAATTCCCAGTGAGG CTTTTCCGTCCAGTACCCCT 225
Ad01A5391 Aradu.A01 5391 p2 (AT)7 14 15938910 15938923 TCATTTTCCCCAAGTCAAGG CCTTCATTTTCCTTTTATTGCAC 216
Ad01A5392 Aradu.A01 5392 p3 (CAG)5 15 15954572 15954586 TCAGAACCTTGCCAAAAACC AGAGATCCATCAGGAGCCAA 196
Ad01A5394 Aradu.A01 5394 p2 (AT)11 22 15961952 15961973 AACTCGCTTGCGTGAATACC TGCACAACACCAATCAGACA 230
Ad01A5398 Aradu.A01 5398 p2 (AT)7 14 15966241 15966254 TGGCATTCCAATTCAAGGTT GCGGCGGCTAGATTTCTTAT 229
Ad01A5399 Aradu.A01 5399 p2 (GT)6 12 15979366 15979377 TGAATTGGGTTCAGGGACTT GCGTGCAAAGAAAGCTAAGG 277
Ad01A5400 Aradu.A01 5400 p3 (ATT)8 24 15979689 15979712 GGCCCTCTATTCCCAGTTTC AGACAAGGGCGGAATTAGGT 278
Ad01A5403 Aradu.A01 5403 p3 (GAA)5 15 15989528 15989542 GGATTTTGGATGCTAGGAGTTG TGAAGCGCATCATCATTCTT 215
Ad01A5404 Aradu.A01 5404 p3 (GAA)S 15 15989663 15989677 AGACAAGAATGATGATGCGCT CATCGACCTTTTTCGGTGAT 238
Ad01A5406 Aradu.A01 5406 ¢ (T)12gggtattac 73 15996328 15996400 CATAGGAAACTGCATGCGTAA CGATTTAGTATTTGACCATTGAAA 273
Ad01A5407 Aradu.A01 5407 ¢ (TCC)5ttctattg 103 15998689 15998791 CCCCTTTCGTTACTGTCATCA CTTGCGTCTTGAATGAACCA 272
Ad01A5412 Aradu.A01 5412 p2 (TA)7 14 16055094 16055107 TGATGGTGGAAATGTTCGTG CATTGCAAAACCCTCATTCA 250
Ad01A5413 Aradu.A01 5413 p2 (CTe6 12 16064960 16064971 TTGCCTAATAGGAGCAGGGA ATTAGGGTTGGGTTTGGGAG 222
Ad01A5416 Aradu.A01 5416 p2 (TA)7 14 16096126 16096139 TGATGGTGGAAATGATCGTG CCTCATTCAATCATCGACCC 212
Ad01A5418 Aradu.A01 5418 p2 (GA)9 18 16100640 16100657 GTAGAAGCGGCAACAGAACC GCGAATCCTTTTTCCATTCA 185
Ad01A5419 Aradu.A01 5419 p3 (AAT)17 51 16101037 16101087 AATTCACCGATAAAACCGACA AACATTTGGACTGGACTTTTATTT 262
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Ad01A5422 Aradu.A01 5422 p5 (AAATA)5 25 16125695 16125719 GGCAATTTTTGTTGCGAGAT GCTCAAATAGCATAGTCTCCACA 162
Ad01A5423 Aradu.A01 5423 p3 (AAG)5 15 16140132 16140146 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269
Ad01A5425 Aradu.A01 5425 p3 (CTC)5 15 16172929 16172943 CTCCGAGTTTCGTGAAGACC CAAGATTGGACGAGAGGAGG 269
Ad01A5426 Aradu.A01 5426 p3 (ATA)18 54 16190823 16190876 CAATGTCATTCTAATCCGAGC AATTTCTGCCGCTATCTGTCA 279
Ad01A5427 Aradu.A01 5427 p3 (TAA)15 45 16192879 16192923 CATCTTCCGGCATTTCCTTA TTTTTGCATTAGTTACGTTTTAATTCT 201
Ad01A5429 Aradu.A01 5429 p3 (AGA)5 15 16217448 16217462 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104
Ad01A5431 Aradu.A01 5431 p3 (AGA)20 60 16221502 16221561 CTCGGAAGTGGAAGCTTTTG CTTCACCTAGGCCGAACGTA 246
Ad01A5432 Aradu.A01 5432 ¢ (A)12cttgagag 90 16228138 16228227 TGCATAGAGACCGAAAATACTGA GTTTTCTGTTTTCGGGGAGG 264
Ad01A5433 Aradu.A01 5433 p2 (AT)6 12 16228347 16228358 AATAAATCCCTCCCCGAAAA CGCAGTCATCACTAACATGC 270
Ad01A5434 Aradu.A01 5434 p3 (AAT)5 15 16229438 16229452 CGCTCATTTTGTCCTTCCAT TGGCCTTGTGACACTTACCA 254
Ad01A5442 Aradu.A01 5442 ¢ (TA)8aaactttac 86 16245751 16245836 ATGTATGCGCGACTGTTCAT TGGCCTACAGAATTACATCCG 248
Ad01A5444 Aradu.A01 5444 p2 (AG)6 12 16264174 16264185 ATAACGGACGGCGACTAAAA GTGGTGGAACGTGGAAGTCT 247
Ad01A5446 Aradu.A01 5446 ¢ (TGG)5tgctgcet 44 16277924 16277967 TTGGTTGGTGTGATGCAGAT TTACCTCCTCCACCATCACTG 143
Ad01A5448 Aradu.A01 5448 p3 (CTT)5 15 16282180 16282194 TCGAATCGTTACTGCACGTT CCTCCTCATCATCTGCTGCT 235
Ad01A5449 Aradu.A01 5449 ¢ (AT)8tattcacta 94 16317708 16317801 TAATACTTCACCAAATATCTTTCACC ATGCACTTTATGAAAGGGAATTAT 277
Ad01A5451 Aradu.A01 5451 p2 (AT)9 18 16318787 16318804 TTTAACTCCCCAGATTCCCC TATGGCTAATGAGCTCGCCT 212
Ad01A5452 Aradu.A01 5452 p4 (TTAT)S 20 16321536 16321555 TAACATGTGGTGGCAATGCT TGCTTGCTTTTTCTTTTTCTTTC 266
Ad01A5454 Aradu.A01 5454 p3 (CTT)5 15 16323802 16323816 CGCATTTCAATAACGCTTCT TGAGAGAAAACACGCGAAGA 193
Ad01A5455 Aradu.A01 5455 p3 (ATT)8 24 16326574 16326597 TGCTGCCAAGCCTAATTCTT TGGTTATTAAACGGTAACTAATCCATC 235
Ad01A5457 Aradu.A01 5457 p2 (AG)8 16 16328097 16328112 CTGCCGTAAAATCCCAAAAA ACGTTTCGCGCTTTTGTAAC 219
Ad01A5458 Aradu.A01 5458 p2 (TC)7 14 16328350 16328363 AAAGTACTAGCCGCAATCCG TGTTTTCCAGATGCAGTTCG 249
Ad01A5462 Aradu.A01 5462 p3 (TCT)7 21 16342983 16343003 ACGAACCTCCATCTCTCCCT CTAGAGGATTCTCCGGCCTT 169
Ad01A5464 Aradu.A01 5464 p2 (CT)8 16 16365945 16365960 TCATCATTGTTTCTGCATTTCC CATGGCATGCATATACGGAG 226
Ad01A5465 Aradu.A01 5465 ¢ (AC)30agatata 124 16367057 16367180 TTCTCCATCAAGCCTTTTTGA CGCTAGGCATCTGGAGTTTC 250
Ad01A5466 Aradu.A01 5466 ¢ (CT)8aatgccttt 44 16382276 16382319 CGACGGTAATCTTGCCCTAA TATTAAGGGAGCAACGACGC 275
Ad01A5470 Aradu.A01 5470 p3 (GAA)S 15 16417793 16417807 AGCATCTTCGAGTTCGTCGT AGGAGGAAGGAAGTGACGGT 244
Ad01A5472 Aradu.A01 5472 p2 (CTe6 12 16436817 16436828 ATTTTTGCATGCCATTTGGT TGAAGGGTGAAGTAGGTGGG 221
Ad01A5475 Aradu.A01 5475 p2 (AG)6 12 16453454 16453465 TTTGCAGAACTCACACTCGAA CAAAGTCATTAGTGGCCTCAGA 246
Ad01A5476 Aradu.A01 5476 p2 (AG)6 12 16457847 16457858 TTTGCAGAACTCACACTCGAA CAAAGTCATTAGTGGCCTCAGA 245
Ad01A5483 Aradu.A01 5483 p6 (TAGTTA)7 42 16468014 16468055 GGCCTTGCAAACTGGAATAA TGGAAAAGAATTTCCTAATCAAA 278
Ad01A5485 Aradu.A01 5485 p2 (TA)11 22 16478583 16478604 CTACGGCTACGCTTTTCAGG TGCTTGTGAATCTTTAGAATGTATTT 242
Ad01A5486 Aradu.A01 5486 p2 (GC)6 12 16484134 16484145 GCAAAGATTGGATCAAGGGA TTAAAGTGGGCCACGGATAG 276
Ad01A5488 Aradu.A01 5488 p2 (TA)8 16 16493271 16493286 TGTTAGGTTAGGCTGGTGGC CCATATAGCGAGCACTGCAA 166
Ad01A5496 Aradu.A01 5496 p5 (TTGTT)5 25 16514299 16514323 AATGTTGGAACCTGGATGGA CGCAATGAGAACAGCAAAAA 206
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Ad01A5497 Aradu.A01 5497 p2 (TA)7 14 16515526 16515539 CCTTTGGTTGCAGCTCTTTC AGCTGCCTAAACTGCAGGAC 184
Ad01A5498 Aradu.A01 5498 p4 (TTAT)S 20 16515828 16515847 TGATGAAACTGACGGAAGCA CAACTGCGGGATTATCCAAT 206
Ad01A5499 Aradu.A01 5499 p3 (GGT)5 15 16518965 16518979 CCTTATCCTGCTTACCGGTGT GCAAGTGGTGCAGCATAAAA 150
Ad01A5501 Aradu.A01 5501 p2 (CT6 12 16530525 16530536 CATCCTTGACCCTTCACGAT ATTAGGGTTGGGTTTGGGAG 198
Ad01A5503 Aradu.A01 5503 ¢ (T)11acttttatttc 34 16560924 16560957 GGGCATTTTGTCCCCTTTAT GACTTTGGGACATTGGTTGG 242
Ad01A5505 Aradu.A01 5505 ¢ (A)13gagttttttt 116 16568555 16568670 CCTTCGACCAATACACCCAT TCATCACCCAACAATATCAAACA 271
Ad01A5508 Aradu.A01 5508 p3 (TTG)S 15 16580439 16580453 TGGTGTCCGATACATTAGCAG AAACCATCAAACAACAACAACAA 213
Ad01A5509 Aradu.A01 5509 p2 (TA)6 12 16586281 16586292 CTTTGTTTGAACAATGTGCG CAACCCCCTTTGAAAATTCC 272
Ad01A5513 Aradu.A01 5513 p3 (ATA)16 48 16612270 16612317 ACCAACCAGCCAACAAAGAC TTGAATTTGGGGCAGAAAAA 273
Ad01A5517 Aradu.A01 5517 p2 (TA)6 12 16627262 16627273 CAACCAAGTAAAACAGCCAAA TCATCTGACAATCACGACCC 221
Ad01A5521 Aradu.A01 5521 p4 (TATT)5 20 16636054 16636073 TTCGAAATTCTCTCCCTCTCA TTCTTGTCCTTGCTCCTGCT 239
Ad01A5522 Aradu.A01 5522 p3 (TCT)8 24 16639217 16639240 GGATCCCCACCTACCTCAAT CTAGAATGTTGCTCGCCCTC 185
Ad01A5523 Aradu.A01 5523 ¢ (A)10ttgattcttg 62 16640050 16640111 GCTTGAACAGCGGCATATTT GGGCCCTCCTATTCATTGAT 280
Ad01A5527 Aradu.A01 5527 ¢ (TAA)1ltgaaa 141 16661517 16661657 TTTTATTATTCTGATTCTTCTAGCACC TCCGTTATGCTCACATCATAATA 261
Ad01A5530 Aradu.A01 5530 p2 (GA)7 14 16669381 16669394 GAAGGAGGTGAGTCTGTGCC GCTGACTTCTCTTCCCTCCA 263
Ad01A5532 Aradu.A01 5532 p2 (AG)6 12 16673139 16673150 ATGCATGGGAGTGTGAGTGA TATAAGATGCCTGCGTCCCT 237
Ad01A5536 Aradu.A01 5536 p2 (AT)8 16 16683185 16683200 TGGGTCCCTGTCACTAAAGG GGCTAAATCCGTCCCTATCC 139
Ad01A5538 Aradu.A01 5538 ¢ (T)10cqgttttttac 30 16701681 16701710 GCACACTCTTTTTGCCTTGG TTGTTGTTCATGAATGTTGGC 197
Ad01A5542 Aradu.A01 5542 ¢ (TC)16(TG)10 108 16725256 16725363 TTTTGTTCATAACCCGAGCA ACAGCTTTTGCAGCTGGTTT 189
Ad01A5543 Aradu.A01 5543 p3 (CTT)7 21 16726056 16726076 TGCCCAGTGATGAATGCTTA GCAACAACACCAACAACTGC 156
Ad01A5544 Aradu.A01 5544 ¢ (TC)7aaatgcat:i 84 16726443 16726526 GTTCATGATGATGCCCAATG GTGACGTTCATCAAAACCCC 226
Ad01A5547 Aradu.A01 5547 p2 (TA)10 20 16728278 16728297 ACTGGAGCCTGCATCACTCT TTCATAGCCTTCAAGCACCA 146
Ad01A5549 Aradu.A01 5549 p2 (AT)9 18 16736671 16736688 ACGCACTTCAATTCTTTCGG TGCATCCAGACGAAAAGAGA 160
Ad01A5556 Aradu.A01 5556 p3 (TGA)5 15 16787771 16787785 TGGAAGAGTGACAGGGATGA GCAATGGGTAGTACCAAATATGAA 199
Ad01A5557 Aradu.A01 5557 p4 (TGTA)9 36 16789160 16789195 TGAATGCATCCCTTCATTGT TTGGTTGCTGCTGTTGTTTC 226
Ad01A5558 Aradu.A01 5558 p2 (TA)7 14 16792393 16792406 TGGGGTATTTTTGTCCCCTT CTTGGGACATTGGTTGAGGT 218
Ad01A5560 Aradu.A01 5560 p2 (TC)6 12 16836817 16836828 CCCAATGATGCACAATTCAA CCCACCGGTTTCATTCATAG 271
Ad01A5561 Aradu.A01 5561 ¢ (TCT)5ccttctat 95 16838085 16838179 TTTGATGTGCCCAGTGATGT ATCCATCAAGGTGGGTGAAC 275
Ad01A5565 Aradu.A01 5565 p2 (AT)8 16 16847635 16847650 CGAGATATGGCAAGTCAGGC CATCAAACGAAGGGCATCTT 152
Ad01A5568 Aradu.A01 5568 p2 (GT)6 12 16899027 16899038 ATTGGTCACCCCAATTTCTG TGCTTTTGGAACCGTCTTTT 141
Ad01A5569 Aradu.A01 5569 ¢ (GT)10(GA)1C 40 16900310 16900349 CCTTCCTTGCCTAGAATCCA TGTCGCATGCTATGTTGTTG 280
Ad01A5572 Aradu.A01 5572 ¢ (T)10caaacaaa 77 16909536 16909612 AGACGGAGAAAGGAGGAAGG CATTAGTCTCCACTCTCCAATCA 227
Ad01A5573 Aradu.A01 5573 p3 (TTC)5 15 16911449 16911463 GCTACTGTCGCATCTCCTCC CGAATTTTACAGGCATCATCAA 151
Ad01A5574 Aradu.A01 5574 p2 (TG)6 12 16914494 16914505 TAATGGCTCATCCCAAAACC CCGAGTTGGATCTTTTCTGC 226
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Ad01A5575 Aradu.A01 5575 p2 (AT)7 14 16916097 16916110 TTTTCCTTTGTATTTCTTTTTGGTT CACCGACTAATTTTTGGTATGC 277
Ad01A5576 Aradu.A01 5576 p3 (AAT)11 33 16917157 16917189 AGCGACCGCTTGGATAACTA TTCTCATGCAATACATCACTTCTG 265
Ad01A5580 Aradu.A01 5580 p2 (AT)7 14 16940213 16940226 CGTGAAAGCATCTCAAGCAC TCCGGTTTACGTTTATCGCT 226
Ad01A5581 Aradu.A01 5581 p3 (AAC)5 15 16950393 16950407 AGGAGGCAGAGACAATGGTG TTGAGGGGATTGTGATTGGT 172
Ad01A5582 Aradu.A01 5582 p3 (TAT)8 24 16968638 16968661 GATCTTGCCTATGTCACGGG ATGCCATGCAATGAACTTGA 190
Ad01A5583 Aradu.A01 5583 p2 (GA)7 14 16970321 16970334 AACGAACATGATGGCAGACA CATCCTCCTAGCTCCTTCCC 169
Ad01A5586 Aradu.A01 5586 ¢ (A)l4ccatatgts 116 16976069 16976184 ATGGGAGTAATTTATCCTTTCTTTT TGGTCCATTTATACAAATCCATAAG 276
Ad01A5588 Aradu.A01 5588 p2 (CT6 12 16997353 16997364 ACCATCTTCTTCTCCCCCAT AAGAAGCTGGCAGTGGTGAT 245
Ad01A5597 Aradu.A01 5597 p2 (TA)7 14 17069415 17069428 CCGCCAAGAAAGAAGAACTG TCAAGGCATACCAAAAAGGC 139
Ad01A5598 Aradu.A01 5598 p3 (AAG)5 15 17070364 17070378 GAGTAGCAACCCCAGATGGA ACATAGCCTTGGATTGCCAC 210
Ad01A5599 Aradu.A01 5599 p2 (AT)7 14 17070864 17070877 AAGTTTTCAGGCGCGTTTTA ACAGCAAAGCGAAAGCAAAT 250
Ad01A5603 Aradu.A01 5603 p3 (ATA)15 45 17073075 17073119 GGTTTGGCCAGTTCACAGAT TGTCTTTGGTTGGATGATGC 221
Ad01A5608 Aradu.A01 5608 p2 (GA)6 12 17094787 17094798 GGGATGGAGGTGATTAGCAA CAGGCAGCAGTCTGGTGTTA 240
Ad01A5614 Aradu.A01 5614 p2 (TG)11 22 17126158 17126179 CGCTCTCTGCTCTCTCGAAT CGCCACTCACCTACTCCTTC 128
Ad01A5620 Aradu.A01 5620 p2 (GA)14 28 17167257 17167284 CCTGTCTTCGATTCGACCAT CCTACGATTATGCCTCCCTG 263
Ad01A5621 Aradu.A01 5621 p2 (GA)20 40 17169018 17169057 GGTGATACTTCAAGGGGAAGG GCCTAGGCCTTTTCAAATCTT 277
Ad01A5623 Aradu.A01 5623 p2 (TA)7 14 17207763 17207776 TTCATGACGAAAGTGCCAAG CTATCTGAAATGGGGCAAGC 264
Ad01A5626 Aradu.A01 5626 p4 (GAGG)5 20 17214464 17214483 AAGGAGAAAATGGGAGGACG AAGATGGTCGTGGCTTCATC 228
Ad01A5627 Aradu.A01 5627 p2 (CT)6 12 17217456 17217467 TCAACCAAAGCCAAGAATGT TGCATAGACTCAGGAGAGCAGA 268
Ad01A5628 Aradu.A01 5628 p3 (ACA)6 18 17221444 17221461 CGGCTCATTTAGCTTGTGCT TGGCATCGTTTGATTCATGT 244
Ad01A5633 Aradu.A01 5633 ¢ (TTG)5ttatttac 161 17246993 17247153 TTTGAATCTTGATGCCATGC CAGTTACAACAGCTGGGGCT 269
Ad01A5638 Aradu.A01 5638 p3 (GAT)10 30 17278147 17278176 GCCCCACAGCATTAACATTC ACAGGGAAAAGAAGCAGCAA 199
Ad01A5639 Aradu.A01 5639 p3 (CTG)5 15 17278885 17278899 TGCTGCTTGATGAGTTCTGG CAATTTCAATTCACATGGCG 275
Ad01A5640 Aradu.A01 5640 p2 (TA)10 20 17279956 17279975 GACTGGACAAATCAGTTTAACAAAAA GGGATGTATCTATAAAGTGGCAGAA 247
Ad01A5642 Aradu.A01 5642 p2 (CT)16 32 17283680 17283711 AACCAGTTTGATCCGACCAG GCAACGAGACAGATGAACGA 272
Ad01A5643 Aradu.A01 5643 p2 (CT)6 12 17285578 17285589 CGGATCCCCTTTCTCCTAAG CAAATTCACAACTTCACCAGG 144
Ad01A5646 Aradu.A01 5646 p2 (TA)6 12 17290590 17290601 CACCAATCGTAATACATGCCA TGGTCTCCAGATTTGCTGC 129
Ad01A5650 Aradu.A01 5650 p2 (TA)8 16 17300186 17300201 CCGAAAATTTTAATATGGAGGG TGTGATAATTTTTAACTAAACACGCT 252
Ad01A5653 Aradu.A01 5653 p3 (TAT)8 24 17312832 17312855 AAGTGGAAAGTGGGAACGAA TCATGGGTGAATCCAAACCT 225
Ad01A5658 Aradu.A01 5658 p2 (AC)74 148 17366815 17366962 AAAACCATATAACCCACAAAGAAAA GAGGGATAGAATTTATGATATGCAA 276
Ad01A5660 Aradu.A01 5660 p3 (AAT)20 60 17370573 17370632 TTTGGAAAAATGTACACACAAACA TGAGGAAATGGACAAAGAAGC 279
Ad01A5664 Aradu.A01 5664 p2 (TC)6 12 17431797 17431808 TGGCAACATAAAGGAATCAACA GGAGCTAGAAAGGGGGATTG 229
Ad01A5665 Aradu.A01 5665 p2 (AT)11 22 17434698 17434719 CTACGACGTAAGGGTGACCG TCCCTTCTCAATCTCAGCGT 266
Ad01A5666 Aradu.A01 5666 p3 (ATC)5 15 17439272 17439286 CTTCGAATCTTCTATCGGCG CATTGATGCCTTTGCCTTTT 157
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Ad01A5667 Aradu.A01 5667 ¢ (CAC)8(CTC) 39 17442748 17442786 CGTTTTTCTCCGTGTCTCTTC TGAATTGAACCACACCTAGCC 266
Ad01A5670 Aradu.A01 5670 p3 (AAT)13 39 17445250 17445288 TCTTCTTCTTCCTCGCTGGA TCCGTCTCCTCCTTCGTAGA 211
Ad01A5673 Aradu.A01 5673 p2 (GC)6 12 17460247 17460258 GGGTAGTGGAGGTGGTGAGA TAACCCTGCAGCCAACTTCT 241
Ad01A5674 Aradu.A01 5674 p2 (GC)6 12 17460486 17460497 GTTATGCCCCAGGAATGAGA GTCCATATGCTTGCAACACG 133
Ad01A5675 Aradu.A01 5675 p2 (GC)6 12 17460635 17460646 CGTGTTGCAAGCATATGGAC TACGCACGCTCTCACAAATC 191
Ad01A5676 Aradu.A01 5676 p3 (TCT)5 15 17488597 17488611 TTCCTTCCATTTTTGCAAGC CTAGAGGTTTCTCCGGCCTT 278
Ad01A5678 Aradu.A01 5678 p3 (AAC)5 15 17494470 17494484 TGGAAATTGAAATGGAGCACT TGTTCCGTACTTGCTGCTTG 264
Ad01A5679 Aradu.A01 5679 p2 (TA)14 28 17495270 17495297 GATTTGGAATCGACGCCTAC GTGCTAGGTGGGAGACAACC 219
Ad01A5680 Aradu.A01 5680 ¢ (A)11gcagtgaa 32 17522585 17522616 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 197
Ad01A5685 Aradu.A01 5685 ¢ (CT)11tt(ACC 39 17554370 17554408 GCCTCCACCTCTTTCTCCAT GGTAGTGGGTGGTATGGTGG 110
Ad01A5686 Aradu.A01 5686 p2 (GA)10 20 17555535 17555554 TGAGGATCTTGGATCTTGGC CACCAGACCACCAGTAACCC 197
Ad01A5688 Aradu.A01 5688 p2 (AT)11 22 17562818 17562839 GGTACCAAATTAAACATAATTCAAACA TCGCAATTAAATGGAGACAGAA 266
Ad01A5689 Aradu.A01 5689 ¢ (T)11agaattttgi 32 17564951 17564982 GCATGGCCCTGTGTTACTTT CAGGGTTCGATTTGCATTTT 147
Ad01A5695 Aradu.A01 5695 p2 (AG)11 22 17587352 17587373 CCAAACATAGTGCAAAGCGA TTTGGCTTGATTGGGAAGTC 238
Ad01A5696 Aradu.A01 5696 p3 (CTT)5 15 17588533 17588547 GTGCCCCGTGTCTACTTTGT AACGCGAAGAAGAAAACGAA 246
Ad01A5697 Aradu.A01 5697 p3 (GAA)5 15 17590230 17590244 AACGCGAAAGAGGAGAACAA CGGGAAAAGCTCTGCATCTA 223
Ad01A5699 Aradu.A01 5699 p2 (CT)6 12 17596124 17596135 AAATCAAAGGGGCAAGTGTG GAGTGGGGGATTCAAGGATT 271
Ad01A5701 Aradu.A01 5701 p2 (AT)11 22 17624867 17624888 TGGTCTTATCTTCGCAGGTT TCGCCACATGTAACACCCTA 280
Ad01A5702 Aradu.A01 5702 p2 (TA)6 12 17625586 17625597 CATGGAACTAATCGGACCGT GAGGAGAGTTCTTGAGGGGG 211
Ad01A5703 Aradu.A01 5703 ¢ (A)13ctaattatcr 114 17634564 17634677 TTTGTGTGTGTATTTTTCTCCTGA CCTTGTAAATGTTTCTTTCCCC 254
Ad01A5705 Aradu.A01 5705 ¢ (AT)7aaatgact 51 17645773 17645823 TGATGGACTTTTAACCCGTTTT TTATGGCAGGGGCTAAATTG 113
Ad01A5710 Aradu.A01 5710 p3 (ATA)S 15 17652082 17652096 AAAGACCCAATTGAAAAGAAAAA TACGCAAAAGTGATTGCCAG 166
Ad01A5711 Aradu.A01 5711 p2 (TA)6 12 17652867 17652878 CTTGTCGAGGTTGTTGCTCA GGATGTCGCATTTGTGTCAG 272
Ad01A5716 Aradu.A01 5716 p5 (TTATC)5 25 17706447 17706471 TGATGGTGCTGATCCTGTGT AACACGACCCAAATCCAGAG 280
Ad01A5718 Aradu.A01 5718 p3 (TTC)6 18 17717917 17717934 TGAGTTGACTCTCAGATTTAGGC AAGTTGGCCCCGACTACTCT 227
Ad01A5719 Aradu.A01 5719 p3 (ATA)S 15 17731497 17731511 GAGTTAAGACCTTTTGAGTAGCTTTTT AGCTTTAAGTATGCGTTAAATCAAT 254
Ad01A5720 Aradu.A01 5720 p3 (TTA)7 21 17733409 17733429 CATGGGTACAAATGTCAGCG GTAAGTGGAAAAACCGCACC 255
Ad01A5721 Aradu.A01 5721 p6 (AAAAAG)5 30 17754730 17754759 GGCAACCCGATAAATTCGTA ATTCCTGCGCAACTCTCTGT 241
Ad01A5722 Aradu.A01 5722 p2 (TC)6 12 17755292 17755303 ATTATGAAGAATGCGCGACC AGATGATTCGCCTCCCTTTT 244
Ad01A5723 Aradu.A01 5723 p2 (GA)18 36 17762173 17762208 TTGAACACAGAGAGAGAAGAGAAGA CACCTTCCTCTTTTTCAAAATTC 241
Ad01A5725 Aradu.A01 5725 p3 (TTA)S 15 17800119 17800133 TGATAGGAGCAAGGATTGCC GGAAGCATCAAAAGAAGAAACC 238
Ad01A5726 Aradu.A01 5726 p2 (AT)7 14 17812251 17812264 ACAAAGAGTCCTGGTGGTGG TCTTTCACAGCTCTTTGCGA 246
Ad01A5727 Aradu.A01 5727 ¢ (A)10caactaag 49 17819912 17819960 TCAAGATAAGAAAAGATAGCAAAGATT TTTAAATTTGGTGTCCCCCTC 262
Ad01A5729 Aradu.A01 5729 p3 (TGT)5 15 17841298 17841312 TTTTGGATATATTTGGTTGTGGA GATGCAAAGGTTTGCTGTCA 231
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Ad01A5730 Aradu.A01 5730 ¢ (A)13ttggcaatt 81 17843931 17844011 TTGGTGTTTCTTCTTGATGAGC TGCAGTTGTAGAAATGTTGTATGC 249
Ad01A5732 Aradu.A01 5732 p2 (AT)10 20 17845653 17845672 CACAAAATATTGCATCAAAATATGAC AATTCATCTCGCATGATTTTATTT 173
Ad01A5734 Aradu.A01 5734 p4 (ATTT)S5 20 17848753 17848772 GGCAACCTTTTTCGACTGAG TGTTGATAAGCTGGATTTTAGCTG 276
Ad01A5735 Aradu.A01 5735 p3 (CTT)5 15 17849342 17849356 AGGCTCCATTTCTCCCTCTC CCACCGAATGAAGAGCTGAT 171
Ad01A5736 Aradu.A01 5736 c* (GAA)5(AAG, 30 17861223 17861252 GATCACCTTTTTCTTGGGCA GATTGCATTGTAAGGGCGTT 270
Ad01A5741 Aradu.A01 5741 ¢ (ATT)l6ttctga 101 17911950 17912050 ATGCCCTGAATCCCAAGTTA GGGTACAAGTCAAGAAAAGCCA 280
Ad01A5744 Aradu.A01 5744 p3 (AAT)24 72 17926930 17927001 TCTTAGAAGAGGATTGGCGG GTGATGCAGCAAGTGAGGAG 242
Ad01A5745 Aradu.A01 5745 p3 (AGA)5 15 17935269 17935283 AGAAGGTTTGCTCGTCCTCA AAAACCCCACCTACCTCACC 245
Ad01A5746 Aradu.A01 5746 p2 (AG)6 12 17935569 17935580 ATAGGTGAGGGGTTTTTGGG GCCAGAAATGGCAGAAAGAG 176
Ad01A5750 Aradu.A01 5750 p3 (CTT)9 27 17972204 17972230 TCAGTTCCTGCTGTGATTCG ATTCTTCCTTGCCACCACAC 225
Ad01A5751 Aradu.A01 5751 p2 (CT)6 12 17979730 17979741 TTCCAAAATCGAAGGTATCCA GGAATCAGGGGGACACTTCT 241
Ad01A5753 Aradu.A01 5753 p2 (GA)6 12 17984725 17984736 AGTTGGGCCAGCTTTACTCA TGAGTGTCATGCAGCACAAA 245
Ad01A5754 Aradu.A01 5754 ¢ (T)14gattttgaai 56 18001803 18001858 AACAATGCATGCAAGACACC TTCTTTGAAAGCTTGGCTGG 266
Ad01A5755 Aradu.A01 5755 p3 (GAA)5 15 18006548 18006562 CGCAAGGTCATAGCACAGAA TTCTTTGGTGGAGAAGGTGG 128
Ad01A5756 Aradu.A01 5756 p2 (GA)6 12 18009058 18009069 TCCAATGCATGATTCGAAAA CTCTTGCTTGAGTGTCGTGC 207
Ad01A5763 Aradu.A01 5763 p2 (GA)6 12 18021201 18021212 GAGCCGTCACCGTCACTATT GGACAGAACTCCCCTTCCTC 117
Ad01A5767 Aradu.A01 5767 ¢ (GA)23ggaactt 108 18038736 18038843 ACCGGTAAAGACATTGCAGC TTTTCTTTTTCTCCGCCTGA 246
Ad01A5772 Aradu.A01 5772 p3 (AGA)5 15 18044138 18044152 CCTGCATCCTGAATATGCGT TGGAACATCCCCAAGGTCTA 280
Ad01A5773 Aradu.A01 5773 p2 (CT)18 36 18048818 18048853 CATCTCCCTCTCATTTCGGA AGAGGGCAACCTACCCAGAT 250
Ad01A5774 Aradu.A01 5774 p3 (CAC)7 21 18054097 18054117 CCCATTTTCCCTCTTCACAA CCTCTCAACGATGCCATTTT 198
Ad01A5779 Aradu.A01 5779 ¢ (TCA)5(TCT)" 36 18071713 18071748 CAATTAGCCAAGGGTGGAGA CTGAAAGGCGGTGGTGTAGT 134
Ad01A5780 Aradu.A01 5780 p2 (AC)6 12 18076646 18076657 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 131
Ad01A5781 Aradu.A01 5781 p3 (TCT)6 18 18084737 18084754 TCCATCATCTCTTTCCCACC TCTCTCCATCTCCCGTGACT 267
Ad01A5785 Aradu.A01 5785 p3 (AGA)19 57 18106102 18106158 AGAAGGAGGAAGAGGAACGC AGCTTGAGAGTACATCACGGG 165
Ad01A5794 Aradu.A01 5794 p2 (AT)6 12 18141351 18141362 TCTTCTTTTCCAAAACCTTCCA ACGGAGGTTGAGACAGGAGA 212
Ad01A5796 Aradu.A01 5796 p3 (ATG)5 15 18161337 18161351 CCCATGCATCGATACCATTT CGACGACGATGCATCAAG 274
Ad01A5797 Aradu.A01 5797 p2 (TA)7 14 18164151 18164164 GTGGTGGTGAGGTGATGATG CCACAGATTCGCACCTCATA 202
Ad01A5799 Aradu.A01 5799 p2 (AC)6 12 18176020 18176031 TGGAGTGCAAGTGCATATGAG AAAGAGAAAACTCGACCCAAAA 276
Ad01A5800 Aradu.A01 5800 ¢ (TC)8ccctetet( 38 18178088 18178125 GAAATTTTGGTGTGCTCCGT ACTGTTGCCGTCTGAGGAGT 271
Ad01A5801 Aradu.A01 5801 p3 (AAT)7 21 18181980 18182000 GGTGCTCTAGAAATGGACGG GGTAACATTTTGCGCCACTT 194
Ad01A5802 Aradu.A01 5802 p2 (GA)9 18 18184742 18184759 CGAAAAAGTGGCAAGAGAGC CAATGGGTTACCGCCATATT 254
Ad01A5803 Aradu.A01 5803 p2 (AG)6 12 18191543 18191554 TTCTTTTGGTGTTTTAAATCTCTGG AGCTCCCAAGCAAAACTGAA 228
Ad01A5804 Aradu.A01 5804 p3 (TAT)10 30 18195561 18195590 CATGCACAGTCATATTAAATTCTTGA TGTTAAGTTTTATTTTTATGCATCTGA 236
Ad01A5805 Aradu.A01 5805 p2 (AG)6 12 18196811 18196822 TGATCAGAGTCTCGTACTGATAACG TCATTATATGGGCAGCTGATTTT 209
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Ad01A5807 Aradu.A01 5807 p3 (ATA)6 18 18205150 18205167 TTAAAGATTCAGAAATTATTCACTGG TCAGTATATTTAGTCACGTTATGTTCC 237
Ad01A5808 Aradu.A01 5808 p2 (AT)13 26 18213133 18213158 TTTTGACCAAGTCAACCCAA CCTTGGTGTTTTTCCTCCAA 185
Ad01A5810 Aradu.A01 5810 p3 (AAT)5 15 18223309 18223323 GCAGGAACAAGGATAAAGGC AAACTTGGACGTTGGTTTCG 206
Ad01A5818 Aradu.A01 5818 p3 (GAT)5 15 18255885 18255899 TGCAACAATGGTGTGCTGTA GCGAGGAGAAGCACCACTAC 276
Ad01A5819 Aradu.A01 5819 p3 (TTG)6 18 18256433 18256450 GGTGTGTCGTCTCACATTGG TCCTTCACCAACCTACAGCC 198
Ad01A5822 Aradu.A01 5822 p4 (AAAG)5 20 18264460 18264479 TTTACTGGGTTGGGCCATTA CACAACCGAACCAAATTCCT 209
Ad01A5825 Aradu.A01 5825 p2 (CT)6 12 18290228 18290239 GGAACATTGAACCTGGAATGA TTTGACCCAGTTCTCGATCC 211
Ad01A5827 Aradu.A01 5827 p2 (TA)8 16 18294029 18294044 TCAGTGACCTGTTGCTAAATGC GGACAGCTGATTTCGTGGTT 158
Ad01A5828 Aradu.A01 5828 p2 (AT)6 12 18297612 18297623 CCTCATAGTCCAAGAGCCTCA TTGCTGAAACTTCATTGGGT 276
Ad01A5832 Aradu.A01 5832 ¢ (TCT)6et(TC). 66 18312143 18312208 GGAGAGAGGCAGAGAGCAGA CGACTGGCAAAGACGTTACA 196
Ad01A5835 Aradu.A01 5835 p2 (TA)7 14 18346981 18346994 ATTTGTTGACCCTCTGTCGC AGTTCCTCTGTACGCGCATC 274
Ad01A5836 Aradu.A01 5836 ¢ (GC)7(GT)9 32 18347842 18347873 CTATGTGTGTGTGCGTGTGC AAAAGGAAAAGCGCCACTCT 222
Ad01A5841 Aradu.A01 5841 p2 (AT)7 14 18359004 18359017 TCAGAGAATTATGTGAGATCAGGA TTGCCAAAAGGACCCACTTA 269
Ad01A5852 Aradu.A01 5852 p3 (TCm)10 30 18388808 18388837 CGCAAACACCATAGCTTCAA GGCCCGATTAACCAATTTTT 238
Ad01A5853 Aradu.A01 5853 p3 (TTC)5 15 18397448 18397462 ATTGGGCATCAATTCGAAAG CTGAGAAAGAACAGGGCAGG 236
Ad01A5857 Aradu.A01 5857 p3 (TCT)7 21 18461787 18461807 CCCATAAACCCTACCCACCT TTTAGAATGTTGCTCGCCCT 245
Ad01A5860 Aradu.A01 5860 p2 (GT)7 14 18468711 18468724 GGGGACAAAATTACCCCAAT TAGGTTGTAATGGGGCCAAG 257
Ad01A5861 Aradu.A01 5861 p3 (ACA)9 27 18474900 18474926 AGAATAATAGCGCGTTTGGC ACATGACAGAGCACAATGGC 214
Ad01A5862 Aradu.A01 5862 ¢ (TC)16tt(TC)7 48 18489582 18489629 TTCACGTTCTGTTCATCCCA TTTCTGCTCAGTGTTGTCGC 199
Ad01A5863 Aradu.A01 5863 p2 (TC)8 16 18489893 18489908 GAGCTCGACAGTAACCAGGC ACTACAGTCCCGTCTCACCG 168
Ad01A5864 Aradu.A01 5864 p2 (TC)25 50 18492618 18492667 TCTCCTCCTTCTCCGTCTCA AAGGAAGGATGCACGAACAG 215
Ad01A5865 Aradu.A01 5865 p2 (TC)6 12 18492929 18492940 TCGTGCATCCTTCCTTTTTC GGAGCCGTCATAAACGTCAT 243
Ad01A5866 Aradu.A01 5866 p2 (TA)6 12 18493150 18493161 ATGACGTTTATGACGGCTCC CCTCCTTGGAGAAGAGCTGA 271
Ad01A5870 Aradu.A01 5870 p3 (TAC)6 18 18520922 18520939 CAAAAAGTTTTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 268
Ad01A5879 Aradu.A01 5879 p3 (TAT)S 15 18568366 18568380 CAGATAACGGAGGGCCATT CCTCAAATCTTCTCTTTTGGTTTC 177
Ad01A5882 Aradu.A01 5882 p4 (AAAT)7 28 18583267 18583294 CGAAGTGACTTGCGTCAAAA CAGAGTGCAAGTGCATGTGA 227
Ad01A5883 Aradu.A01 5883 p4 (AAAT)5 20 18611977 18611996 AAAAGTGAACTCGACCCAGAAA AACGGAAGAAGATGGAGTGC 279
Ad01A5886 Aradu.A01 5886 p2 (AT)6 12 18620755 18620766 CCAAATCTGGGCTTAGCCTT TGCTTTCACGAATTGACCCT 273
Ad01A5888 Aradu.A01 5888 p3 (ACA)7 21 18624033 18624053 CATCTCCATATTTAAAGTTGATTTGA ACATGACAGAGCACAATGGC 231
Ad01A5891 Aradu.A01 5891 p3 (ATT)12 36 18636887 18636922 AGCAACTGTAGAAGCAGGGC AGAGGAGTGGGAGGAAGCTC 241
Ad01A5894 Aradu.A01 5894 p2 (TC)7 14 18642232 18642245 TTGACAGCCACAGAAGCAAC GGGTGCTGATTCAAAAGCTC 126
Ad01A5896 Aradu.A01 5896 p2 (GA)19 38 18675744 18675781 CGGTGACAGACTCAGACGAA TGCCCAATCCCTTTTCTCTA 177
Ad01A5899 Aradu.A01 5899 p3 (TCT)5 15 18689464 18689478 ATTTCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 207
Ad01A5902 Aradu.A01 5902 p2 (AG)6 12 18725026 18725037 CCTAACACTCACTCCACCGC GGATGGTGGCAATAGCGTAG 157
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Ad01A5905 Aradu.A01 5905 p2 (CT)7 14 18741510 18741523 AACCAAATTGGCAACATCAA GGAAACATGCAGAGACTCGAT 252
Ad01A5908 Aradu.A01 5908 p2 (AT)6 12 18744242 18744253 TCAACAATTTCGTGAGTCTTTTT CGTGAAGCGGACATCAGTAA 249
Ad01A5910 Aradu.A01 5910 p2 (AT)6 12 18755450 18755461 GAGCTTGGAAAATCGGCTAA AACATGGTCCAACCCACAAT 256
Ad01A5912 Aradu.A01 5912 p3 (TTA)S 15 18759649 18759663 GGAGTCGACAATCATTAAACTGG CCAATCATCATGTTTAAGAAATCC 275
Ad01A5916 Aradu.A01 5916 ¢ (A)10gaagaaas 57 18789353 18789409 GCCAATTTCTTCGTCATCGT TTCCTGATAAATTTTGCATATCTCA 262
Ad01A5917 Aradu.A01 5917 p3 (ATG)5 15 18790188 18790202 AAGGTGCACTCGGTCTATTTT TGACCACATCACCACTTCCA 275
Ad01A5919 Aradu.A01 5919 ¢ (T)10gtcaagtyc 70 18794388 18794457 ATGCTGGAAGACGAAATGCT GTTGAGGCTGGTTGTTGGTT 229
Ad01A5923 Aradu.A01 5923 p3 (ACC)5 15 18799490 18799504 CGTCTCCAACGTTTTATTTGG TGTTTCTGCTTTGCTTCTGC 275
Ad01A5924 Aradu.A01 5924 ¢ (A)l1ltttaaattct 113 18808256 18808368 CCTGTCAAATCACTTGCCAAA TCATGGAGGTGCATGTTGTT 256
Ad01A5926 Aradu.A01 5926 p2 (AC)8 16 18812048 18812063 TTAGGTGTAGCTTTAATAGTGGTTTTT AGAAAAGATCGGGCATGCTT 162
Ad01A5929 Aradu.A01 5929 p6 (ACTCTC)5 30 18816075 18816104 GTGGTGCTACCGTGTGTCTG AGAATGGTAGGGTGACGGTG 257
Ad01A5930 Aradu.A01 5930 p3 (AAT)13 39 18819886 18819924 CCACACAATGCGTGTTTTCT GTTGTGAGTGTTGCAGTGGG 186
Ad01A5933 Aradu.A01 5933 p3 (AAC)5 15 18852944 18852958 GAACTTGTTTGGAAACTCTTGGA TCCATATAGCCGACCTCACC 227
Ad01A5934 Aradu.A01 5934 p3 (TTA)6 18 18861671 18861688 TTCCTGAGCGTTGCTCTTTT TCCTCAGGTAGAACGAACTGC 218
Ad01A5935 Aradu.A01 5935 p3 (TTA)7 21 18868775 18868795 TCCGTTTTTCAAGGCTCCTA AGCTTGATTCCCTGCATCAC 198
Ad01A5937 Aradu.A01 5937 ¢ (AG)20acagac 76 18887367 18887442 AGGCAGCATTGCTTACTGGT CCTTCTTGAACTGCTCCTGC 279
Ad01A5943 Aradu.A01 5943 p3 (ATT)6 18 18937262 18937279 GCCTAAATTATCAACACCGCA GAACAATTACATGGAGGCCAA 240
Ad01A5949 Aradu.A01 5949 p3 (TAT)11 33 18958883 18958915 GGTAAGATTTTACAAAACCAAGCCT CATTTAAATTTAGCCCTCACTAGC 194
Ad01A5951 Aradu.A01 5951 p2 (TA)6 12 18965646 18965657 TCAACCAAAGTCTCACAATCTCA TGGCAAATTTCTTAAAATACCAAA 264
Ad01A5953 Aradu.A01 5953 p4 (AAAT)6 24 18966129 18966152 CGCATAGGGCTTATTTAAGTTTG GGCTAAAGCCTCAAAAGATACA 238
Ad01A5955 Aradu.A01 5955 ¢ (A)10gaagacc 83 18982788 18982870 TCACCAAAGAAGGACCGAAG AGGTTGCTCGCTTTGTCTGT 204
Ad01A5956 Aradu.A01 5956 p3 (TTC)5 15 18985970 18985984 CCATTTTCAACAATTGCCCT TTGGATCAGCGAATGTTTCA 246
Ad01A5959 Aradu.A01 5959 p2 (TA)6 12 18989664 18989675 AACCGTCTTTTAGAATATGTTTTTCA ACTTCCAATTTCCTTGGCCT 176
Ad01A5962 Aradu.A01 5962 p3 (GAG)5 15 19034934 19034948 TTGACAAAAATATGCACGCAC TTGCAAACAAAGGAAGGGTT 271
Ad01A5964 Aradu.A01 5964 p2 (CT19 38 19035598 19035635 CCCCTTCCCTAAAACGTCAT AACCACGTGTTGCTGCTATG 264
Ad01A5966 Aradu.A01 5966 ¢ (TA)7ataatatta 49 19040670 19040718 GGTCTTTCGAACGGAATCAA TCAAATGCAAATCTCTCTCTCTTT 208
Ad01A5967 Aradu.A01 5967 p2 (TA)6 12 19045988 19045999 TCTCGTGCTGATAACGTGTTG TCAAATGCAAATCTCTCTCTCTTT 191
Ad01A5968 Aradu.A01 5968 p3 (ATT)6 18 19050966 19050983 TCAACACCACATTTGGTATATTTG GAACAATTACATGGAGGCCAA 251
Ad01A5969 Aradu.A01 5969 ¢ (T)10gaaa(T)1 24 19064179 19064202 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 237
Ad01A5972 Aradu.A01 5972 ¢ (TCC)5ttcttattl 46 19075410 19075455 AATCACAAAGGCCACCAAAC AGAAAAACGCGAACAGAGGA 176
Ad01A5973 Aradu.A01 5973 ¢ (TCC)6ttcttcttt 60 19075844 19075903 TGGTGAACCGAAATCACAAA AACAACCAATTTCAAAGCCC 204
Ad01A5974 Aradu.A01 5974 p3 (GAA)5 15 19076228 19076242 TCCAAATCGCACTCATTCAA GCTCGCGTTATAGGCTTCAC 218
Ad01A5975 Aradu.A01 5975 p3 (AGA)S 15 19076367 19076381 AAGAAAGAAAACGCGAGCAG TGAGAGTGAAAACACGTGCC 121
Ad01A5983 Aradu.A01 5983 p3 (TAA)5 15 19101521 19101535 GTAAACGCCCCTAGCAATAA ACGATCATGACGTGCTAAAAT 280
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Ad01A5987 Aradu.A01 5987 p2 (TA)6 12 19130798 19130809 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 135
Ad01A5989 Aradu.A01 5989 p3 (AAT)5 15 19146660 19146674 ACGTTTGGTTTGGGAATTGA CCATACATTCATGCATCCCA 276
Ad01A5990 Aradu.A01 5990 p2 (AG)6 12 19148016 19148027 TCGGCCCAAAAACACATATT CAACATGGAAGTTCATAAGCCA 273
Ad01A5991 Aradu.A01 5991 p2 (TA)10 20 19156505 19156524 GGTCGCGTGGATTAATTTGT CCCACCATGGTATGATCGTT 271
Ad01A5992 Aradu.A01 5992 p3 (TAT)8 24 19163945 19163968 TCTCCATTAAAATTGACATATCACAG ACCTGCAAGTTCATGAGTCG 275
Ad01A5993 Aradu.A01 5993 ¢ (GGT)6ggcgge 90 19165935 19166024 ATATGTGGCGCACCTTATCC CAACCACCACTATCACCACG 269
Ad01A5995 Aradu.A01 5995 p3 (TAA)5 15 19187260 19187274 TTCACTTTGGGGCATTTTGT TAGGAACCTTGGGACATTGG 245
Ad01A5997 Aradu.A01 5997 p2 (TA)8 16 19193105 19193120 CATGAAACACGGATATTGCG CAAAATAAACCAACAAAAACATGC 164
Ad01A5998 Aradu.A01 5998 ¢ (TTC)5ctettect 126 19200357 19200482 GAATAAACCCAAAAACGCGA AACGTGCAAGAAGAAGAACGA 207
Ad01A5999 Aradu.A01 5999 p3 (CTT)5 15 19200586 19200600 TTTCGTTTCTTGCTTTCTCTTTC GAGGAAGAAGAACGTGCAGC 134
Ad01A6005 Aradu.A01 6005 p2 (AT)6 12 19230451 19230462 ATAATCGCGAAGGCGTATCA GTCTGAGAGACGGCGAAGAT 275
Ad01A6006 Aradu.A01 6006 c (CT)8tctttgagti 49 19234894 19234942 TGAATCACCTTTAGCCTCCG ATGCCAATCCCTCAAAAGTG 207
Ad01A6008 Aradu.A01 6008 c (T)l1lggctatttte 100 19238265 19238364 TTTCAAATGTATTTGGCGGC TCGTAATACCTTGCCACTTCA 271
Ad01A6010 Aradu.A01 6010 p3 (TAT)15 45 19249206 19249250 TGTTTGAGGGAACGACAATCT GCGCCAGGTTTGTATGTTTT 167
Ad01A6011 Aradu.A01 6011 p2 (TA)8 16 19251280 19251295 AATTCACCGGCCTTTTTCTC GCAGCGGTCAAAAGTTTCTC 251
Ad01A6012 Aradu.A01 6012 c (AT)6tcatgcate 117 19251922 19252038 TCGGCCAAGTGATGATGATA CAGAAACTCTCTACTGCAACGG 270
Ad01A6015 Aradu.A01 6015 ¢ (TAA)18ttgatti 144 19253883 19254026 TTGCAGAACTACATTATGTCATTGTAT TTCATCTGAGTTTCGTGGCTT 242
Ad01A6016 Aradu.A01 6016 p2 (AT)8 16 19260025 19260040 TTCCCTCGTGTTGTTGTTGA CGGATATTACGACGACTTCCA 173
Ad01A6017 Aradu.A01 6017 p2 (TG)9 18 19260180 19260197 TGGAAGTCGTCGTAATATCCG GGAAGAGCACGAAAAGCACT 197
Ad01A6019 Aradu.A01 6019 p2 (AT)7 14 19262793 19262806 GGCCACGTGTCACTCATTTA TCGGTACTCTTCGGTGAACTT 219
Ad01A6022 Aradu.A01 6022 p3 (AAC)7 21 19265783 19265803 TGCTTTTGGCTACGTCACTC TACTTGAGCTTAGCCGACCC 100
Ad01A6023 Aradu.A01 6023 p2 (AC)8 16 19274260 19274275 TGTGCCACTCTGATAGCTCG TTCGTTTCTATTTAAATGGTGTGC 274
Ad01A6025 Aradu.A01 6025 p2 (TC)6 12 19280499 19280510 ATACCGCACCAACTCCATTC CCATCGCATAGGACCAATCT 280
Ad01A6026 Aradu.A01 6026 p2 (AT)7 14 19283138 19283151 GCCTTTTCAATGGTGTTTCC GACAGTCCGGTGTACAAGCA 114
Ad01A6027 Aradu.A01 6027 p3 (GCT)5 15 19287061 19287075 TCCTCAACTCCTTCCACCAC TTGCTTCATTCATTCGCTTG 277
Ad01A6031 Aradu.A01 6031 p2 (TA)6 12 19299887 19299898 CACTTGCCCCACTCTCATTT GTGACGGCTGGGATTTAAGA 112
Ad01A6032 Aradu.A01 6032 p2 (GA)6 12 19306998 19307009 TCATGTTGCTGAAATCCCG TTGATGATGGAGGAAAAGGAA 193
Ad01A6033 Aradu.A01 6033 p2 (TA)6 12 19313339 19313350 TGATTATTTTCCCTCGCCTTT CTGCGCCACTCTGATAGCTT 263
Ad01A6034 Aradu.A01 6034 p3 (TGA)S 15 19321657 19321671 TCACATTTTTGGGCTTTCAA TAGCTTCAACTGCCGAGGTT 193
Ad01A6036 Aradu.A01 6036 p3 (AGA)5 15 19328650 19328664 TTACTTGAGATTGAGCAGGGG ACCTAGCCTCGAAGTCACGA 191
Ad01A6040 Aradu.A01 6040 p2 (AT)6 12 19336844 19336855 TGTTCGATCACGTGCTTTTT CCACCAAACGCTACCTTAAGAA 279
Ad01A6041 Aradu.A01 6041 p3 (TTA)6 18 19340791 19340808 ACTCCCAGACAATGGTGCTC CCTTGAAGCAAAAGAAACAGC 247
Ad01A6045 Aradu.A01 6045 p2 (CT)6 12 19387967 19387978 TAATCCACCCGGTGTTTTTC CTACATGTGGCTTGTGGGTG 260
Ad01A6046 Aradu.A01 6046 c* (AT)8ttctcccac 144 19388607 19388750 GAATCAAATCGCTTGACCAAA TCATTGACTTTCATTTACCTCCTTC 241
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Ad01A6048 Aradu.A01 6048 p2 (GA)8 16 19398945 19398960 GGAGAGGAGAGGGAGGTGAC CAGTGGCATCTTTTCATCCC 130
Ad01A6049 Aradu.A01 6049 p2 (AC)9 18 19401400 19401417 AATCCGCTTCCTCCAAGTTT CCCTTTTCCACCAATTTTCA 205
Ad01A6052 Aradu.A01 6052 p3 (TTA)7 21 19425162 19425182 AATTTTCGGACAAAAGTGTCA GCCCCTTATACCTTAGGGTCG 276
Ad01A6053 Aradu.A01 6053 p3 (TCT)5 15 19425693 19425707 GCCGAGAAGAGAAACAGTGC TTCCAAATTTAAGCCAAATCA 221
Ad01A6055 Aradu.A01 6055 p3 (GAT)5 15 19429516 19429530 TGGAATTCGGTCATTGAAGA CTCGTATTTGATGATGCCCA 204
Ad01A6057 Aradu.A01 6057 p2 (TC)8 16 19430833 19430848 GCTGGTGCTGTGAGAAATGA GAGCATGATGAAGCTGTGGA 243
Ad01A6058 Aradu.A01 6058 p2 (AG)7 14 19439970 19439983 CCAAGACCCAAAAGCAAAAG AATAAAGGGGGTTGGGTGTC 195
Ad01A6059 Aradu.A01 6059 p2 (TG)37 74 19442583 19442656 GTTTTGAACGCCAGCTTAGG CACAAAAAGGGTCACAGGAAA 227
Ad01A6062 Aradu.A01 6062 p3 (ATT)S 15 19447363 19447377 CCACAACAACATCATCAGCC GGTGGAGTGGGTGGTAAGAA 256
Ad01A6063 Aradu.A01 6063 p2 (AG)8 16 19449356 19449371 AATGGTCGCAGAAAATGAGG ACGTGCCAAAAACACAACAA 265
Ad01A6064 Aradu.A01 6064 c (TA)6ttagcagg 55 19450499 19450553 CCCTACTTGCTCCATTTCCA AAACAAAACCAAAATGCAATGA 249
Ad01A6065 Aradu.A01 6065 ¢ (A)10gaaagaac 94 19454309 19454402 TGGAGGAGAAGGATGAAACG AGAATTGTTGTTCACATTCAAATAAT 200
Ad01A6069 Aradu.A01 6069 p2 (AT)9 18 19461372 19461389 TCAAGGCATGCAACCAAATA GTGAACAGCTGCAGCAACAT 184
Ad01A6070 Aradu.A01 6070 p3 (TTA)S 15 19464792 19464806 TGCTTTTCTCACGTTGAATGA ATCTGCTGTTTCCCTCGGTA 279
Ad01A6071 Aradu.A01 6071 p3 (TAA)12 36 19467507 19467542 CCTTCTCCGAAACCCAAAAT TGCAAATCCACTCTCAGCTC 212
Ad01A6072 Aradu.A01 6072 p2 (AC)7 14 19469994 19470007 GGGCTAAGGTAAGGGTGAAGA AAAAACAATGCCAAAAAGCG 160
Ad01A6075 Aradu.A01 6075 p3 (GGT)5 15 19484586 19484600 AAGAGTCAGAGAGAGGGGGC AGGTCCTTCTTCTTCCTCCG 206
Ad01A6081 Aradu.A01 6081 p4 (AAAT)9 36 19503933 19503968 CCTCAAAATCAAATGGCTACC CAACTCAACCCTCCGGATAA 177
Ad01A6085 Aradu.A01 6085 ¢ (TA)9tttgggtgt 72 19512336 19512407 AAACGAAGGTCAGAGGCAGA CCAATTAACCATGATATTAGATCACA 225
Ad01A6087 Aradu.A01 6087 p2 (TG)6 12 19514984 19514995 ATAGTAAGCGCGGTGGAGAA TACCATCACGCCCTAAGCAT 245
Ad01A6090 Aradu.A01 6090 p2 (AT)7 14 19540226 19540239 TGGCAATATGCTAGTCTCCTTG GGGTCACTGGTTGAATTGGT 270
Ad01A6091 Aradu.A01 6091 c (T)12cagaatttt: 146 19543610 19543755 TCGAGGTATTCGGAGTTTCG TTGGCGTGTGACTTTTGTTC 274
Ad01A6092 Aradu.A01 6092 p2 (CT)8 16 19563335 19563350 CGGGGAGGGTATGATTCTAAG AAGTGAAGTGTCCCACCCTC 160
Ad01A6093 Aradu.A01 6093 ¢ (TC)11ta(TC)E 36 19573201 19573236 AGCAAGCAAGCAGACAGACA ACACCCATTGGATTCTCGAC 249
Ad01A6094 Aradu.A01 6094 p2 (TA)6 12 19574369 19574380 GCGATCTCCGTCTCTACCAA TGGCAGTTGATGAAGACTAATTG 236
Ad01A6095 Aradu.A01 6095 c* (AT)11(T)10* 31 19583109 19583139 AGCTTAAGGGGGAGTGTTGG CCCGAATAGACAAAGAAGGG 208
Ad01A6096 Aradu.A01 6096 c (A)llgagcaccc 122 19583864 19583985 CAGCAGCTTCTTGCCTGTAA TGCTCTTGAGGCACTTGTTC 257
Ad01A6098 Aradu.A01 6098 p2 (AT)6 12 19590348 19590359 AGTCACGGCTAGGTTCAAGG TTGAACAGTTTTGGCATCTCA 185
Ad01A6101 Aradu.A01 6101 p3 (TTA)6 18 19598297 19598314 TTTTTGACACAGTGGTATAATCAAA TTTTTGTTGAATTTAAGTTGACTTGT 265
Ad01A6102 Aradu.A01 6102 p3 (TTC)5 15 19598891 19598905 TGAGAAGGAGGAAGAGGAAGAG TGCTGCAAAATTACTTGGAAGA 213
Ad01A6104 Aradu.A01 6104 p3 (TGA)S 15 19599489 19599503 GGTAAAACAAAAAGAAAACGATGAA TGGCTGATGTGTGGTTCAAT 280
Ad01A6109 Aradu.A01 6109 p2 (AT)6 12 19613900 19613911 AAATCCGGTTGCGAAGATAA TTTCAGATGCAGGACGTGAG 197
Ad01A6111 Aradu.A01 6111 c* (A)10(AT)6* 21 19628190 19628210 GGGGAAACTGTGGGAAACTT CATTGGGGTAATTTTGTTCCC 233
Ad01A6116 Aradu.A01 6116 p3 (GCT)5 15 19654632 19654646 ATGATGGAGGGGATAAAGGG TGTGTCAGGTGGAACAGGAG 195
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Ad01A6118 Aradu.A01 6118 p2 (TA)6 12 19662313 19662324 CATTTGAATTGATATTAGGCTATTTTT ACCACATGACAGCGAAACAA 254
Ad01A6121 Aradu.A01 6121 p2 (AG)7 14 19667730 19667743 GACATGCGCGATCTACAGAA TGAACCTGGAATGAAGAAATCA 261
Ad01A6124 Aradu.A01 6124 p2 (AT)6 12 19699815 19699826 TTTGGACAGCATGAATGTGAA TGGGCTAGACTGAAGGCACT 223
Ad01A6128 Aradu.A01 6128 p2 (CT6 12 19738957 19738968 CATCAATCTGGCGTTGAATG AGGTAGGTGGGGTTTATGGG 272
Ad01A6132 Aradu.A01 6132 p2 (TA)8 16 19789876 19789891 AACATTTTCGTTCATCCGCT CCGGGTTTTACATGTGTGTTT 228
Ad01A6133 Aradu.A01 6133 p2 (TC)17 34 19810090 19810123 ATTGGCCCGTGATCATAGAG TGGTCCTTTTCATTGACCCT 170
Ad01A6135 Aradu.A01 6135 p2 (TA)6 12 19819588 19819599 ATGCACACGAGCCAATGTTA GACAGACATGGCGACTGAGA 265
Ad01A6138 Aradu.A01 6138 p3 (TGA)S 15 19823826 19823840 GGTGGTTGAACCCACTCCTA GTCTTCCTCCTCTGCTGCTG 231
Ad01A6140 Aradu.A01 6140 p2 (AT)6 12 19830186 19830197 CCGTCCAATTGGCTTAGTGT TGGAAAAGGAAGTTATAGGGCA 212
Ad01A6142 Aradu.A01 6142 p4 (AATT)S 20 19833223 19833242 AGCTGATTTTGGCGTACACA CAAACAAAAATTAAATAAAACAGTTCC 273
Ad01A6145 Aradu.A01 6145 p2 (TA)6 12 19849294 19849305 AGGTTGAGCTTGGAGCTTGA TGGGTGTCACATTGTAAGGC 236
Ad01A6146 Aradu.A01 6146 p2 (GC)6 12 19853262 19853273 ACAAGGCTCCTAAAACCGCT TGCCATATGTTGTTTTGCGT 113
Ad01A6148 Aradu.A01 6148 p3 (ATC)6 18 19861227 19861244 GTAGGATCGACCCTGACTCG TGGCATACAACCCCAATTTT 268
Ad01A6156 Aradu.A01 6156 p3 (TAA)6 18 19890799 19890816 AGGTCCAAAAATGTTGCCAG CTTAGCTTCGCAGGCTGAGT 247
Ad01A6157 Aradu.A01 6157 p2 (TA)6 12 19891022 19891033 GACAACCAAGGAAGCAGCAT CTGGATCCTGAAAAGCGAAG 263
Ad01A6159 Aradu.A01 6159 p3 (TAA)7 21 19899153 19899173 CCTAAATGCATGCTCACGAA GCACGCAAGTAATCCTTTCC 233
Ad01A6160 Aradu.A01 6160 p3 (TTA)24 72 19902656 19902727 GAGTACTTCACGAAGTTCAAAAGTAAA TGTATGACAAATGAAAACACAAAA 258
Ad01A6162 Aradu.A01 6162 p4 (TATG)6 24 19938579 19938602 AAACTCAAGCTTGGCTCACC AACTCGTAAATGGGCTCGAT 272
Ad01A6164 Aradu.A01 6164 p2 (TA)9 18 19968433 19968450 CCCGAAGAACCGAACAGTTA AAAGATGTATGTACGCTTTGAATGA 159
Ad01A6165 Aradu.A01 6165 p4 (TTTC)5 20 19991458 19991477 CTCTGCTTCACGCTTCTCCT AACACATCCCTCAGCAGCTT 189
Ad01A6168 Aradu.A01 6168 p2 (TA)7 14 19995277 19995290 TCGACAATGCCATTTGCTAT GTTTTCGGTAAGCTGCGTGT 271
Ad01A6170 Aradu.A01 6170 p4 (ATAC)S 20 20005026 20005045 GCGTCTGAAGGTTTTGTGGT GGAAAGGATTACTTGCGTGC 256
Ad01A6171 Aradu.A01 6171 p5 (TTATT)5 25 20009836 20009860 TGAAAAGAAGGCGAAGAAAGA CGTTAAACGCCAGAATGGAT 219
Ad01A6172 Aradu.A01 6172 p3 (TAT)14 42 20024686 20024727 AAGCCTTGGATGTCCATTGT TGTACCTGATGCTGTTCTGCTT 228
Ad01A6173 Aradu.A01 6173 p2 (AT)9 18 20052141 20052158 TCCCAAATTCCCAACTATGG CTTTCCGACCCCTCTTTCTC 146
Ad01A6176 Aradu.A01 6176 p2 (TA)6 12 20054861 20054872 ATACAAAAATGATGATTCCTAGACTTT AACGTTTGAATTAAAATTCGGG 201
Ad01A6178 Aradu.A01 6178 p3 (ATG)5 15 20056809 20056823 AAATGTAAGTTCATCCTCTTCCAA GCTCCTCATCTTCTGCTGCT 207
Ad01A6180 Aradu.A01 6180 c (AG)6aa(AG)1 48 20063031 20063078 GCTAAAGGGGAACACGAACA ACTTGCCGGTTAGTTTGTGG 278
Ad01A6181 Aradu.A01 6181 p2 (AT)6 12 20067538 20067549 GGAGTGAAAAGGTGTGACCC TGTGTAGCAAAATTCAAGGCA 246
Ad01A6183 Aradu.A01 6183 p3 (ATA)5 15 20082961 20082975 GAAGAAGAGGAAGAAGGAAAAAGAA TTAGCAATTGGGAAACAGGG 280
Ad01A6185 Aradu.A01 6185 p3 (TTA)9 27 20085559 20085585 CCCCTTAACGTAAGTGGCAA GACTAAGTAAACGGCGCGTG 245
Ad01A6191 Aradu.A01 6191 p3 (GAA)S 15 20114653 20114667 CATCCGTATTCTAAACCCCAA CTCCGCAGCCACTGTTATTT 170
Ad01A6195 Aradu.A01 6195 ¢ (AGAA)5aa(A 37 20121984 20122020 TCTCTCTACCACTGCCACCC AATGACAGCAACCCTCCAAC 108
Ad01A6197 Aradu.A01 6197 p3 (ATC)8 24 20125428 20125451 CCACCATCATCTACAACCATCA TGCGTTACCCCATCTCTTTC 206
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Ad01A6201 Aradu.A01 6201 p2 (TA)6 12 20130226 20130237 GGGGTAAAACAAAATCGCAA TATCTTCGCAACCGGATTTT 144
Ad01A6206 Aradu.A01 6206 p3 (AGA)6 18 20206520 20206537 CCAAGCAACCGAAAATCAAT TGGCCGAACCTACACTTACC 263
Ad01A6207 Aradu.A01 6207 p3 (GAT)5 15 20213644 20213658 TGGAATCTGTTCAGGCCAAT GAGGCTTTGGCAGAAGTGAC 223
Ad01A6208 Aradu.A01 6208 p3 (TAC)6 18 20234627 20234644 AACAAAAAGTATTGCCACCACA AAAACACAGGTTGTTGAGTTCG 269
Ad01A6212 Aradu.A01 6212 p2 (CT)6 12 20252375 20252386 GAAAGGCTAGCTCCATTAGGG CCAACAGAGAAACGGTTTGAA 231
Ad01A6213 Aradu.A01 6213 p2 (CT6 12 20257121 20257132 GAAAGGCTAGCTCCATTAGGG TTCCTTCCTTGATCCAACAGA 244
Ad01A6218 Aradu.A01 6218 p3 (CGA)6 18 20274957 20274974 AAAAGTTAAGTGGCAGCCCA TGTGGTTTTGCTGTTGTGGT 185
Ad01A6228 Aradu.A01 6228 p2 (AT)9 18 20290493 20290510 GCAAGTTATGGCTAGTTTTAGCTG CGGTATGATCTTTGAACGCA 229
Ad01A6229 Aradu.A01 6229 ¢ (TTAT)6tatttte 125 20295867 20295991 AAGATCTTAAACTAAAATAAATGCGAA TCTGATCCCTGCTTCAAACAT 221
Ad01A6233 Aradu.A01 6233 ¢ (T)10atttttttctt! 37 20317691 20317727 GGGGTAATTTTATCCCCTATCC AAGTGTGGGAAAATTGGGTTT 208
Ad01A6236 Aradu.A01 6236 p2 (TA)12 24 20329168 20329191 ATCATTGACGCTTTCGCATC AAGGAGCTCACCACATGTCC 240
Ad01A6238 Aradu.A01 6238 p2 (TC)21 42 20345254 20345295 TAGTGGTATTTTCCGGCGTC GGAAGGATGCGCAAATAGAA 272
Ad01A6241 Aradu.A01 6241 p5 (AAGAA)5 25 20385550 20385574 TCCTTTCAGGTTCAGGATTCA TTCGAAATTCCTCTTCTTCTTTTC 260
Ad01A6248 Aradu.A01 6248 p5 (TTATC)5 25 20424376 20424400 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 166
Ad01A6251 Aradu.A01 6251 p2 (TA)11 22 20441092 20441113 TTCACTAAAAATTTGGTTTCTTCTG GACTAGCATTTTTGGGCTGG 260
Ad01A6257 Aradu.A01 6257 p2 (CTe6 12 20485494 20485505 AAATTGGGAAAATAAGTAAAGGGAA CGCATTTCAACCCAGTTTTT 251
Ad01A6258 Aradu.A01 6258 p2 (AG)23 46 20489738 20489783 AGTGGAGGCATGAAGACTGC GTCCAACTCCACCTCGTTGT 192
Ad01A6259 Aradu.A01 6259 p3 (GGA)5 15 20493487 20493501 TTATGGTGGGATGTGGACAA TCATCAAACATATCATCAGCCA 254
Ad01A6260 Aradu.A01 6260 p5 (AGAAG)5 25 20494307 20494331 TTTAAAGGGTGATGGGGTGT TGCATGCACCCATCTCTAAC 110
Ad01A6262 Aradu.A01 6262 p3 (TTA)15 45 20499476 20499520 ACAAACTTACCAACTGGAAGAACT GGATTTCAGCAAAGTGATGGA 204
Ad01A6266 Aradu.A01 6266 c (A)l2cacttattar 100 20505752 20505851 TTTCTGACATTTCACACGACAA TGCCGATTCAGTTGTGGATA 260
Ad01A6268 Aradu.A01 6268 p3 (CAA)6 18 20540820 20540837 TTCTCCCACCCACACTCTTC AAACGTTATGGCTTCGATGG 242
Ad01A6269 Aradu.A01 6269 c (AT)7tcattctttc 45 20544327 20544371 CCAATTACCTCCCCATCCTT TTGATGATGATAATGGGTTGTGA 213
Ad01A6271 Aradu.A01 6271 p6 (TTTTTC)5 30 20553585 20553614 AGCCTTGGATCCTTGCTCTT GTGGTGGCCTTGCATTTATC 236
Ad01A6272 Aradu.A01 6272 p2 (CT)8 16 20557613 20557628 CTGTGATGAAGAAACAATCCCA CGCATTTCAACCCAGTTTTT 206
Ad01A6275 Aradu.A01 6275 p2 (AT)6 12 20584423 20584434 AAATTCCCCCGAAGCAAAT CTCAGAGGTAGGAGGTTGCG 245
Ad01A6276 Aradu.A01 6276 p3 (TCA)5 15 20586368 20586382 TTTTGACTATGCCACCTGTTT CCAGCAGCTCAAAATCAACTC 280
Ad01A6278 Aradu.A01 6278 c* (CGTG)10(GT 53 20613690 20613742 AAGGGATAAAATTACCCCAATGA GTTGTAATGGGGCTAAGGCA 186
Ad01A6281 Aradu.A01 6281 p2 (CTe6 12 20628156 20628167 AGCTCCCTCTCTCTCCTTCG CTTATTCCTGCGTCCACCAT 209
Ad01A6293 Aradu.A01 6293 p2 (AT)8 16 20779137 20779152 GTCACCATTCGCTCCAAGTT TTGGACAGTCTCTCCGTGTG 153
Ad01A6298 Aradu.A01 6298 p2 (AC)7 14 20809589 20809602 TAATCGCCTTGCAACCTCTC AATAGTGACGGTGACGGCTC 280
Ad01A6299 Aradu.A01 6299 p2 (TA)7 14 20813502 20813515 CCCTTTTCAGAATATGGACGA CCGCGTAACCTGTCAAAAAT 259
Ad01A6302 Aradu.A01 6302 p3 (CTT)5 15 20820972 20820986 TCATGCGTACGCTATATGCTG CACCATTCGAGATCAACCCT 273
Ad01A6303 Aradu.A01 6303 p2 (AT)12 24 20824355 20824378 ACGGTGGTACGACTCTCAGG CTAGCCGACCTAAACTTCGC 255
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Ad01A6305 Aradu.A01 6305 c* (TA)B(TATG)! 50 20835738 20835787 GGTTGCACTCCAATCATCAA TAAATCACAGCCCCTCCAAG 260
Ad01A6306 Aradu.A01 6306 p2 (TA)6 12 20839749 20839760 GCACGCAAGTAATCCTTTCC TATTCAGTCCGTCCTCAGGC 244
Ad01A6308 Aradu.A01 6308 p2 (AT)6 12 20893787 20893798 CGTTTGGATCCTAGAAAGCG GCCAAGGAAACAGCATAACC 222
Ad01A6309 Aradu.A01 6309 ¢ (TTA)Octattttte 127 20894002 20894128 TTTTGGTCATTCACAAAGCG AACGAAAATGGCAGCGATAG 258
Ad01A6315 Aradu.A01 6315 p2 (TC)7 14 20916436 20916449 GCTTCTCTTTGACGCAGCTT TCCCATCACTGCTACCAACA 193
Ad01A6316 Aradu.A01 6316 p3 (ACA)5 15 20917144 20917158 AACGACAAAAACTTGGTCACAA TGGTCGGAGGTGATGTGTAA 153
Ad01A6317 Aradu.A01 6317 ¢ (AG)12aatgag! 130 20917624 20917753 CGATCCCTGAAGTGATGGTT GGTCGTAATACCTTGCCATCTC 229
Ad01A6319 Aradu.A01 6319 p3 (TAA)S 15 20923096 20923110 TGATCTCCACTAAAAGTGAAGCAA TGCAGATGAAAGAAACAAGCA 249
Ad01A6320 Aradu.A01 6320 ¢ (T)10ccttcgage 31 20930806 20930836 AACAAATTTTTGTGTTTAGCTTCA AACAAAAGCCATCGACATGA 269
Ad01A6323 Aradu.A01 6323 p4 (ATTT)5 20 20937970 20937989 GAGCCGCTTAAGCTAGGGTT TGCATGCGAAAAAGAAAGAA 202
Ad01A6324 Aradu.A01 6324 p2 (TA)11 22 20946241 20946262 TTTCATCATTTTGACAACGCTT GCACCTTGAATCTTTGGTTTG 265
Ad01A6325 Aradu.A01 6325 p3 (GGT)5 15 20946800 20946814 TCTGAGTCACACGCCAAAAG TCTGGCCCATTATCTTCCAC 181
Ad01A6327 Aradu.A01 6327 p3 (AGC)5 15 20969226 20969240 AGAGCTGAGGATGGAAACGA TTATGTGCTCTCTGGACCCC 150
Ad01A6328 Aradu.A01 6328 p2 (AT)9 18 20969748 20969765 TCATAACGGGATAGAGAGAAGAGAA AACCAAATTTTGAACCAGCC 160
Ad01A6329 Aradu.A01 6329 p2 (AG)7 14 20971377 20971390 CTGGGGGTTGGAACTACTTG GAGAGTGAAAACCCCAACCA 233
Ad01A6330 Aradu.A01 6330 p4 (TTGT)S 20 20972930 20972949 AGAAGGCCAAGTCGGTGATA GGCCTTCTTTCTTGCAGCTA 208
Ad01A6331 Aradu.A01 6331 p4 (TTAT)S 20 20973080 20973099 GGGACAATGTTCCCATTCAC TAGAGTTGAATTCCCCGGC 202
Ad01A6339 Aradu.A01 6339 p2 (TA)12 24 20991137 20991160 TGCAAAACAAATTACACGTAAAGA TGCCCTTTCTCTTACCCTTTC 190
Ad01A6340 Aradu.A01 6340 ¢ (A)12tcaatggte 67 20996126 20996192 CAATTTTCACTCCAGGGTGG CTTGTCCCCAAGCAAAGAAA 243
Ad01A6341 Aradu.A01 6341 p2 (AG)7 14 20999522 20999535 TGTGGTGGTTGCAATGAGTT ATCCTTCTCTCCACCACTGC 143
Ad01A6343 Aradu.A01 6343 p3 (TCA)6 18 21006705 21006722 TTGTTGGCTTGTGGAAATGA GGTGCAGTGAAACAGCAAAA 206
Ad01A6350 Aradu.A01 6350 p3 (TTG)S 15 21061325 21061339 GCACCCACTCTTGACCCTAA ACGCAAACCAACCTGAAATC 185
Ad01A6351 Aradu.A01 6351 p2 (GA)6 12 21068376 21068387 GAAAAACTGTGAAGGGCAGC CATCACCACCCAACCTCTCT 267
Ad01A6352 Aradu.A01 6352 p2 (GA)6 12 21068502 21068513 TTTGTTTCTCACCAGTCACCA GTGGGTGGATATATTATTATTGGAA 241
Ad01A6354 Aradu.A01 6354 p3 (AGA)6 18 21102195 21102212 CTAGAGGTTTCTCCGGCCTT GCCAAAACCCACACATCTCT 168
Ad01A6357 Aradu.A01 6357 p2 (CTe6 12 21147266 21147277 CCAATTTGGCAACATGAGTC TTTCGGCCCAAAAATACATAA 275
Ad01A6358 Aradu.A01 6358 p2 (AT)8 16 21154121 21154136 GGAAAATTCCCGCCTTTTAT TTGATTCTGCGCTGTGATTC 272
Ad01A6363 Aradu.A01 6363 p2 (CM11 22 21193365 21193386 GCACATCGCTAGCGTCATTA GGGAGAGGAGACGACAACAA 220
Ad01A6367 Aradu.A01 6367 p2 (AT)6 12 21210643 21210654 TCGCTCATTCTATCCTCTCAAA AATAGGCCATTTCCCACAAA 269
Ad01A6375 Aradu.A01 6375 p2 (AG)6 12 21244359 21244370 GCAGAAGCTCTAGGTGGTGG TAGCGCCAACTTTACACACG 255
Ad01A6380 Aradu.A01 6380 p2 (AG)7 14 21258755 21258768 TGACGATAGGGGTTTGCAGT AGGATTAATGGAATGCTGCG 228
Ad01A6382 Aradu.A01 6382 ¢ (A)10g(T)10 21 21274619 21274639 TTTTACCCGAGAGTTGTGCC ATGCGAATGCAGTGAACAAA 206
Ad01A6385 Aradu.A01 6385 p2 (GA)6 12 21282055 21282066 AGATGATTCGCCTCCCTTTT ATTATGGAAATTTCGCGACC 278
Ad01A6386 Aradu.A01 6386 p2 (AT)6 12 21284179 21284190 CAAAAAGGATTAAACGCACCA TCGTGAGTACCTTTCCCCTG 217
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Ad01A6388 Aradu.A01 6388 p2 (TC)9 18 21286954 21286971 CCTAATCTAGAGAGAGGAGAGAGCC AATGCTGGGGACAATTTCTG 176
Ad01A6393 Aradu.A01 6393 ¢ (A)10gagaatttc 98 21295257 21295354 AATTTTGGAATAAGTGATTTTATGAGA TTTGGTCATTTGCTTGAAAAA 266
Ad01A6394 Aradu.A01 6394 p2 (TA)9 18 21299251 21299268 AAGTGATGAATCAAATTTTAAACCG TTGTGAAATTGTCTCCGCTG 235
Ad01A6395 Aradu.A01 6395 p3 (GTT)10 30 21303883 21303912 TGTTTTCCCCTCACGTTTTC TCCTCCGTCCAAAAATAAAA 272
Ad01A6396 Aradu.A01 6396 p3 (TAA)5 15 21304036 21304050 TGTTTTCCCCTCACGTTTTC TCCTCCGTCCAAAAATAAAA 272
Ad01A6397 Aradu.A01 6397 p2 (TA)8 16 21304329 21304344 TGCTGGAGTAAAACCTTGGG ACGCCAATAGTGCATCAAAA 275
Ad01A6399 Aradu.A01 6399 p2 (AC)10 20 21310935 21310954 AGCCTTTCCTGTTCTTGCTG CATGAATGGTGCAACTCACA 190
Ad01A6400 Aradu.A01 6400 p4 (TAAA)S 20 21313522 21313541 TTCCTACTTTGGTCGATGGAA TCACATGTCCTTTACGGGATT 232
Ad01A6401 Aradu.A01 6401 p3 (TCC)6 18 21315648 21315665 TTCTCGTTATCGTCGTCATCA CACCCAAATTTGTTGCAGAA 250
Ad01A6404 Aradu.A01 6404 ¢ (T)1laaatttcaa 72 21326358 21326429 CCACTCCACCCATTTGAATC GCTAATTCAAGCCAATTTATTTTT 276
Ad01A6409 Aradu.A01 6409 p3 (ATT)15 45 21399869 21399913 TTTTCTTGTCGTACCCGACC GTGTTGCCGCACTAAGGATT 186
Ad01A6410 Aradu.A01 6410 p2 (TA)6 12 21400326 21400337 CCCAAACTAGCGTGGGAGTA GTTTAAAACCCAAAAGCGCA 277
Ad01A6412 Aradu.A01 6412 ¢ (TTC)5tctactcy 87 21402413 21402499 GCTCGCGTTATAGGCTTCAC TCCAAATCGCACTCATTCAA 218
Ad01A6415 Aradu.A01 6415 p3 (GAA)S 15 21440195 21440209 GGTTCAGTGGCCTTTGTGAT TTTTCTGCTCGCATTCTTCA 280
Ad01A6416 Aradu.A01 6416 p3 (AGA)14 42 21441825 21441866 CTTCAACTTCCTCACCCCAC GCTGGTTCATCGGAGAAGAG 257
Ad01A6417 Aradu.A01 6417 p2 (CTe6 12 21442156 21442167 CCTCCTTCGCATCACTTCTC TAGGATCGTTGTTGCTGCTG 107
Ad01A6420 Aradu.A01 6420 c (ATA)5(TTA)! 30 21465421 21465450 GATGGGGGACACAAAGTGAG GCATGTGCTGCATCATTCTT 190
Ad01A6423 Aradu.A01 6423 p2 (AG)6 12 21471155 21471166 TACAGCGATTTTTGGGCTGT CAAAGAACATTGAACCTAGAATCG 254
Ad01A6424 Aradu.A01 6424 p3 (TTA)7 21 21472298 21472318 TAACTCAACATTGGGGCAAA AGCCTTAAGCGGAAAAACAA 262
Ad01A6430 Aradu.A01 6430 p2 (TC)20 40 21544782 21544821 CGGTCATCTCAGTTGCTTGA CGACAATGATAGCAGAGGAGG 259
Ad01A6434 Aradu.A01 6434 c (GAA)6a(AAC 34 21563657 21563690 AGCCATTCTTGGTTCTCTGTG ACAAACATCACGCACCACAC 125
Ad01A6435 Aradu.A01 6435 p2 (AT)6 12 21565696 21565707 AAATTTGACTTGTGGTGAGATAAAT GGGTTGTAATGGTATTTTTCAATATG 280
Ad01A6437 Aradu.A01 6437 p3 (AGA)7 21 21575791 21575811 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 186
Ad01A6441 Aradu.A01 6441 p3 (ACA)14 42 21624419 21624460 CCAACCTGAAATCAAAAGGC CATCCACTCCTGATTCTAATGAAA 221
Ad01A6443 Aradu.A01 6443 p3 (ATG)10 30 21631870 21631899 GAGTGATTGAGGGTGGGAGA TTGTTCCAATTTTCTCCCTAATG 217
Ad01A6444 Aradu.A01 6444 p2 (TC)14 28 21633889 21633916 GCTCCCTTCTGTCGACACTC AACGAGCAATCTCAACCACC 273
Ad01A6445 Aradu.A01 6445 p3 (TTA)S 15 21634243 21634257 TCGTTGCTATTGTTGCTAGGG TGGTCATCTTCTCCACCCTC 244
Ad01A6446 Aradu.A01 6446 c (T)10cgaaaatal 28 21637880 21637907 GATTGTGACCCAGCTTTGCT TTGGCTCTTGAAAGAATGGG 244
Ad01A6455 Aradu.A01 6455 p2 (AC)7 14 21687871 21687884 TTTCTTACAAATTCCACCCACA CCATATGGCCAACCCTTACA 187
Ad01A6457 Aradu.A01 6457 ¢ (A)12gaaaagac 55 21697683 21697737 TTGAGAGCTTGCTACCATCG TCTTCTCCCAATTTTCTGCAA 155
Ad01A6461 Aradu.A01 6461 p2 (AT)6 12 21736711 21736722 AAAAAGTGGGCGATTTTAGTT TGATACATGCACTTGTAACATCAT 255
Ad01A6462 Aradu.A01 6462 p2 (TC)10 20 21737180 21737199 TCATTCCCAATTCCAATTCC CAAGATGAAGGCCTGAGTTG 267
Ad01A6481 Aradu.A01 6481 p3 (ATT)S 15 21861017 21861031 TCGCCCTTGTTGCTTTAACT GCACGTCATGATCGTACCAA 273
Ad01A6482 Aradu.A01 6482 p3 (AGA)23 69 21872915 21872983 ATGGAGGATGTGAGTGGGAA TGCAATTGAGCGTACCATGT 280
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Ad01A6486 Aradu.A01 6486 p3 (CTT)6 18 21887988 21888005 TCCTCACTCACCAAAAATTCG GTTCTTGTCCTTGCTCCTGC 187
Ad01A6489 Aradu.A01 6489 p2 (AT)6 12 21908944 21908955 TATCAAAACTCACGCTTCCG GGTTTGACGCAGAAGTCACA 273
Ad01A6490 Aradu.A01 6490 p4 (TACA)11 44 21916144 21916187 AAACCGCAATACCACTCCAA TTGTTCCCTTGCCTTTATCTTT 216
Ad01A6492 Aradu.A01 6492 p3 (AGA)6 18 21944966 21944983 TAAAATATTGCTCGCCCTCG CCCCCTCTTCTCTACCTTGG 110
Ad01A6493 Aradu.A01 6493 p3 (TAC)5 15 21948334 21948348 CATGCCTGATGATGATGAGAA GAGCAAGGGCGTGATCTAAG 260
Ad01A6496 Aradu.A01 6496 p2 (AT)7 14 21985843 21985856 CCGGTCCGAGCATAGAAGTA CTCCTCGTTGATGCATGTTG 244
Ad01A6498 Aradu.A01 6498 c (A)l0gcatataa: 105 21990597 21990701 TCAATAAAAATGTCTTATCGGTTGA ATACAGTCCGCTACGCGTTT 262
Ad01A6502 Aradu.A01 6502 p3 (ATA)S 15 22009654 22009668 TTTTCCTTTTGGACCAAGAAAT GAACACCCTTGCAGCTTCTC 216
Ad01A6507 Aradu.A01 6507 p3 (AAT)9 27 22024686 22024712 CTTGGAGACGGCTTCAGTTC GCAATTTGCGAATTTGCTTT 242
Ad01A6511 Aradu.A01 6511 p3 (AGA)6 18 22043697 22043714 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209
Ad01A6513 Aradu.A01 6513 p2 (AG)6 12 22057093 22057104 AGAGGTGGTGAGGTGATTGG ATTTTTGCATGCCATTTGGT 133
Ad01A6516 Aradu.A01 6516 p3 (GTT)5 15 22077251 22077265 TCTTAGGACAACTTGCGGCT TGCACCTAGAGGTCCGTCTT 215
Ad01A6517 Aradu.A01 6517 ¢ (A)11lcaaaaccs 89 22081963 22082051 TGGCCCTCAATCTACCAAAA TGAAGCACTATGGGAGAGGAA 254
Ad01A6518 Aradu.A01 6518 ¢ (T)13cattcgttar 84 22082742 22082825 TGATTTGATTTTGTGGTGTTGG GGATTGTTATTGGGTGTTGGA 277
Ad01A6519 Aradu.A01 6519 ¢ (TAA)13tag(T 75 22085406 22085480 CGGTTCAATCACCAATTTGA TTACCCGTTTTTCAAGGCTC 267
Ad01A6522 Aradu.A01 6522 p4 (TCTT)6 24 22113868 22113891 CTCATCCTCCTAGGGAAGGC AAACACCAAAGCCATGCACT 222
Ad01A6523 Aradu.A01 6523 p3 (GAA)6 18 22116059 22116076 TCATCAACACCAGAACCCAC TCTGCCACTGTTCCTCCTCT 272
Ad01A6525 Aradu.A01 6525 ¢ (AGG)9atg(AC 72 22129724 22129795 TCACCCCTTTCTCCATCAAC CTTCTTCTCCGATGCCTGAG 257
Ad01A6526 Aradu.A01 6526 p3 (GAT)15 45 22130676 22130720 TAATCCACATTGAACCGACG TCAGGGTGGGTTACCAACAT 108
Ad01A6527 Aradu.A01 6527 ¢ (T)10cactctect 71 22130972 22131042 TGATGATAATTTCTTTTCCTTTCTTC ATGCGTGTCCCAGTGTCATA 248
Ad01A6528 Aradu.A01 6528 p2 (TA)8 16 22134582 22134597 TTCTCTAGACATATTTGGACACACC TGATGTACGGACATTACACACAGA 279
Ad01A6529 Aradu.A01 6529 ¢ (GA)9Ic(AG)1: 45 22134935 22134979 TCGTCTTTCGGTTCCGATTA TTACCGTGAGCCCTAACCTG 201
Ad01A6532 Aradu.A01 6532 p2 (TC)17 34 22143650 22143683 CACTTGAAAACGCAATTACATACA GGCTACCATGACTCACGACA 266
Ad01A6533 Aradu.A01 6533 p3 (TAA)15 45 22149545 22149589 CTTGAACGGCTAGGAAACCA GCCCCTACCTTGTGGTATTG 130
Ad01A6537 Aradu.A01 6537 p3 (AAT)7 21 22157226 22157246 CGAGAAACAAACTTGTGGCA TGAGTGTCTTGCTGGCATTT 273
Ad01A6542 Aradu.A01 6542 p3 (TAC)7 21 22177103 22177123 TTTGACAAGTGAAAGCAGGAA TCAAGTGAAAGATAGCGAGGC 280
Ad01A6543 Aradu.A01 6543 p3 (CTT11 33 22177862 22177894 TCAGTTCCTGCTGTGATTCG ATTCTTCCTTGCCACCACAC 231
Ad01A6545 Aradu.A01 6545 p5 (GTGAG)5 25 22189755 22189779 AAGAAGACGATAAAGCCGCA TATTCCCCCAACCCTAGTCC 232
Ad01A6546 Aradu.A01 6546 p2 (GA)18 36 22190859 22190894 GGATGAGTATCATACGTGATTGGA TTCACCCCTTGTCCATCTTC 209
Ad01A6548 Aradu.A01 6548 p3 (AAC)10 30 22205560 22205589 GAGAAGCTCTTCTGAGCAAACC AAGCCTTTCTTTTTCCGCTT 202
Ad01A6549 Aradu.A01 6549 p2 (TG)7 14 22214868 22214881 TGACCAGCAGTGAGATTTGG TAATAAATGGGGTGGGAGCA 255
Ad01A6551 Aradu.A01 6551 p2 (CT)6 12 22229354 22229365 TCAACCGCACTGTCAACTTC ATGGAAGAGCACCAACATCC 172
Ad01A6555 Aradu.A01 6555 p3 (AAT)6 18 22241990 22242007 CAGGAACAAGGAAAAAGGCA TTGGATGTTGGCTTTGTGAA 204
Ad01A6558 Aradu.A01 6558 p2 (TA)7 14 22268745 22268758 GCCTTCGCAAAATACGAACT TCCCATATTTTCACCCCTTTC 278
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Ad01A6559 Aradu.A01 6559 p3 (AAT)5 15 22269629 22269643 TTCCCTCGTCTTTTCCTAAGTG AAGAGTGTAAGAATAAAAGCTTTACGA 259
Ad01A6563 Aradu.A01 6563 ¢ (T)10aaacatca: 57 22274623 22274679 TATAACAGGCCAGGCCAAAC AAAAATTGATGAATTGCCCG 222
Ad01A6564 Aradu.A01 6564 p2 (AC)8 16 22278083 22278098 CCCTGAAACCCTAACCCATT CTTCCTCTCCCTCTCTGCCT 159
Ad01A6565 Aradu.A01 6565 p2 (TA)7 14 22281822 22281835 ACCCTCGCCTTTACCTTGAT TAAACCGCAATACTGCTCCC 198
Ad01A6566 Aradu.A01 6566 p2 (AC)11 22 22285598 22285619 CAACCCACCCACTTAGAAGC CTTCCTCTCCCTCTTTGCCT 128
Ad01A6567 Aradu.A01 6567 p2 (TA)6 12 22290810 22290821 ACCCTCGCCTTTACCTTGAT CGCCCCTATAATTATTAAAATCCA 280
Ad01A6569 Aradu.A01 6569 p2 (GA)15 30 22299075 22299104 AGCTCATAGCAATGGCGACT ACCCCTTCACAGCTCACATC 203
Ad01A6572 Aradu.A01 6572 ¢ (AG)6atttaagg 88 22310563 22310650 GTAAAGAGCGGTAGAGCCGA GGGGATCACATCGTTATCGT 269
Ad01A6574 Aradu.A01 6574 p2 (TG)8 16 22322526 22322541 TATATGGGCCAGATCCCAAA CCAACTTGAAACTACACCGACA 227
Ad01A6579 Aradu.A01 6579 p2 (CT)29 58 22335312 22335369 CTTCTTCTTCTCCTGTGCCG TTACAACAAGCTGCGACGAC 233
Ad01A6580 Aradu.A01 6580 ¢ (TA)8gacacac 41 22347358 22347398 AATCGCAACCCATGAGAATC AGGCTAATCTTGGCGTCTGA 236
Ad01A6581 Aradu.A01 6581 ¢ (TA)8atgtttacty 113 22349507 22349619 TTTCAGCAACAAATATCAACAGA TTGGGAAGAGAAAACTGAGGA 275
Ad01A6586 Aradu.A01 6586 p2 (TC)6 12 22363730 22363741 AACACATTGCTCCGATCCTT TGGTCAAGCCCCATTTCTAA 268
Ad01A6588 Aradu.A01 6588 p2 (TA)6 12 22364692 22364703 TTGTGTACTCATGGTTGGAATTG ATATGAAAAAGGCAAGGGCA 278
Ad01A6591 Aradu.A01 6591 ¢ (A)11g(A)10 22 22372007 22372028 TTCCCTATCACAATGGAGCC CATGGCAAATTGAGATGCAC 214
Ad01A6593 Aradu.A01 6593 p2 (AT)6 12 22410373 22410384 CCCAACACTTTTGCATTTCA CCACACCATTAGGCTCAAAA 242
Ad01A6596 Aradu.A01 6596 p2 (AG)6 12 22445855 22445866 GCAATGGAAGTCCCAACAGT GCACCTTCTTCCTCACCAAG 152
Ad01A6598 Aradu.A01 6598 p2 (GA)6 12 22448683 22448694 AGAAAACCAGTAAGCGCAGC ATTATGAAGAATGCGCGACC 213
Ad01A6599 Aradu.A01 6599 p3 (CAA)8 24 22457518 22457541 GGCACGGATGAAGATGAGAT AAACGGGACATTCAAGCAAC 181
Ad01A6602 Aradu.A01 6602 p2 (TA)6 12 22464558 22464569 GCTTTAGGCATATAGATGTTATGGTTT AATTTCTCTGTCAGAAACCTGTAGA 267
Ad01A6604 Aradu.A01 6604 p3 (TAT)6 18 22468354 22468371 GACGATCTTGTGAGCTGCAT ACCACAAGCACCAACATTCA 263
Ad01A6607 Aradu.A01 6607 p2 (CT)6 12 22487547 22487558 TGGGTGATTAGACCTTTGCC GGTACTCTCCAAAGCCAACG 139
Ad01A6608 Aradu.A01 6608 p3 (TGA)6 18 22514358 22514375 AGCAATTTCGAGTTCTTGCG GGACGAGTCTGAAGAGGCAC 258
Ad01A6612 Aradu.A01 6612 p2 (TC)24 48 22566233 22566280 TGGGTGATTAGACCTTTGCC CCAAGTTGATCCCTCCAAGA 194
Ad01A6613 Aradu.A01 6613 p3 (TTA)S 15 22568405 22568419 ACCTTGGCAAGAAGATCGTG CTTCAATTAAGTCTGCGTTCTCT 277
Ad01A6617 Aradu.A01 6617 p2 (AT)6 12 22596418 22596429 AGTTGACGGACAAAAATCGG ATGGACTGCTCAACTTGGGT 250
Ad01A6619 Aradu.A01 6619 p3 (TTC)5 15 22600466 22600480 GAGCTCCGGACGATTAACAT TTTCTTCTTCTCCAACCCCA 136
Ad01A6620 Aradu.A01 6620 p3 (CCT)5 15 22604794 22604808 AGGCCCAATTAGGTAGCGTT GATAATAGGTTGGGTGGGGG 253
Ad01A6621 Aradu.A01 6621 c (A)11lgcttatget 89 22619926 22620014 CTAGAGGATTCTCCGGCCTT TTCTACACCTTGGCCGAAAC 177
Ad01A6623 Aradu.A01 6623 p5 (AAGAT)5 25 22644088 22644112 AGGACAACCCGACCTCTTTT CCTGGGTGCTCCAGTGTATT 237
Ad01A6625 Aradu.A01 6625 p3 (CAT)5 15 22664227 22664241 CTGTCGAAGTTGAGGAAGGC GAGCAGGTTCAGGTTATCGC 171
Ad01A6627 Aradu.A01 6627 p2 (AG)6 12 22692818 22692829 GATCACGAAAAAGCACACCA CATTTGGATCCCTCTTTCCA 118
Ad01A6630 Aradu.A01 6630 p2 (TC)6 12 22732058 22732069 AACATGAAAGGTTCATAAGCCAA GGAATGCATCCACACATCAT 254
Ad01A6634 Aradu.A01 6634 p3 (TTC)6 18 22747129 22747146 CACCTTGACCGAAACACCTT CATGACTCGGAGGTGGAAGT 260
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Ad01A6635 Aradu.A01 6635 c (T)20caatcte(T 31 22752144 22752174 TCCCATGTGCATTGATTCTT GGGAACATGGGATGATAGGA 243
Ad01A6641 Aradu.A01 6641 p2 (AT)8 16 22811700 22811715 AGCGTCTCCTAAAACTGCCA TGTGTCATTGGAAACTACTGTGTC 201
Ad01A6647 Aradu.A01 6647 p3 (TAA)12 36 22821549 22821584 TCATTCTTGGCTGATTTGGA CTGGCACCACTCGGTTTATT 201
Ad01A6653 Aradu.A01 6653 p3 (TTC)6 18 22871395 22871412 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209
Ad01A6656 Aradu.A01 6656 p2 (AG)7 14 22910511 22910524 GAACACTTGGAGCAGCACAA TTGCATTTCAAACTTAGTACCACA 280
Ad01A6657 Aradu.A01 6657 ¢ (TG)ottctccact 117 22918803 22918919 ATATGTTTTGGGGGCCTTTT AACTAGGAGCCTTGACGGAA 251
Ad01A6659 Aradu.A01 6659 p2 (CT)14 28 22932918 22932945 TGAAAATCACTAACCACTTTTTCG TTGATGTGTCAGAGGAAAGGAA 203
Ad01A6662 Aradu.A01 6662 p2 cn7 14 22968161 22968174 GGAACATTGAACCTGGAATGA GCAATCAGCGATTTCTAGGC 242
Ad01A6663 Aradu.A01 6663 p5 (TTTTA)6 30 22970964 22970993 TTTGGAGCATTTTGTCCCTT TAAGTGTGGGGGAAAAGTGG 244
Ad01A6664 Aradu.A01 6664 p2 (TC)8 16 22976033 22976048 GGAACATTGAACCTGGAATGA TGACAGAATTCGCAATCAGC 271
Ad01A6665 Aradu.A01 6665 p2 (CM)17 34 22979874 22979907 ATCCTAGGCACTTCCCAACC TAGGAAGAGAGGCAAGACGC 227
Ad01A6669 Aradu.A01 6669 c (TC)ott(TC)6 32 22983861 22983892 ATAGAAGCGGAGGGGATGAA TTGCTAGCTGTTTTGCACTCA 277
Ad01A6670 Aradu.A01 6670 p3 (TTA)12 36 22990390 22990425 TAGTGACCGGCATTCATGTG GCCCTTGTTGATGGCTATGT 207
Ad01A6671 Aradu.A01 6671 p4 (TTTA)S 20 23000265 23000284 GAGCTTGTTTGAATGCCGTT CCGAGTATGGTCGATTTTGG 224
Ad01A6675 Aradu.A01 6675 p3 (AGA)5 15 23004833 23004847 AGCAACCACACACAAAACGA ATCCCTCCACTTCCCAATTC 208
Ad01A6677 Aradu.A01 6677 c (T)10atctattttg 42 23008024 23008065 ACTTAAACCGCAACTCCCCT CTCAAACATCAATCCAAGGTCA 227
Ad01A6678 Aradu.A01 6678 p2 (AT)12 24 23008469 23008492 TTTGTATATGATGTTTTGGAAGCA ACCCCTACCAGCTCAACCTT 271
Ad01A6681 Aradu.A01 6681 p4 (TAAA)5 20 23043403 23043422 GTTCTTGTCCTTGCTCCTGC TTCGAAATTCTCTCCCTCTCA 243
Ad01A6682 Aradu.A01 6682 p2 (TA)7 14 23082340 23082353 TTTGGTAACAGGAACGGAGG GCCGGCTAGCCATATACAGA 178
Ad01A6683 Aradu.A01 6683 p2 (AT)8 16 23091684 23091699 GCCGCAAACGACACATAAAT TCCAATCCAAAACAAACCAA 240
Ad01A6684 Aradu.A01 6684 p2 (AT)7 14 23091922 23091935 TTGGTTTGTTTTGGATTGGA TTTACTCATATCGACTGATATCGAAC 280
Ad01A6685 Aradu.A01 6685 p3 (AGA)6 18 23113013 23113030 TTCTTTGGGTTTGGGTTCAC ATGGCTGAACACACTCTCCC 265
Ad01A6687 Aradu.A01 6687 p2 (CT)9 18 23119308 23119325 AAAAACAATGCCAAAAAGCG AGTTTGGCCCAGAAACACAG 192
Ad01A6688 Aradu.A01 6688 p2 (TC)6 12 23121533 23121544 AGAATACGCCCCCAGCTATT TCAAAACAAGAAGAAATCCTAAATCC 196
Ad01A6689 Aradu.A01 6689 p2 (TA)6 12 23124511 23124522 TCTTTTGGGCTGTCTTTTGG GAGGTGGCGAGGTATTACGA 226
Ad01A6691 Aradu.A01 6691 p2 (CT)6 12 23135381 23135392 AAGAGAAATTTTGCTCGCCA TTGAATTTGAATGGTGGGGT 235
Ad01A6693 Aradu.A01 6693 p4 (TTAT)S 20 23140438 23140457 TTCAGCTTTGGGGTGATTTT TATGGGAATTTGTGGGAACA 185
Ad01A6695 Aradu.A01 6695 p2 (GA)11 22 23143099 23143120 TTGCATCAATCCACAAGCAT CCCCTTCTTCCTTCCATCTC 246
Ad01A6697 Aradu.A01 6697 p3 (GAG)6 18 23178608 23178625 TCCCAGAAGAAGAGCCAGAA CGCCAAAAAGAGATCTCAGG 212
Ad01A6698 Aradu.A01 6698 p2 (AG)8 16 23179894 23179909 GTTCAGCCCACTAATCTCCG GAAGCAACTGAATAACACTACACACA 276
Ad01A6699 Aradu.A01 6699 p2 (TG)8 16 23183088 23183103 ATGCATCATGTTTGTTTGCG TCGCACATGTAGCTGAAAGG 236
Ad01A6702 Aradu.A01 6702 p2 (AT)10 20 23189644 23189663 AAAAAGTTGGCTCCTTAATATTACTC TTGTGTATGTGTAGTGAGACGACG 113
Ad01A6707 Aradu.A01 6707 p3 (TTA)13 39 23219274 23219312 TCTACCGTATCAATCCCCTTT CATGAAACGTCAAAGAAATGGA 274
Ad01A6708 Aradu.A01 6708 c (AT)7tgaataate 95 23220820 23220914 AAATGGTCTAGGAAATGGGGA AAGGATCGAAAACAGGAGCA 279
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Ad01A6709 Aradu.A01 6709 p2 (CT)6 12 23241412 23241423 CAAGTTACGCGAACCCTAGC GGTGCAGAAGGGGTTGAATA 226
Ad01A6711 Aradu.A01 6711 p2 (AT)6 12 23247426 23247437 CCCAACACTTTTGCATTTCA AACCACACCATTAGGCTCAAA 253
Ad01A6712 Aradu.A01 6712 p2 (AT)9 18 23252741 23252758 TTTTGGGAACATGGGATGAT TTGTCCCATGTGCATTGATT 203
Ad01A6714 Aradu.A01 6714 p2 (GC)6 12 23269522 23269533 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 241
Ad01A6717 Aradu.A01 6717 p2 (TA)6 12 23280961 23280972 TCCCGCTTTTATTGGTCAAA AAAAATACTGGCCACCTAAAAA 223
Ad01A6718 Aradu.A01 6718 p2 (TC)6 12 23281998 23282009 CCGACAGAAAATCCGTCTACA GTGGAGGGAGCTCGTATGAC 267
Ad01A6721 Aradu.A01 6721 p3 (TAT)7 21 23327313 23327333 GATTCTTGAAACCTGATTTGGA GATCCTCGATGTGGCTAAGG 280
Ad01A6722 Aradu.A01 6722 p3 (TTA)6 18 23327685 23327702 AGCCACATCGAGGATCATTC CGAAGTAGCTGCTGCAAAAGT 273
Ad01A6725 Aradu.A01 6725 p2 (AC)6 12 23329573 23329584 AATGGCATAAGGCAAGTTGG ATTGTCCATACCCTTTGGCA 246
Ad01A6726 Aradu.A01 6726 p2 (TA)10 20 23330432 23330451 TGTGCATCAATTCCCTTTCA TTTTTGACCTCCAGACTATTTCAA 163
Ad01A6727 Aradu.A01 6727 p4 (AGTG)6 24 23335776 23335799 GTGAGATGGAGGCAGAGGAG TTTTCCCCCTTTTCCTGAAG 265
Ad01A6734 Aradu.A01 6734 p4 (TATT)S 20 23355838 23355857 TTTCGAAAACTCCTCTCTCTCA CAGAGTCCTTTCAGGTTCCG 274
Ad01A6736 Aradu.A01 6736 p5 (AATAA)5 25 23372053 23372077 GGGTTAGCATATGACCCCAG TTTCTCTCTCCTCACTTTTTCG 243
Ad01A6739 Aradu.A01 6739 p3 (ATT)6 18 23397498 23397515 CGAAAAAGCTCGAAAAATGG CCCCGATCTTTTATCAAACTACA 147
Ad01A6746 Aradu.A01 6746 p2 (AT)9 18 23405783 23405800 TTTGAGCTAAAAACCCTTAAAATC TTCAAAAATTATTCCCGCCA 271
Ad01A6747 Aradu.A01 6747 p2 (GC)6 12 23419983 23419994 TTTTCAAGGAAGCACCATCC ACAATTCGGGCACAACTCTC 104
Ad01A6748 Aradu.A01 6748 p3 (TTA)S 15 23425457 23425471 CCTTTTTAAAATATAATGCATGTACCG GTTCTAATTCTCATTCAAGTGCAA 149
Ad01A6750 Aradu.A01 6750 ¢ (CT)20tattaacc 137 23444903 23445039 GCCATATATCGGGTGAGTCG GACCAAGAATCTTCTCTCAAAACA 260
Ad01A6756 Aradu.A01 6756 p2 (AC)7 14 23480781 23480794 CCCTTGGCCCAACTAAACTA TCAACATCAAGCCTCCTCAA 249
Ad01A6758 Aradu.A01 6758 p3 (CAA)S 15 23484303 23484317 TGCACCTAGAGGTCCGTCTT CCCAGCACCTTGTTTCTGTT 235
Ad01A6759 Aradu.A01 6759 p3 (CTT)12 36 23492696 23492731 CGAAGCGCTAGTGGGTCTAC CAGCAAAACCAGATGCAAAA 228
Ad01A6761 Aradu.A01 6761 c (A)11cgcaggce 66 23506070 23506135 CAAGAACGGTTGTGGGTTTT AACAGGAGTGTGGCCCATTA 267
Ad01A6762 Aradu.A01 6762 c (A)10ttttttttatg 58 23506341 23506398 TTAGTCATTGGGCTTCCGAC AATAGTCGTGCCCCCTTTCT 188
Ad01A6764 Aradu.A01 6764 p3 (TTC)6 18 23541524 23541541 ATTTTCCCACCCTAAATGGC CTAGAGGATTCTCCGGCCTT 274
Ad01A6767 Aradu.A01 6767 p2 (TA)6 12 23577497 23577508 TCGTTAGGCGTCTGGACTCT AAGTCATGCGGAGAGAAAGC 102
Ad01A6768 Aradu.A01 6768 p2 (GA)7 14 23587634 23587647 CTAACTTCGTTTCTTTGTCATTTTT TGCACTGGTTAGTGGCTTTG 272
Ad01A6774 Aradu.A01 6774 p2 (TA)7 14 23621903 23621916 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 210
AdO1A6777 Aradu.A01 6777 p2 (Cm1o 20 23668887 23668906 CATTGAACCTGGAATTGGAAA TTTCTGGGCTGTTTTTGACC 219
Ad01A6778 Aradu.A01 6778 p2 (TG)10 20 23672477 23672496 TGTTTTTCAGATGCAGGTCG GACTGGCTGGAGAACACACA 255
AdO1A6779 Aradu.A01 6779 p3 (GTT)5 15 23679835 23679849 ACTTCTAGCCGACCCCACTT AAATTTGACCGGCAGTATCG 115
Ad01A6780 Aradu.A01 6780 c (T)10catgtgtty 90 23688373 23688462 AGAACGATTCTTAACTAAATGAAAATG TTGATTCATGTAGCCGACCC 279
Ad01A6782 Aradu.A01 6782 p2 (GA)6 12 23706976 23706987 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCACC 236
Ad01A6784 Aradu.A01 6784 p2 (CMn21 42 23725722 23725763 TCGAGAGCATGATGAGATGG GGACCAAAAATCACAAACGG 247
Ad01A6788 Aradu.A01 6788 c (T)12aaatacaa: 107 23736753 23736859 TGTCAATTTTCGGGTGCTAA TGTCTACTTTTAAAATTTTTGGAGATT 259
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Ad01A6794 Aradu.A01 6794 p3 (AGA)12 36 23785117 23785152 GCTTTTGTCTTCCCTTTCCC TACACCTTTCCCCCTCTCCT 203
Ad01A6799 Aradu.A01 6799 p2 (TA)6 12 23813421 23813432 CCACGTGCATTTGCTTCTTA CCATAAATGCCCTTGTTAGAAAA 122
Ad01A6801 Aradu.A01 6801 c (A)13gataaagtt 123 23818852 23818974 ATTCACAACGTGGAAGAGGG TTCAACAGAGATAAAAGGCCAA 219
Ad01A6802 Aradu.A01 6802 p2 (AT)8 16 23821423 23821438 TTGGTGGAGGAGATTTGCAT TTGGGATCTATTGAAACCGC 136
Ad01A6803 Aradu.A01 6803 p2 (TA)6 12 23836227 23836238 TTATGCTCGGACCGGTTATC AAGGGGTAAACAAAAACCGC 160
Ad01A6804 Aradu.A01 6804 p2 (TG)9 18 23836526 23836543 TGTAGAGCCTGAGGGATGGA AAAGTCCCAAATGCATGCTC 133
Ad01A6805 Aradu.A01 6805 p3 (CAA)S 15 23837371 23837385 TGCACCTAGAGGTCCGTCTT GCACCTTGTTTCTGCCTCTC 231
Ad01A6806 Aradu.A01 6806 p2 (TA)6 12 23843971 23843982 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 135
Ad01A6807 Aradu.A01 6807 p3 (TGG)5 15 23857445 23857459 GCGAGGGAGAGAAGAATGTG GCACGCGTAGGCTCTTAATC 272
Ad01A6811 Aradu.A01 6811 p3 (AGA)11 33 23883078 23883110 TGAACGCGATCAGAAGAGAA CCATCCCTTCACTCGTTTGT 216
Ad01A6814 Aradu.A01 6814 p2 (CT)7 14 23909504 23909517 CCAAGTCCAAAAAGCATAGACC AGGCCAAATAGGCAACAGAA 277
Ad01A6817 Aradu.A01 6817 p2 (AT)6 12 23945921 23945932 TTTTATCGCTGAAAAATTTTAGTTG TCCACTTGAGGTTGGAGACC 258
Ad01A6818 Aradu.A01 6818 p4 (AAAT)5 20 23952258 23952277 GAATTGGTGAGGGGGAGATT CGGATTAAAATGGCATTGCT 238
Ad01A6819 Aradu.A01 6819 p2 (TC)7 14 23953605 23953618 AGCCTCAGTGTCCCACTCAT AGGGACACAATGCTTATCGG 265
Ad01A6822 Aradu.A01 6822 p2 (AC)7 14 23960199 23960212 CCTCAGACTGAATAATACACAAAACA CAGAAGCGTTGAAATCACGA 234
Ad01A6824 Aradu.A01 6824 p2 (GA)8 16 23963755 23963770 CTGAGAGAGCTCGTGTGACG TCACGTGAATTACTCCCATACC 175
Ad01A6833 Aradu.A01 6833 p4 (TTTA)S 20 24024250 24024269 TTCTCCGTTCTTGCTTGCTT TTGAATCCCAGAAAAATGCC 218
Ad01A6834 Aradu.A01 6834 p3 (CTC)6 18 24027498 24027515 GTTTGTGGCCAATCGAAGAT AATACAAGGCCCTGCAGATG 126
Ad01A6835 Aradu.A01 6835 p3 (AAT)8 24 24028106 24028129 GGAATGCTTGCAACAACCTT AAATCTCAATTATTTGTGCCAACA 231
Ad01A6837 Aradu.A01 6837 p3 (TCT)7 21 24080329 24080349 CCTACCTCGCCCTCTCTCTT CTCCCAAGACTCAGAGGTGG 268
Ad01A6838 Aradu.A01 6838 c* (A)11(AT)7* 24 24082103 24082126 GGTGGCAATACTTTTTGTGC GCCTTTTGGTTTTAAGGGCT 244
Ad01A6843 Aradu.A01 6843 p2 (AC)6 12 24099790 24099801 TTCCAATTAATGTAACAGTCTTACCAA AATGTATGCATGTCGACCAAA 210
Ad01A6844 Aradu.A01 6844 p2 (TG)6 12 24099929 24099940 TTTGGTCGACATGCATACATTA TGTTTAGTTGTTCTTTATTGATTTCCA 269
Ad01A6845 Aradu.A01 6845 p2 (TA)8 16 24100281 24100296 CAATCAAAGCCAACGGTCTT AGCAGCAAAGGCTGTGTTTT 168
Ad01A6848 Aradu.A01 6848 p3 (GAA)21 63 24107087 24107149 GAGGACAAACACGACGATGA CACCTCCATTTAAAACAAGTCCA 236
Ad01A6851 Aradu.A01 6851 p3 (ATA)13 39 24112645 24112683 TGTGTTGTGCATTAAAATCTTTTGT TTTTTGCCTTTTCATCTTCCTT 143
Ad01A6853 Aradu.A01 6853 p2 (TA)8 16 24117459 24117474 CGAAACCGTATGCTGTTTTCTT TTCTTTTTCAGGATGCACGA 279
Ad01A6854 Aradu.A01 6854 ¢ (TC)17tttgagcee 64 24120994 24121057 AACAACGGAGGCAATAGTGG GCCATCGACATAGTGGGTTT 280
Ad01A6855 Aradu.A01 6855 p2 (GT)13 26 24121292 24121317 ATGGCTCCATCATCGATAGC ACGCCATCACTCTTCCTCAC 240
Ad01A6859 Aradu.A01 6859 ¢ (A)10ttaagtaat 44 24145191 24145234 GGGGAACCTTATGGGAACAT TTTGTCCCATGTGCATTGAT 252
Ad01A6860 Aradu.A01 6860 p2 (CG)6 12 24150523 24150534 CCTATGCGTACGTGTGATGG TACGCGTGGGAATGTACAAA 127
Ad01A6861 Aradu.A01 6861 c (CTC)8tgcatttc 70 24158092 24158161 GCTACACATCCAAGTCTTTTTGG CCACTAGGAAGAGGAGGAGGA 267
Ad01A6862 Aradu.A01 6862 p3 (AAG)5 15 24158817 24158831 TTTTGTTGCATTTTGAGTTTGAA TGAAGTTTCGGTGCATTTTG 234
Ad01A6863 Aradu.A01 6863 p2 (AT)6 12 24186419 24186430 TCTTGGGAAAAGATAGCAAATCA ATGCCAATGGGATTCAAAAT 145
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Ad01A6864 Aradu.A01 6864 p2 (AT)6 12 24200541 24200552 TTTTTATTTCACGAGTAAATGCG TGAGCTAATTGATCCCCTTTG 248
Ad01A6865 Aradu.A01 6865 p3 (GAA)S 15 24214909 24214923 CACTCAAAACAAGGGGCATT GCATGGCAACACCAAACTTA 225
Ad01A6866 Aradu.A01 6866 p4 (AATA)5 20 24238032 24238051 TCGTGCCCTGTTTCTTATCC TGCAAATGCAATAAACAAAAGAA 213
Ad01A6869 Aradu.A01 6869 p2 (AT)7 14 24257696 24257709 GGAAACTGTGGAAACATGGG TGGGGTAATTTTGTCCCCTT 232
Ad01A6871 Aradu.A01 6871 p2 (AT)7 14 24274143 24274156 TTTGGGAACATGGGTAGAGG ATTATTCGCTTCACCTTGGG 243
Ad01A6872 Aradu.A01 6872 p3 (AAT)5 15 24307127 24307141 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 218
Ad01A6879 Aradu.A01 6879 p3 (TCT)54 162 24397864 24398025 TATCCACCTCCTCCAACGAC GAAGGAGAGAGGGGAATTGG 263
Ad01A6882 Aradu.A01 6882 p2 (AT)6 12 24443544 24443555 CAGGGTTGTAATGGGGCTAA TAAAGCAATGCACATGGGAC 211
Ad01A6885 Aradu.A01 6885 ¢ (AATCCT)5a¢ 59 24448674 24448732 CAGTCCAGACATGGAACATTG TTTTGACCCAGTTTTCGACC 260
Ad01A6886 Aradu.A01 6886 p3 (AGA)6 18 24461291 24461308 TGAAAATATTGCTCGCCCTC CCCATAAACCCCACCTACCT 233
Ad01A6887 Aradu.A01 6887 p3 (TAT)13 39 24480141 24480179 TGAGTTTAGAATTGCTAATGCTTCAT TGCTCGGTCAAGAGAAAGAA 268
Ad01A6888 Aradu.A01 6888 p2 (TA)6 12 24490863 24490874 TGCCATGTTTCTAATCTATGCG TCAGCTTCATGACAGGGTTG 127
Ad01A6891 Aradu.A01 6891 c (TAA)6tatgtac 101 24496598 24496698 AGCGATCCAACCCACTTATG ATTCGGGAGTCAGGTTCGTA 238
Ad01A6896 Aradu.A01 6896 p2 (GT)7 14 24540594 24540607 TTGGAATTGGGGTTCACATT TATCCCTTGAACTTCGTGCC 143
Ad01A6897 Aradu.A01 6897 p2 (TA)7 14 24541084 24541097 CAACCAGATGCACAGAAGAAA TTGATCATGTTTTGGTCGGA 268
Ad01A6900 Aradu.A01 6900 p2 (AG)6 12 24553588 24553599 CCTTGGTAAATCAACCTCTCTTG TCCATTGGAAAATGGTTTGAA 265
Ad01A6901 Aradu.A01 6901 p2 (TA)8 16 24563022 24563037 AGGATGCATATGGTCAAGTGG GAGTTGGGAACATTGGTTGG 280
Ad01A6904 Aradu.A01 6904 p2 (GA)6 12 24615787 24615798 CATCCTTCCCCTCATCTTGA TCTCTCGATCTCCACCCTTG 194
Ad01A6906 Aradu.A01 6906 p3 (TTG)7 21 24622343 24622363 GGAAATTGTGGGTATGGTGG CCTCTTCAGAGAGCAAGGGA 128
Ad01A6907 Aradu.A01 6907 p2 (TA)10 20 24637388 24637407 ACTTCATTCTAGTACTTTTGGATCATT GGTGTAGCCTTAGGTTTCATTTTT 263
Ad01A6908 Aradu.A01 6908 p2 (TA)8 16 24660836 24660851 GGCGTCTAGAGAGAGAGCGA GCCTTAGGTCCCTCATTTTT 244
Ad01A6909 Aradu.A01 6909 p2 (AT)6 12 24675732 24675743 AGGACCGTGCACCATTTAAG CACATCATCCATTCACAACCA 190
Ad01A6911 Aradu.A01 6911 c (AC)6(AT)6 24 24704939 24704962 GGAACCTTCGATAACCATACGA GCCTTACAATGAATGTTTGTCAC 256
Ad01A6913 Aradu.A01 6913 p2 (AT)9 18 24730725 24730742 GCCTAAGCTTTACCTCACGTC CAGCTTAAACTCCGTGAGCC 275
Ad01A6914 Aradu.A01 6914 p2 (AC)9 18 24738193 24738210 TTTCAAGGTTGTAATGGGGC GGGACAAAATTACCCCAATG 263
Ad01A6916 Aradu.A01 6916 p2 (GM13 26 24746236 24746261 CGCTTCCCTGGGATACTTAG GAGTCCTTTGACTTGCGAGG 199
Ad01A6917 Aradu.A01 6917 p2 (TA)6 12 24748518 24748529 CTGCGGGCTATGGATAGTGT TCATGCCATAAAGCAAAGGA 252
Ad01A6918 Aradu.A01 6918 p3 (AGA)6 18 24761130 24761147 ATGGTCTTGATGGCTTTTGG ACAACCCCCTCTTCTTCACC 272
Ad01A6920 Aradu.A01 6920 p4 (GTTA)S 20 24793417 24793436 TCAAGATCTTCTTTTGACTTTCCA TTGAAGGAGAGAAAAGTGGGA 267
Ad01A6921 Aradu.A01 6921 p2 (TA)9 18 24811034 24811051 ATAAGTGTGTGGAGGTCGCC TTCAATCAAACCAACTGCTCA 212
Ad01A6925 Aradu.A01 6925 p3 (TCT)6 18 24870790 24870807 AAACCCCTCTCCCTCCACTA CTAGAGGTTTCTCCGGCCTT 246
Ad01A6927 Aradu.A01 6927 p3 (AAC)S 15 24876420 24876434 TGCCTATGGCAAAAAGATGA AACATCCAGTCAGGAGGGTG 248
Ad01A6928 Aradu.A01 6928 p3 (GAA)S 15 24888441 24888455 ACATAGAATGTTGCTCGCCC CAAAATCTCTTTCCCACCCA 125
Ad01A6930 Aradu.A01 6930 p2 (TC)7 14 24900942 24900955 CGAAAATCACTAACCATTTTTCAA GTTCTTGTCCTTGCTCCTGC 260



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A6932 Aradu.A01 6932 p3 (TTC)6 18 24931046 24931063 TACACCTCTCCCCCTCTCCT ACTCGGAGGTGGAAGCTTTT 211
Ad01A6934 Aradu.A01 6934 ¢ (T)10ctttttctttc 48 24936451 24936498 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 232
Ad01A6935 Aradu.A01 6935 p3 (AGA)7 21 24947318 24947338 AGGTTTCTCCGGTCTTTGGT AAACCCACACCTCTCTCCCT 161
Ad01A6939 Aradu.A01 6939 ¢ (CT)8caccacce 101 24996008 24996108 CCCCCTTCTTCCTTCTTCCT CCCAAATAAATGTCCAACACC 209
Ad01A6944 Aradu.A01 6944 p2 (CT)7 14 25023145 25023158 CATGGAAAAGTTCATAAGCCAA GGAAATCCAACAATTCGCTC 244
Ad01A6945 Aradu.A01 6945 p3 (AGA)7 21 25031616 25031636 TCTTGAGGTTTGTCTGGCCT AAACCCACACCTCTCTCCCT 167
Ad01A6946 Aradu.A01 6946 p2 (AG)10 20 25043947 25043966 AAACCTGGGATCGAGAGTCA TTTCTGGGCTGTTTCTGACC 244
Ad01A6947 Aradu.A01 6947 p3 (AAG)8 24 25049266 25049289 CTCGAAGGTGGAAGCTTTTG TTTTTGGCCGAATACACCTC 213
Ad01A6948 Aradu.A01 6948 p2 (GA)6 12 25060769 25060780 GAGAGAGAAGAGAAGAGGGTTCG AATTTTTGAAAATCACCCCC 249
Ad01A6951 Aradu.A01 6951 p3 (TTC)6 18 25074385 25074402 AAATCTTTCCCACCCAAACC TCCTCGAGCAAAGGAAGAAA 234
Ad01A6953 Aradu.A01 6953 p3 (TGA)6 18 25121754 25121771 CGACCTTTCCCTTTTTAGCC AGGACGAGTTTGAAGAGGCA 232
Ad01A6954 Aradu.A01 6954 p2 (AG)6 12 25185753 25185764 TTTTTGGGGAAGAGGTGTTG CTTGGTGCAGGGATGAATTT 128
Ad01A6955 Aradu.A01 6955 p2 (TA)6 12 25197828 25197839 ACCAGTTTTACCGTTTGGGG TGGTGGGGAAGCAATTTTAG 235
Ad01A6957 Aradu.A01 6957 ¢ (T)10gtatttctct 41 25204747 25204787 GATCGAACCGGACTAGCTCA TATGACCCATTCATTTGCCA 188
Ad01A6958 Aradu.A01 6958 p3 (CAA)S 15 25221473 25221487 CTCGTATGTGCCAAGGGACT AGGCTGCTTCCCATACCTTT 230
Ad01A6959 Aradu.A01 6959 p3 (CAA)S 15 25229293 25229307 AGTGTGTGAAGAGGGCAACC GTGTAGCACAAACCCCATCC 246
Ad01A6960 Aradu.A01 6960 c (A)10gagagaat 32 25237742 25237773 TGTGGTTCATGAATGGTTGG TCAGCTTTGCTAGAGTCCCC 248
Ad01A6964 Aradu.A01 6964 p4 (AAAT)5 20 25287402 25287421 TGTTTGCTGAATGAATGCTTG TCCCCAATTAGAGGTGTCCA 243
Ad01A6965 Aradu.A01 6965 p2 (TC)7 14 25297124 25297137 GAAGGAGGTCTCCTATGGGC GGATGTGATTGGTTGAGGGT 244
Ad01A6966 Aradu.A01 6966 p2 (TC)12 24 25307241 25307264 AATCATTCTCAATCGCGACC ACACGCACACGTAGAACCAG 266
Ad01A6967 Aradu.A01 6967 c* (CA)7(CACG) 97 25316553 25316649 TTGTTCCTTTTGCTACATTTTCAA AACAGCATTTGTTTGCCACA 269
Ad01A6968 Aradu.A01 6968 p2 (AT)7 14 25322081 25322094 TCCACTCCATTACATTTGTTTTT GCTGATGAGCATCTTCCTTTTT 252
Ad01A6972 Aradu.A01 6972 p3 (ATT)17 51 25326640 25326690 GGAAACACAGGTGACCCTTC GCGCTGAAGAAATAAAAGGAAA 215
Ad01A6974 Aradu.A01 6974 p2 (AT)8 16 25354015 25354030 TGGCAACGACAACATCTAACA CCGAAGGACAAGATAGCCAA 189
Ad01A6975 Aradu.A01 6975 ¢ (T)10gtatggact 64 25356477 25356540 CCCTTTCCCTCAAAACCTTC TGTAAGGCTTTCAACTCAATCAA 121
Ad01A6977 Aradu.A01 6977 ¢ (GAA)5gacgct 150 25374039 25374188 CTATTGGTTAAACACTTGTTGGC TTTTTACTCCCACAATCTCTCTTTTT 207
Ad01A6979 Aradu.A01 6979 ¢ (A)10gaaaaaac 142 25375789 25375930 TTGGACACTAGAATTTGAGGTTGA GAATTTTGCAATCTTTTGTTTCA 210
Ad01A6982 Aradu.A01 6982 p2 (AG)7 14 25380352 25380365 TGCAATAAAAGAAAATGGAAGGA TTTGCACCCTGTTTTTCTCC 233
Ad01A6986 Aradu.A01 6986 p2 (AG)6 12 25411269 25411280 CGGAAAAGCACACCAAACTT TTTTCGAAATCTCTTCCCCC 147
Ad01A6989 Aradu.A01 6989 p3 (GAA)5 15 25421079 25421093 CTCCCATGACTCAGAGGTGG CCCATATGGCCGAAACATAC 223
Ad01A6990 Aradu.A01 6990 p2 cn7 14 25429714 25429727 CGACGTGGAATCGAAAAACT CAGCTACCAAACCCTTTCCA 185
Ad01A6991 Aradu.A01 6991 p2 (TA)6 12 25432069 25432080 AGGAATGTCATTTGGAACATCA TTTTTCACATGTGCCACTTCA 263
Ad01A6999 Aradu.A01 6999 p2 (TA)9 18 25462513 25462530 CTTACCAAACCCAGGAGCAG TCCTTTGAACCCGACGTAAC 230
Ad01A7001 Aradu.A01 7001 p3 (GAT)7 21 25511646 25511666 CTGTTCAGGCCGATTACACC GGTACCCCTTTTGGACGATT 274
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Ad01A7004 Aradu.A01 7004 p2 (AG)7 14 25560562 25560575 CAATTGGGCAACATCAATCA CCCAAATCCAAGTCCAGAAA 274
Ad01A7005 Aradu.A01 7005 p2 (AG)6 12 25563953 25563964 CAATTGGGCAACATCAATCA CCCAAATCCAAGTCCAGAAA 272
Ad01A7008 Aradu.A01 7008 p3 (ATA)7 21 25586221 25586241 TTACTGAGTGCAAGCAACCG TCCAATAACAAAAGAAAGTTGGC 269
Ad01A7009 Aradu.A01 7009 p2 (AT)6 12 25587108 25587119 CCCGCATCATTCCTACAGAT AAAAGCAAAGAAAATTAAAGAAGCA 241
Ad01A7011 Aradu.A01 7011 p2 (AT)24 48 25601093 25601140 CCTGCTTAAAACTTAAAACCGC TTGTAAGAGGGATAGGAAAGTACGA 246
Ad01A7013 Aradu.A01 7013 p3 (TTC)6 18 25613402 25613419 CATGACCGAAACTTCACCCT CCTCGAGCAATGGAAGAAAG 167
Ad01A7014 Aradu.A01 7014 c (AT)8gaaactaa 53 25618774 25618826 AACCGCATAACCTTTCATAAACA TTTTTCCCTCGCCTTTATCTT 220
Ad01A7015 Aradu.A01 7015 p2 (TA)6 12 25622314 25622325 CCATGTTGGAGAAAGGGAGA TTTTTCAAAACTTCCTAACCGC 170
Ad01A7016 Aradu.A01 7016 p5 (AAGAT)5 25 25633121 25633145 AACACGACCCAAATCCAAAG TAATCCTTTGTCACCGGAGG 270
Ad01A7019 Aradu.A01 7019 p4 (ATTT)5 20 25662641 25662660 AGCCAGCCAAGCTTCAACT TCGAGTTTGGACAACTGACG 185
Ad01A7020 Aradu.A01 7020 p2 (AT)6 12 25696958 25696969 AGGCACATGCTATTCACAACA ACACCAAGAATGGAGATGCC 254
Ad01A7021 Aradu.A01 7021 p2 (AG)21 42 25707316 25707357 CCCAAGCTCGAGTTTCTCAC TGGGTTTGATTTGGGTGATT 224
Ad01A7023 Aradu.A01 7023 p3 (ACA)6 18 25721715 25721732 AAAATCCACAATGGCTCTCG TGGCGTTGTTTGATTCATGT 149
Ad01A7026 Aradu.A01 7026 p2 (GA)10 20 25725458 25725477 CGATCTACCAATTGACCATGAA CGCCGTCTACTTTCTCAACC 258
Ad01A7027 Aradu.A01 7027 p3 (AGA)5 15 25725704 25725718 GGTTGAGAAAGTAGACGGCG GCATTCATTTCCGCATTCTT 264
Ad01A7030 Aradu.A01 7030 ¢ (CAC)7caacac 81 25733968 25734048 ACGTTTTCACACTTGAGCCC TGGTGGGTTTTGGTTCTGAT 279
Ad01A7031 Aradu.A01 7031 p2 (AT)6 12 25737107 25737118 TGGTCATAGGATTATTAAAAAGGACA TGACAGTCGCAGGTCAAAGA 250
Ad01A7034 Aradu.A01 7034 p2 (AG)9 18 25766684 25766701 CATGGAAGGGAGAAGCAGAG ACAGTGACAGTGATGGCTCG 201
Ad01A7036 Aradu.A01 7036 p2 (CT)6 12 25803646 25803657 ACAGCTCAACCAAAATTGCC CACCATGCAAAAAGGAAAGAA 270
Ad01A7037 Aradu.A01 7037 p4 (AAAT)5 20 25806322 25806341 GGAATTTGTGGGAGCAAAAG TGGGTGATTTTGTCCCCTT 182
Ad01A7040 Aradu.A01 7040 p2 (TA)7 14 25843080 25843093 CAGGATATGGATGACGGAGC GGCAGCACCACTCTGATAGC 256
Ad01A7041 Aradu.A01 7041 p3 (GAA)5 15 25850617 25850631 GGCTCTATTTGGGCAGAACA AGCCCTAGCCATCTAGCCTC 258
Ad01A7050 Aradu.A01 7050 p3 (TCT)5 15 25900820 25900834 CCCATAAACCCCACCTACCT TTTCTCGCCCTCAAGAAAAA 230
Ad01A7055 Aradu.A01 7055 p2 (CT)6 12 25999576 25999587 CTTCTCACCTTCCAAAACGG ACATAGTGAAGGCGAGCCAC 213
Ad01A7057 Aradu.A01 7057 p3 (AAG)5 15 26004490 26004504 TCACCCTCGAGCAAGAGAAG ATTTCTTTCCCACCCAAACC 195
Ad01A7058 Aradu.A01 7058 p3 (AGA)5 15 26013267 26013281 TTAGAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 161
Ad01A7063 Aradu.A01 7063 p3 (AGA)S 15 26064311 26064325 TCTCCAGCCTTAAGTGCCAT TTCCCCATCAACTCTTCACC 217
Ad01A7067 Aradu.A01 7067 p2 (GT)6 12 26104471 26104482 CCAAAAGCGGAAAACCATAA ACCTCAACCAATGTCCCAAG 105
Ad01A7075 Aradu.A01 7075 p2 (TG)7 14 26169752 26169765 AGATGGAGGGTGGAAGTGTG AAATCCCCATTTTGTGCGTA 273
Ad01A7076 Aradu.A01 7076 p2 (AT)10 20 26172486 26172505 CATGGTGGGCATAACCATAA TTCAAGTTTTGATCTTTGATTCTAGC 279
Ad01A7078 Aradu.A01 7078 p2 (AT)7 14 26182959 26182972 TCAAAATTCCTCGGACAACA TGCACCGAGAGTTACATGCT 182
Ad01A7080 Aradu.A01 7080 p2 (GA)7 14 26191531 26191544 TTAGCTTCGTCGCCAAGATT TCAGGCAAGCTCTAGCAGTG 228
Ad01A7081 Aradu.A01 7081 p2 (TA)7 14 26201229 26201242 TTACTTGGGGCATTTTGTCC TGAAAATCTTGGGAATTGGG 179
Ad01A7082 Aradu.A01 7082 p2 (GA)7 14 26204953 26204966 AGGACAGTGGGAGTGACCAG CCTCCATTTCCAACCTTCAA 233
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Ad01A7085 Aradu.A01 7085 p3 (ACA)8 24 26212415 26212438 CTAGAGGTTTCTCCGGCCTT CAGGATCTCCACCTATCCCA 211
Ad01A7086 Aradu.A01 7086 p3 (TGA)S 15 26226181 26226195 CCTGAAAGAGCAATTCCGAG AAACCGGCTGAGTAGCTTCA 200
Ad01A7087 Aradu.A01 7087 p3 (CAT)5 15 26239267 26239281 TTGGCAAAAGTAAACGGAGG CGGAAGAGTTTGGATTCTGC 227
Ad01A7089 Aradu.A01 7089 p3 (TAC)5 15 26272499 26272513 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 278
Ad01A7091 Aradu.A01 7091 c (TTCTC)7ttatc 139 26304436 26304574 CGTGACCACCTGCCATATTT CTCAGCACAATCAGCAAATCA 267
Ad01A7100 Aradu.A01 7100 p2 (AG)7 14 26339087 26339100 TGAAAACAAAAGAACATTAAACTTGG ATGCATCCATTCAGGGAGAG 152
Ad01A7101 Aradu.A01 7101 p3 (TTC)6 18 26372427 26372444 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 239
Ad01A7104 Aradu.A01 7104 p2 (TA)8 16 26388890 26388905 GGTTTCCTCACACGCAAGTT CTCAGAGGCATAGCCAGTCC 266
Ad01A7105 Aradu.A01 7105 p2 (AT)13 26 26392758 26392783 GCGAACTGACTTCTTTTGGG CTCCTAACTCAGCCTGCGAA 213
Ad01A7107 Aradu.A01 7107 ¢ (GA)13t(AG)8 43 26397363 26397405 GAGGGAGCGGATAAAAGAGG TCCTTTTCTTCTTCGCGGTA 227
Ad01A7108 Aradu.A01 7108 p2 (GA)7 14 26406629 26406642 TGAATGGAATTTGGTGGGTT GCACGCCTAAATAGAGCAGG 266
Ad01A7110 Aradu.A01 7110 p2 (GA)8 16 26414084 26414099 AATTTTGGAGGTAGGTGGGG TAACGCCAGAATAGGGCATC 276
Ad01AT7112 Aradu.A01 7112 p2 (TG)7 14 26458609 26458622 TGCGATATGGATTTGTTGAGA AACTAGGGACAAGGTGAGGATG 202
Ad01A7114 Aradu.A01 7114 p3 (CTT)5 15 26472618 26472632 TTTCTCCTTCCATGGTTTGG CAGGGAGAAGGAGAGCTGAA 144
Ad01A7115 Aradu.A01 7115 p2 (GC)6 12 26500138 26500149 ACTAATTGCTCCCCCTTGCT GAGGATTTACCAATCGACGC 177
Ad01AT7117 Aradu.A01 7117 p2 (GA)6 12 26505150 26505161 ATTTCAATCCAGTTTTCGGC GGTTCATAAGCCATTTGGGA 277
Ad01A7118 Aradu.A01 7118 p2 (AT)10 20 26534192 26534211 TGAAGAACAAAAGCTTGCGA ATGCCACAAGCACATGGTTA 228
Ad01A7120 Aradu.A01 7120 p3 (TTC)5 15 26566023 26566037 CAAACCCGACCTACCTTCAA TCCTCGAGCAAAAGAGGAAA 221
Ad01A7123 Aradu.A01 7123 p2 (CT)7 14 26579642 26579655 TATCGCTGGTAATCTTGCCC AGGAAGGAGGCAGTTCCAGT 237
Ad01A7126 Aradu.A01 7126 p2 (AT)12 24 26584488 26584511 GGTTGATGGTTGAATGATGG GGCTCATTTGGTTTGGTCTG 234
Ad01A7127 Aradu.A01 7127 ¢ (T)10cattttatttt 38 26585862 26585899 GTGATTGAGGCTGTGATTGC GTTGGTAAGGCTTGGGAACA 232
Ad01A7130 Aradu.A01 7130 p5 (AAAAT)6 30 26615767 26615796 TGACCCCAGAGTCTTTCTCG CCTAACCAATTTCTCTCTCCTCA 259
Ad01A7133 Aradu.A01 7133 p3 (AGA)5 15 26661273 26661287 TCCTCGAGCAAAAGAGGAAA CCGCCATATTCTTCACCACT 266
Ad01A7134 Aradu.A01 7134 p2 (AG)7 14 26661535 26661548 TTGGAAGGGAAAGTGGTTTG CAAGATCCCCACCTACCTCA 145
Ad01A7137 Aradu.A01 7137 p2 (TA)6 12 26686150 26686161 TGAAAGGCCTGCTTTTTCAC TTTTTGGTGTTGATTGCTTGA 220
Ad01A7138 Aradu.A01 7138 p2 (TG)12 24 26696062 26696085 CTGCCTGAAGCTATTCCCTG TCGCAACAAAGTAAATTGCAT 256
Ad01AT7142 Aradu.A01 7142 p3 (TTG)S 15 26730832 26730846 AGGTATGGTTTCGGTTTCCC TCATACCATCAAGGCATCCA 197
Ad01A7143 Aradu.A01 7143 p3 (CAA)S 15 26734692 26734706 AGTGTGTGAAAAGGGCAACC GTGTAGCACAAACCCCATCC 247
Ad01A7145 Aradu.A01 7145 p4 (AATT)S 20 26768334 26768353 CATCCGATATCCAACCAACC TTCGATTCTGGCTTTGCTTC 272
Ad01A7146 Aradu.A01 7146 p4 (AAAT)6 24 26770745 26770768 GTGGCAGTGACCGGTAGATT AAAAATCATTTGTTTCCTTCGC 241
Ad01A7148 Aradu.A01 7148 p2 (CTe6 12 26793088 26793099 CTGAACGCCAGTAACAAGCA TGGGGAAGAGTGGATGGATA 277
Ad01AT7149 Aradu.A01 7149 p3 (TTC)7 21 26793253 26793273 TCTCCATTCATGGTCATCCA CGTCCTCGAGCAAGAGAAGA 204
Ad01A7152 Aradu.A01 7152 p3 (AGT)5 15 26824484 26824498 CCGTCCAATTATGCATCTCA TATGAGGTTTGGGCAAGGAG 217
Ad01A7153 Aradu.A01 7153 p3 (AAG)5 15 26845069 26845083 TCATTGGAATTCTTCCTCGC GAGGATCTGGATGAGGTGGA 234
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Ad01A7155 Aradu.A01 7155 p2 (AG)7 14 26905327 26905340 TGCGGTGACGATACTGTAGG AGCCATTTCATTTCGGCTTA 250
Ad01A7158 Aradu.A01 7158 ¢ (T)14caaatagtt 40 26923898 26923937 TCAGACCCAGATCAGCATCA TCGGTTTTTACACCGGAAAG 218
Ad01AT7176 Aradu.A01 7176 p2 (CT)6 12 27088800 27088811 AGATTTCGCAAACAGCGAAT CAAAGAACATTGAACCTGGGA 251
Ad01A7178 Aradu.A01 7178 p3 (CAA)7 21 27129799 27129819 TCCATAGCTGAGTCTGGCCT GGGTTCGTGTTCTGGGTAGA 104
Ad01A7180 Aradu.A01 7180 p2 (CT)7 14 27137343 27137356 TGTCAGCAACTTGAGCCTTG TGGATCTCCTTCATCCTTGC 218
Ad01A7185 Aradu.A01 7185 p2 (AC)6 12 27166916 27166927 TCAACTCAAACCCACACTAACC CCGTCCCTCTTTCTCTTTCC 123
Ad01A7187 Aradu.A01 7187 ¢ (T)10c¢(T)10 21 27177111 27177131 GTTGGTTTGAATGGGGAATG GCCTATCTCCAAATTCAGCG 174
Ad01A7189 Aradu.A01 7189 ¢ (GT)8ttgggttct 53 27192030 27192082 TTTGAAGAAGGCAAGGCAAT TGCGTAGCAGACAACTTTGA 199
Ad01A7190 Aradu.A01 7190 p2 (TA)6 12 27197955 27197966 TTGCCCTTAGGCTAGTTTGTG TACACCTGGTCAACGCACAT 260
Ad01A7200 Aradu.A01 7200 p3 (TAT)S 15 27245377 27245391 TTTGAGTGAAAAACAAAACTCCA CACATGACTTCATACGTAATAATTTGA 212
Ad01A7201 Aradu.A01 7201 c* (TAT)7(T)10* 30 27246187 27246216 GAATCATATATTCTTATCAGGTGCCA TTTCCCTCCAAAATGAATGC 276
Ad01A7207 Aradu.A01 7207 p2 (AC)6 12 27265635 27265646 GCAAGGGTGAGGCTATGTGT AGGGGTAGCTAGGCGTGATT 121
Ad01A7210 Aradu.A01 7210 p2 (CT)6 12 27291081 27291092 TCTTCGATGAATGGCATGTG GCAAGCAAACCTCTCTCACC 114
Ad01A7211 Aradu.A01 7211 p2 (TA)6 12 27293401 27293412 TTGGATTAATTGAGGGCTGG AGTTACATTTGCCCCATCAA 272
Ad01AT7212 Aradu.A01 7212 ¢ (AT)9gggtctgtt 118 27294573 27294690 GCACGAAAGCGTTAACACAC TATGGTAAGTTTGGGGGTGG 276
Ad01A7219 Aradu.A01 7219 ¢ (TA)6tcataagg 72 27316119 27316190 TTTTGCCAAACGTGTTAGAGA ATGCCAGCATCATGGAATCT 250
Ad01AT7220 Aradu.A01 7220 p3 (TTA)7 21 27321054 27321074 GCTGTTTACCCCATGCTCTT AAAAGATAAAAATGATGAAAAACGA 275
Ad01A7223 Aradu.A01 7223 p2 (AT)15 30 27394485 27394514 GAGTTCGCACACCATTCTCA ACATTGCCCAAGCCAATAAT 113
Ad01A7224 Aradu.A01 7224 p3 (AAG)6 18 27406859 27406876 AGTGGTTTTGATGGGCTTTG CCGAATACACCTATCCCCCT 249
Ad01AT7226 Aradu.A01 7226 p2 (AG)7 14 27420591 27420604 TGACCTGTACGAACCAGCAG CATTGAACCTGTGATGCAGAA 260
Ad01A7227 Aradu.A01 7227 p2 (CT)6 12 27428323 27428334 ATCCAAGGGGAAGTGTTGTG AATAATGGCGCCCAAACAT 218
Ad01A7235 Aradu.A01 7235 p2 (CTe6 12 27482634 27482645 ACAGCAGTGGGAGCAGAGAT AAGCAACGTTCATGTTTCCC 278
Ad01A7236 Aradu.A01 7236 p3 (TCA)5 15 27485416 27485430 ATGCTTGCTTGCTAGCTTCC GGTGCAGTGAAACAGCAAAA 236
Ad01A7238 Aradu.A01 7238 p3 (GAA)7 21 27540214 27540234 AGGGCATCATCATACCTTGG GGTTTTGGTTTTGGTTAACTGG 260
Ad01A7239 Aradu.A01 7239 p2 (TC)10 20 27540456 27540475 CCAGTTAACCAAAACCAAAACC TGAGTGAGAGAGAGGGGGAA 188
Ad01A7240 Aradu.A01 7240 c (TC)6tgct(TC) 28 27540615 27540642 TCTTTATCTCCTCTCCCCTTCA GACGAGGTGGAGAAAGAGGG 268
Ad01AT7241 Aradu.A01 7241 p2 (CM9 18 27540806 27540823 TCTTTATCTCCTCTCCCCTTCA GACGAGGTGGAGAAAGAGGG 268
Ad01A7243 Aradu.A01 7243 ¢ (TC)7ccctttect 39 27541128 27541166 TCTCTCTGTCTCTCTCTCCGC AAAGAGAGGGGAGGAAAAGG 263
Ad01AT7244 Aradu.A01 7244 p2 (GA)19 38 27541582 27541619 AGGGAGAGGAGGGGAAAGA CCTCCCCTTTCTTGCTCTCTA 121
Ad01AT7245 Aradu.A01 7245 ¢ (A)1lgagtaattt 35 27544918 27544952 TCCAATTGCAGGTTTTGGTT ACTGCTGCTGCTGATGAAAA 261
Ad01A7246 Aradu.A01 7246 ¢ (AG)10at(AG) 74 27550725 27550798 AATTTCATGAACCAGTCGGC GAGGCCTGACTTTTTCCCTC 189
Ad01AT7248 Aradu.A01 7248 p2 (TC)21 42 27561100 27561141 CGGCGAGGTTGTTTTCATAA TCAGAAATGGATACAAATGCAAA 212
Ad01A7249 Aradu.A01 7249 p2 (TC)9 18 27581122 27581139 TTTAATGCATTTTTGCACGC CGTGTATTTTGGCTTGGGTT 207
Ad01A7250 Aradu.A01 7250 p2 (CG)6 12 27585258 27585269 TCCATACCTTGACCCGAGAG TGGTGTTTGGAAGTGTTGGA 252
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Ad01A7252 Aradu.A01 7252 p3 (AGA)7 21 27592550 27592570 TATCTCCCATGACTCGGAGG TCTTCTCCCACTTAGCCGAA 222
Ad01A7255 Aradu.A01 7255 p2 (TC)6 12 27606199 27606210 ATTTTTGCACGCCTAAATGG AATTTTGGAGGTAGGTGGGG 153
Ad01A7256 Aradu.A01 7256 p2 (AT)6 12 27617957 27617968 GTTGGATTTTCCTTGGGGAT TTCGTGGTTTTCCAATCCAT 263
Ad01AT7257 Aradu.A01 7257 p3 (ATT)6 18 27621910 27621927 CGTTGCCCAAAGTTCTTAGC TGGAGGATCCTAATTGCAGG 192
Ad01A7258 Aradu.A01 7258 p4 (ATTT)6 24 27623037 27623060 ACATAAGGGCTGGTCCAGAA TGGGATCAGACCAGAAAAGC 277
Ad01A7259 Aradu.A01 7259 p5 (TTTTC)S 25 27625913 27625937 TTGTGTTCCCTGATGTCAACT TCCAAACTCTTTTGGTGATGG 272
Ad01A7260 Aradu.A01 7260 p3 (GGA)5 15 27628049 27628063 GGTGCCAGGAATGAAGAAAG CATGGTCACGGAGAGAGACA 133
Ad01A7266 Aradu.A01 7266 p3 (TTC)6 18 27661953 27661970 TCTTCTCCCACTTAGCCGAA TGCCATTGATGGTAGTGGAA 159
Ad01AT7273 Aradu.A01 7273 p4 (TTAT)S 20 27726618 27726637 ACAACAAGCCACCATGACAA GCGTCATTGATGCTTACGTG 236
Ad01A7280 Aradu.A01 7280 ¢ (T)12cctttgtgar 109 27753226 27753334 CACTTCACCTTGATTGCTTGAG TCCAACGGTGAACAACTGAA 242
Ad01A7281 Aradu.A01 7281 p2 (CT)7 14 27756605 27756618 CTGCCAGTAAATCCGATGGT GAAGGAGCTGGTTTTGGTGA 223
Ad01A7283 Aradu.A01 7283 p3 (TAT)S 15 27766678 27766692 TGAGATTCGTGCCAAATGTT TCAACAACGTGTGTGGTGAT 277
Ad01A7285 Aradu.A01 7285 p2 (CT)22 44 27767473 27767516 TTCTGGAAGCTTCTGGTAGTTTA TCATTGAAATCAGTGTCGCA 265
Ad01A7293 Aradu.A01 7293 p3 (ATC)5 15 27804967 27804981 CCTCTTCTTCCACCGACTTG GTCAAACCAAAGCCACCAGT 184
Ad01A7297 Aradu.A01 7297 p2 (TA)7 14 27816789 27816802 CTATCCGGCCTTCCTTTACC CCACACAAAGACTTACGCGA 249
Ad01A7303 Aradu.A01 7303 p2 (GA)6 12 27860718 27860729 AAGGAAATTGGGATTGGGAC CTCTCTCACCATCAGCACCA 181
Ad01A7306 Aradu.A01 7306 p2 (TA)6 12 27905314 27905325 GTGTCCCTTTTGGGTTTCCT AAAAATCGCAACTCGAAAGC 209
Ad01A7307 Aradu.A01 7307 ¢ (A)11lgtgttatag 41 27906159 27906199 TTGGTGTCCTAGGTTTTGTGA TTGGATAGTCAAATTAAAGCCCA 273
Ad01A7310 Aradu.A01 7310 p2 (TA)10 20 27907514 27907533 TGTCCTTACACTTGTTTTATTCGC CTCCTGATGCCAAAGTCTCA 277
Ad01A7311 Aradu.A01 7311 p3 (GAA)5 15 27908839 27908853 TGTTTCTGCTCCTACAAAAGG TTGGCTGTAAAAACAGAAGTAGAGG 100
Ad01A7312 Aradu.A01 7312 p3 (ATT)7 21 27909052 27909072 TTGGCCTATATACCTTAGAAATCAAAA TTCCCTTCATGGAGCTGATT 223
Ad01A7314 Aradu.A01 7314 ¢ (GAA)6tctacgt 110 27910714 27910823 GCAAAATGTTGGTGTTATTGG TTTCAAATCACGTGCTTCCTT 228
Ad01A7317 Aradu.A01 7317 p2 (TA)6 12 27919765 27919776 TTGCATGTGCAGTAGCTGTT CCATTTTATGCTTTTTAATTGCC 253
Ad01A7322 Aradu.A01 7322 p3 (TGA)6 18 27927010 27927027 GTCAGTGGGAGGGTCTTCAG AACAACCAACACCAACAGCA 280
Ad01A7323 Aradu.A01 7323 p2 (AG)6 12 27927241 27927252 AAAACCCAAAAAGGGAGTGG TGGAAAGAAAAATGGGAGCA 199
Ad01A7325 Aradu.A01 7325 p2 (AT)8 16 27934930 27934945 AGCGGAAGAAGAAGGGATTT GAATGCAGCAGGTGAAGAAA 279
Ad01A7330 Aradu.A01 7330 p3 (ATC)24 72 28022889 28022960 TGATCAAATGTCTCTTTGGTAAACA TTGGACACAACATAGCTTTGAA 164
Ad01A7331 Aradu.A01 7331 ¢ (AAT)22gaagt 118 28023529 28023646 TTTAATTTCGAACAAATGTCTTTCA AACAATTTGATAAAAGTATCGTCATTT 266
Ad01A7333 Aradu.A01 7333 p3 (AAT)5 15 28027863 28027877 TGACAATTGAGCTTTCACCG CCTCCACCATAAGTACCTGC 209
Ad01A7336 Aradu.A01 7336 p2 (TC)6 12 28060818 28060829 CCCAAATTTCAAACACCTCC CATCTTGTGCAGTGGGATTG 263
Ad01A7337 Aradu.A01 7337 p3 (TAT)7 21 28061074 28061094 CTCAACCTCCCTCCTTTTCC CTCGAGTTTGGGTTGTTGGT 275
Ad01A7338 Aradu.A01 7338 p4 (GTGC)5 20 28067843 28067862 GTACGCCTAAACTTCGCAGG AATGCTCGAGCCATAAGTCAA 265
Ad01A7340 Aradu.A01 7340 c (TTTTC)6ttcal 132 28078663 28078794 AGGCTTCCCTGTTGAGCAT ATTCACGGCAGTTAGCTTCG 262
Ad01A7343 Aradu.A01 7343 p2 (AT)9 18 28099183 28099200 TTTTTCTTGTCCTGACTTTTGGA TGTTTGTAGCATAAACGAATTAAAATG 272
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Ad01A7344 Aradu.A01 7344 p3 (TAT)6 18 28105864 28105881 CAATGTAAGCATGCGCAAGTA TGGTCCATCAGAGAGAAACAAA 147
Ad01A7345 Aradu.A01 7345 p2 (AT)7 14 28107417 28107430 ACCCTCACACGTACCCCATA GGCGACAAACATTTTTGAACA 265
Ad01A7346 Aradu.A01 7346 p2 (CT)6 12 28123902 28123913 CTTGAGCCTTGAGCTTCACC CCCTCCATAATGCTTCAACC 267
Ad01AT7347 Aradu.A01 7347 p2 (CT6 12 28133316 28133327 CTTCAAAGCCATTTTTCGGA AAGCCATTAACCAAAGAAGCA 174
Ad01A7348 Aradu.A01 7348 ¢ (CGC)5cctactt 53 28135388 28135440 TAGGGTTTTGCATTTGGAGG TCACAGAAGAAGAAGCAGCG 269
Ad01A7350 Aradu.A01 7350 p2 (TG)6 12 28146393 28146404 CCACAAAGGTTTCCAAAGGA ACGTCATGCAAGATTCTCCC 122
Ad01A7351 Aradu.A01 7351 p2 (AT)9 18 28146552 28146569 AGTGCATGCATGACCAATGT GAAGCAACAATTACAACCCTCC 153
Ad01A7353 Aradu.A01 7353 p2 (AT)7 14 28153068 28153081 CACCAGGTTGTAATGATTTTCG CTGGTTGAACCGGTTGACTT 272
Ad01A7354 Aradu.A01 7354 p2 (AG)6 12 28155014 28155025 GGGGGAATACATCCATTCAA AACCAAATTGGCAACATCAA 233
Ad01A7355 Aradu.A01 7355 p3 (AAG)5 15 28157171 28157185 CCTCTCCCATTGGACTTGAC ATGGCCTAGGGAGAGGTGTT 216
Ad01A7356 Aradu.A01 7356 p3 (CAC)7 21 28160157 28160177 ACCAACCAACACCAACACC CGCCTCTACTTCTTGCTTCG 252
Ad01A7360 Aradu.A01 7360 ¢ (AC)6(AT)6 24 28192709 28192732 CCAAACAGAAAAGGACGGAA ACTGGTTGGCTCAATGGTGT 272
Ad01A7367 Aradu.A01 7367 p3 (CAA)S 15 28238819 28238833 TCACTGGAAATGCTCTGCAC GTTGCCCATTTGCATTTTG 278
Ad01A7368 Aradu.A01 7368 ¢ (TA)10tg(TA)! 34 28247976 28248009 CGTGAGTGTTACGACTTCGC TATCCCTCAGGCTCACAAGG 241
Ad01A7370 Aradu.A01 7370 p6 (ATTTTA)7 42 28254795 28254836 AAGAGAGTGTCATGTGACATATTTTAG TTCCCCATCTCTCTTCCTTTC 251
Ad01A7373 Aradu.A01 7373 ¢ (TAA)6aacaaa 64 28255986 28256049 ATCTTGCAGGAGAGGGGAGT TTTTCCCTTTCGGTTTCCTT 277
Ad01A7374 Aradu.A01 7374 p3 (AAT)24 72 28256250 28256321 AAGGAAACCGAAAGGGAAAA AACTAGACGCCTGTGGCAAT 261
Ad01A7375 Aradu.A01 7375 p3 (TCA)6 18 28275675 28275692 TCCTATGCCATCGTAGGGAG ACATTCCGATCCAACACACA 165
Ad01A7376 Aradu.A01 7376 p3 (TAA)20 60 28276667 28276726 TGAGTCAGGAATAGTGAGCTTCC AGGACAACTTGGTATCTCTTCG 177
Ad01A7380 Aradu.A01 7380 p3 (AAC)S 15 28281109 28281123 CATTGTGGTGAATGCAGACC ACATGACAGAGCACAATGGC 215
Ad01A7389 Aradu.A01 7389 p3 (AAT)17 51 28339121 28339171 TGTGTCATATCAATCCACACAAG TGAATCTCATTCACATTCGGA 279
Ad01A7392 Aradu.A01 7392 p3 (AAG)6 18 28385856 28385873 TAAGGCTTCATTCTCGTCGC AGGTTGGCCACCATTTCTAA 249
Ad01A7393 Aradu.A01 7393 p2 (GA)9 18 28387069 28387086 GAATGCTCTTTGTGAAGCCA TCACAAAGTCACAGGCATCC 227
Ad01A7394 Aradu.A01 7394 p2 (TA)6 12 28393981 28393992 TCCGATTTGTGTGAAAACGA CAGGAGCTGAGGGAAGAAGA 264
Ad01A7396 Aradu.A01 7396 p2 (TA)8 16 28400661 28400676 TTTTGCATTTATGCATGTTGG AAGAGGGCCTCGAATAGACA 250
Ad01A7402 Aradu.A01 7402 p2 (AG)6 12 28509852 28509863 TTGAAGGGTGAGGTAGGTGG TGCAGGGATGACTTTTCCTT 146
Ad01A7404 Aradu.A01 7404 p3 (GAA)S 15 28519037 28519051 CCAGCAAGCAAGATCAATCA TTGGGTTACCTCCCAACAAG 192
Ad01A7407 Aradu.A01 7407 p3 (TTC)6 18 28551038 28551055 TTTTCTTTTGGGCTAGTGCC TTGCTTAATGTTCCAAGCCC 231
Ad01A7408 Aradu.A01 7408 p3 (GTT)16 48 28562639 28562686 TCCTAACCAGCACATCTCCA CCAAATCATCCCATCTTGCT 206
Ad01A7409 Aradu.A01 7409 p3 (ATC)6 18 28564190 28564207 CAAACCCTAACCTGGAGCAA TGAGTCGAGGCAATGAAGTG 243
Ad01A7413 Aradu.A01 7413 p2 cn7 14 28651357 28651370 AAGGCACATTGAACCTGGAA TTTTTGACCCAGTTTTTGGC 219
Ad01A7414 Aradu.A01 7414 p2 (CT8 16 28657724 28657739 AAGGCACATTGAACCTGGAA ATCCATTCATGGGGACGATA 161
Ad01A7418 Aradu.A01 7418 p3 (TCT)6 18 28666608 28666625 TTTCACGCGCTTCCTAATTT TCAATTCAAACCATCAGCGA 178
Ad01A7419 Aradu.A01 7419 p3 (TCA)5 15 28666896 28666910 CCTCCTCATCTTCTGCTGCT CGAATGTAAGTCCATCATCTTCC 211
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Ad01A7420 Aradu.A01 7420 p3 (CTT)5 15 28667849 28667863 TTCTTCTCCCTCCTCCTCATC CGAATGTAAGTTCATCCTCTTCC 215
Ad01A7421 Aradu.A01 7421 p3 (CTT)6 18 28668232 28668249 TCTTCCTCCTTCTCATCTCCTG TTCTCCTCCTCCTCCTCCTC 262
Ad01A7422 Aradu.A01 7422 ¢ (AGA)5aa(GA 35 28668429 28668463 GAAAAAGGAGGAGAAACGCA TCAAATTGCCTAAAAGGGGA 240
Ad01A7423 Aradu.A01 7423 ¢ (AAT)5atgaaai 96 28692639 28692734 AAGACGGAAACAATATAAAAGCAA TCAACAAGACAACAATTAGTCATCAA 254
Ad01A7426 Aradu.A01 7426 c (TA)6ataaatate 40 28716860 28716899 TAATTTCCGACAGGGCTTTT TTGAGGTGTCAATTTCTTATCAATTC 267
Ad01A7431 Aradu.A01 7431 p3 (TTA)14 42 28726855 28726896 TTTTTACGATTACCCGTGATAAGTT AAAATTGGGTTTTCCCCAAC 279
Ad01A7432 Aradu.A01 7432 p2 (AG)10 20 28736713 28736732 TTTGGGCTATTTTTGACCCA TGAATCTAGCATCAAAAGTTCACA 249
Ad01A7435 Aradu.A01 7435 p2 (GA)19 38 28749841 28749878 CGGGATCCTTCAGCAGTAAC TACACACCTTGCTGCTCCAC 273
Ad01A7437 Aradu.A01 7437 p3 (TCT)7 21 28750777 28750797 ATGGCGTGCTCCATATTCTC GTAGCGATGCCAAGAGAAGG 182
Ad01A7438 Aradu.A01 7438 p2 (AG)7 14 28751211 28751224 TGAAGAGGATAGTGGCTGGG CTGCAGCACCTAAATCACCA 130
Ad01A7442 Aradu.A01 7442 p3 (TCT)5 15 28772998 28773012 GCCGAATACACCTTTCTCCA GCTTTTGTCTTCCCTTTCCC 191
Ad01A7443 Aradu.A01 7443 p3 (TTA)S 15 28776771 28776785 AAGCAGAGATCCAACAGGGA CAACTCCGCACAACTAACCA 270
Ad01A7444 Aradu.A01 7444 p2 (AC)6 12 28785442 28785453 CGGGAGTTGAGACTAGCACC TGTAAATCAATGGCAGCGAG 221
Ad01A7446 Aradu.A01 7446 p3 (AAG)5 15 28791649 28791663 GAGGAAGAAGAACGTGCAGC CATAAAACAGCGCCAAAACA 262
Ad01A7448 Aradu.A01 7448 ¢ (TA)7c(AT)7 29 28796258 28796286 AGCCCCTACAGCAAAGTCAA AATAAAATGAGATCGACAAAGCA 177
Ad01A7449 Aradu.A01 7449 p3 (ATT)6 18 28797001 28797018 TCATCAGCTTGACAACAGCA CACGTGAGACTGATAGTTAACCAAA 242
Ad01A7450 Aradu.A01 7450 p3 (CAA)S 15 28797554 28797568 TATACTTCGACAAAGGCGGC GGAGGAAACTTTTGGTTTGG 170
Ad01A7452 Aradu.A01 7452 ¢ (T)12gaattttgtt 82 28800183 28800264 ACAAATAGGCAATGGAGCGA TGAATTTACAATGATTTTGGATGTTT 277
Ad01A7456 Aradu.A01 7456 ¢ (T)11gtttttatatt 72 28803156 28803227 TTGAGTAAACCATCAGTTCAAACA ACAACTCATCCAATTTGCCA 242
Ad01A7457 Aradu.A01 7457 p4 (AAAT)6 24 28824066 28824089 TCACGTTTGAGAGCACCAAG TTCGAAAACAAAGGGGAAAA 224
Ad01A7459 Aradu.A01 7459 p2 (CT)9 18 28857539 28857556 CTAATGCACTTGTGATGCGG TCAAGCACAAGCCACCATAG 260
Ad01A7460 Aradu.A01 7460 p3 (GTT)5 15 28880821 28880835 AGTGGTGAGTTGGGTTGGAG AAGCCACCCAAAACTTTCCT 254
Ad01A7461 Aradu.A01 7461 p2 (TA)7 14 28882235 28882248 GAGGACATAAAAAGACATACGAAAGA TGACGAGGCATTATGACACC 260
Ad01A7462 Aradu.A01 7462 c (A)10gagttttttt 115 28885498 28885612 ATATGCACATCGACGCGTAA GGCACCAAAATAATGCAAGAA 234
Ad01A7465 Aradu.A01 7465 p2 (TA)12 24 28894995 28895018 AAATTGGGCCTTCTAAACAGTC AAGAACAATTTATTTGTCAGATTGAA 263
Ad01A7469 Aradu.A01 7469 p2 (AC)17 34 28925160 28925193 CGTCGACCTTCTGAATTTCC AAGCTCCCAATCATCTTCCA 259
Ad01A7471 Aradu.A01 7471 p2 (AT)8 16 28937401 28937416 ACGGCTAGGGTTTCCACTTT GGCAAAAATCTCCAGCAGAG 171
Ad01AT7472 Aradu.A01 7472 p4 (TAAC)5 20 28941927 28941946 AACGCTTTGAAGGCAATGTT CCACCACAACCGTTTACCAT 238
Ad01AT7475 Aradu.A01 7475 ¢ (A)10gcaatgctt 67 28958376 28958442 GGAAATTTTAATTTTGCAATGTTTCT CCTCCGAGTCACAATCCCTA 262
AdO1A7479 Aradu.A01 7479 p3 (TTG)6 18 28968126 28968143 CGTTTGATTCATGTAGCCGA TAACCAAACGAAGCCCAAAG 280
Ad01A7480 Aradu.A01 7480 p3 (GAG)5 15 28968914 28968928 AGAGAGGAAGAGGGAGCCAC TGTCCTTTCTTGTCGCCTCT 179
Ad01A7483 Aradu.A01 7483 p2 (TA)7 14 28971163 28971176 CCAATAAGTGTCGGCTACCA CATGTCCCATACATGGTGGA 278
Ad01A7486 Aradu.A01 7486 p3 (TGG)5 15 28978776 28978790 GTACCCACGGGGTTTGTATG GGAATCGGTCGAAGTCCTCT 227
Ad01A7487 Aradu.A01 7487 p3 (TCT)5 15 28979500 28979514 AGGAGAACCTCAAGTCCGCT TGGTGGAAGGCCAGTATTTT 249



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A7488 Aradu.A01 7488 p3 (AAT)17 51 28984751 28984801 TTGTTAGTTAAATATTAATGCTCGTGG AAGTAACAACATGCTTCTTCAGACA 262
Ad01A7492 Aradu.A01 7492 p3 (GAT)5 15 28989506 28989520 TGTGCTGCTAGCCTGCTACT GAACCACCGTCTTCTGCATC 259
Ad01A7494 Aradu.A01 7494 p2 (CT1o 20 29006838 29006857 CATTGAACATGGAATTGAGAAGA AATTTGCATCCAGCGATTTC 221
Ad01A7495 Aradu.A01 7495 p2 (CM9 18 29013108 29013125 CATTGAACATGGAATTGAGAAGA TTTCTGGGCTGTTTTTGACC 203
Ad01A7497 Aradu.A01 7497 p3 (TTC)8 24 29037212 29037235 ATCCAAGCAATTTTGGCATC AGGAAGAACGCGAAGAACAA 181
Ad01A7498 Aradu.A01 7498 ¢ (AGA)6gaaa(C 191 29037972 29038162 TCGTTGGTGATGACGATAACA GGTCCAACACCAACAAAAATC 270
Ad01A7499 Aradu.A01 7499 p3 (TTA)6 18 29038336 29038353 TTTGGATGTGAAACATAGCCC TCCTGATTGCCTGAAAAAGAA 239
Ad01A7500 Aradu.A01 7500 p3 (TTG)8 24 29039216 29039239 CGATGTTGGTGTTCCACTTG TATCCTGTATGCCGACACCA 143
Ad01A7501 Aradu.A01 7501 p3 (GAA)5 15 29044600 29044614 CACAATGAAAGAAGCAGCGA GGTTTGATTGGTAGGCAAGG 240
Ad01A7502 Aradu.A01 7502 p2 (TC)12 24 29057439 29057462 TCTACCTTGAAGGCACAGCA CAACATCAGAGTAGCAGCGG 280
Ad01A7505 Aradu.A01 7505 ¢ (A)10ggtaaaga 73 29062863 29062935 TTTCAATTGGAAAAAGGCAT TCACTGAGTGCTCACCCAAC 178
Ad01A7507 Aradu.A01 7507 ¢ (M12(A)1lgae 142 29067460 29067601 TTTCCCTCAACCTTCTCTGC CCCGATTCATGTACGACAAA 280
Ad01A7513 Aradu.A01 7513 p3 (CAT)6 18 29094160 29094177 AAGCCTGAGCCTAAGGGAAG TGCGTATGATCAGAATGGGA 182
Ad01A7514 Aradu.A01 7514 p2 (TG)7 14 29094658 29094671 CGAATTTGGTCTTCAGAGGC GGAGCTCCCGTGAAATACAA 246
Ad01A7516 Aradu.A01 7516 p2 (TA)6 12 29095960 29095971 TGGTTATGCAAGTAAAAAGTGTGAA GGAGACCACACTCCTCCAAC 273
Ad01A7517 Aradu.A01 7517 p2 (TC)6 12 29103260 29103271 CATTAGCGGGAATTTTTCCA TCCTCACCATCGATCAATCA 167
Ad01A7518 Aradu.A01 7518 ¢ (T)10aattgagtc 68 29120575 29120642 TGCGAAATTTTCAATTAGGTCC TTAGTTGGGTCCATGCATCA 209
Ad01A7527 Aradu.A01 7527 p4 (AAAT)5 20 29156287 29156306 TGGTAGAGCATAGACTTTGTTGTTG TGTATCGATCAGAGATTGTCGAA 263
Ad01A7531 Aradu.A01 7531 ¢ (T)10cttttatttge 104 29159377 29159480 TCAGATTCCTGCATCAATTTTT TTTTAATTGGGTCCCTGCAC 169
Ad01A7537 Aradu.A01 7537 p2 (GA)7 14 29184037 29184050 ATTTAGACTCCCGGGTCGTT TCCACATGATTGCCATGTTT 273
Ad01A7538 Aradu.A01 7538 p4 (CTAA)S 20 29188252 29188271 AAGCATTCCCAAAGGCAATA TCATCATCCATGAAACTCATCT 280
Ad01A7539 Aradu.A01 7539 p2 (GA)6 12 29189629 29189640 ATTTAGACTCCCGGGTCGTT CAATTGCCATGTTTGTGGTC 265
Ad01A7541 Aradu.A01 7541 p2 (AG)6 12 29205278 29205289 TTTGGAAGGGAGATGGTTTG GCCAGGATTGCACTCTAAGG 246
Ad01A7543 Aradu.A01 7543 p2 (AC)8 16 29220012 29220027 ATGCACACATGCAAACATCA ATGGAAGCACCCCAATGATA 280
Ad01A7544 Aradu.A01 7544 p3 (GAA)6 18 29222904 29222921 TGACATCGAGAAAATATGATGGA TCGTACGCGAAACACCATTA 172
Ad01A7548 Aradu.A01 7548 ¢ (AT)6tttttttcaa 66 29254647 29254712 ACAACCGTCCCTTAGCTTTT CTTTGAAAATAGGCAACGGC 263
Ad01A7549 Aradu.A01 7549 p2 (TA)6 12 29255069 29255080 AGGATGCATTTTTCAGGTGAT TGTTTTGATCAATCCAATATTTTTGT 275
Ad01A7551 Aradu.A01 7551 ¢ (A)11cttgtttcac 88 29265053 29265140 TCCATCATGCAACTCAATGC TGCTTTGATTAGGGCTAACACTT 224
Ad01A7552 Aradu.A01 7552 p2 (CA)7 14 29316937 29316950 TTAGCTCATCCCAAGCCAAG TGAATTCTCGGGTCATCTCC 253
Ad01A7553 Aradu.A01 7553 p3 (TTG)S 15 29343682 29343696 GTGTAGCACAAACCCCATCC AGTGTGTGAAAAGGGCAACC 247
Ad01A7554 Aradu.A01 7554 p2 (CA)6 12 29347475 29347486 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 278
Ad01AT7557 Aradu.A01 7557 p2 (CTe 12 29374681 29374692 ACATTGAACCTGGGATCGAG TTTTTGACCCAGTTTTTGGC 231
Ad01A7558 Aradu.A01 7558 p2 (AG)9 18 29404606 29404623 AAAATGGCCAAACAACCAAA GGTCCCATTCCTTGATCCTT 272
Ad01A7559 Aradu.A01 7559 p2 (TC)8 16 29407137 29407152 TGATTACGCCTCCCTGATTC GCCTTTCCTTCCTTTCACCT 265
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Ad01A7560 Aradu.A01 7560 p2 (TC)8 16 29411773 29411788 AGCTCCTCCTTTTGTTGCCT ATATGCAGATTGGGTTGGGA 189
Ad01A7565 Aradu.A01 7565 p2 (AT)7 14 29451139 29451152 GGCTCTTGAAAGAACGACGA CCACCGGATACATAAATGCC 260
Ad01A7569 Aradu.A01 7569 p3 (AAT)22 66 29477147 29477212 TTTGTTGGCTAGTTCCAAGTGA GCCCTTAGGTTGATGTTATCTGA 248
Ad01A7573 Aradu.A01 7573 ¢ (AT)9gaacaaa: 62 29488611 29488672 AAAACACTATCCCAATTCCAAA AGCAACAGCAGAGGGAGTGT 280
Ad01A7576 Aradu.A01 7576 p2 (GA)6 12 29496653 29496664 GGGGAGATTTGTTGGGTTTT CCAACGGTGAACAACTGAGA 223
Ad01A7578 Aradu.A01 7578 p2 (CA)7 14 29540857 29540870 ACGGTGCTCAATGCTTTTCT AAGAGCGCGAATTGAAATGT 227
Ad01A7580 Aradu.A01 7580 p3 (CAA)S 15 29562625 29562639 GGTTCGAAGAACAAGACCCA TCCCAGTTGGAATTGGAAAA 257
Ad01A7581 Aradu.A01 7581 p2 (AG)6 12 29566250 29566261 GCATCCATTCATGGAGACAA TGGAGTTCATAAATCAAATTGGG 236
Ad01A7582 Aradu.A01 7582 p3 (TCT)6 18 29590780 29590797 CAAACAACACAACCCCCTCT CTCGGAAGTGGAAGCTTTTG 235
Ad01A7586 Aradu.A01 7586 p4 (TATT)6 24 29613872 29613895 TTGAAGCTTCCCAAACGAAC TCCATGCATCCAACAAACAT 218
Ad01A7587 Aradu.A01 7587 p3 (ACA)5 15 29616119 29616133 TGTTCAGCACTGAAATCCCA ACAATACTGATGGAAGGGCG 255
Ad01A7589 Aradu.A01 7589 p2 (CT)9 18 29627956 29627973 ATTCGAACGAAACTACGCCA CCCACACATACGATGATTGC 222
Ad01A7592 Aradu.A01 7592 p3 (AAT)7 21 29628960 29628980 TTCAACACAAAAGTGAAGCAAAA GTCGGGTTGAAAAGGAACAG 246
Ad01A7593 Aradu.A01 7593 p2 (GT)6 12 29634334 29634345 GGAGCACCGTAGCTCAAGAT AATGGAAAATCGGGGGTTAG 237
Ad01A7594 Aradu.A01 7594 p5 (TTTTA)6 30 29679851 29679880 AATTTTCGAATCCCTTGGGT CCATGATGGAGAAAGGGAGA 250
Ad01A7597 Aradu.A01 7597 p2 (cni1 22 29734786 29734807 GTTCCACGCAGCTACATTCA ACAACGACCACCACCACTTT 272
Ad01A7599 Aradu.A01 7599 p2 (AT)6 12 29749298 29749309 CCTACAAATCGCAAGCAACA GCATTAGCAAAATTTGGTCACA 278
Ad01A7600 Aradu.A01 7600 p2 (TG)6 12 29752652 29752663 GCGAAAGCTTTTGTTCAAGG CATACACAATCATGGCCCAA 204
Ad01A7610 Aradu.A01 7610 p2 (TA)7 14 29798904 29798917 AAATGTGGCAAGATAAGAACTATGG ATACTAGCGGCTCAACAGGC 267
Ad01A7611 Aradu.A01 7611 p2 (TA)11 22 29800809 29800830 TGAGCCATGTAAGTTTTAATTTATTGT AAACGGAAGATCATTAGACCCTT 159
Ad01AT7613 Aradu.A01 7613 ¢ (GA)9gggggge 66 29816032 29816097 GGAGAAGGAATGGGGAAGAG CTGGCAATTTGCATTTTCCT 269
Ad01A7614 Aradu.A01 7614 p2 (AC)20 40 29816994 29817033 ACATGTCGCACTCGAAACAG TCTTTTGGGTATGGACTGGG 205
Ad01AT7615 Aradu.A01 7615 p2 (AC)7 14 29817862 29817875 ACATGTGCATTCCCAAACAA TGATCGGGCATTTTAACTCC 226
Ad01A7616 Aradu.A01 7616 p3 (GTT)5 15 29827186 29827200 CTGCATGGAGTGTTGGAATG GCGGGAATTTTACACCAAGA 200
Ad01A7618 Aradu.A01 7618 p2 (TG)8 16 29847664 29847679 GGCGTCTGAATTTTCTTTGC TATCACGCTCCAAGCTCGAC 240
Ad01A7623 Aradu.A01 7623 p2 (AG)10 20 29862197 29862216 GCAAAATTTGATAAAGCGCC CCCTCCTTCTTCGTTCACAC 260
Ad01AT7624 Aradu.A01 7624 p3 (TTA)9 27 29862915 29862941 AGGAACACGAAATTTCAGCAG CCCACTTTTTCCTTTACCTTCA 251
Ad01A7627 Aradu.A01 7627 p2 (Cm1o 20 29866048 29866067 TGTCTTAAATTCGAACCGCA AAAGAAGAGCAGAAGCAGCG 217
Ad01AT7628 Aradu.A01 7628 ¢ (TC)6cecttcactc 47 29872647 29872693 AACTGGTTTCACTGAACTGAATTG AAAAGCGGAGGGAGAGAAAG 270
Ad01A7630 Aradu.A01 7630 p2 (CT)6 12 29873404 29873415 TCTCTCTCCCCCTTCCCTTA CGCTCTTTCTTCCCCTTTTT 266
Ad01A7631 Aradu.A01 7631 ¢ (GA)Baaaagaai 151 29875247 29875397 AGGGGGAGAAAGAGGGGC TCTCTCCTTCTTTTCCTTTCTCTC 249
Ad01A7633 Aradu.A01 7633 p2 (AG)13 26 29875964 29875989 GGGAGAGAGAAAAAGGAGGG GCACCAGTTTAAACCAGTTCAT 234
Ad01A7636 Aradu.A01 7636 p4 (ATTT)S 20 29879526 29879545 TGCTGCTTTGTTTCCTCGTA TTTTTAAGTATTGGTCACACGAGA 198
Ad01A7642 Aradu.A01 7642 p3 (TTA)17 51 29894152 29894202 TCTTCTTGCCCATCACATCA TGCACTCCATTAATCCCTCA 146
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Ad01A7645 Aradu.A01 7645 p2 (TA)6 12 29898453 29898464 AGATTCCCATCGCCCTTATT GGCAAAATGGACACACATCA 273
Ad01A7646 Aradu.A01 7646 c (A)10gaaaaage 81 29910028 29910108 TCATGCATTGAATGTTGAGC GCTTAACCTCCCACCTAACC 267
Ad01A7647 Aradu.A01 7647 p3 (ATA)20 60 29926175 29926234 ACATCGCACTCTCCCTGTCT TTTGTTTTGATGTTGTCAAATGAT 215
Ad01A7655 Aradu.A01 7655 p2 (GT)10 20 29968071 29968090 AAAGAACCCTAGCCCCTCAA AAGTCACAATGCTTACCGGC 160
Ad01A7656 Aradu.A01 7656 p2 (AT)6 12 29997081 29997092 CGGTTATATAGCCAACCCGA CTTGGGTAGATGCTGTGGGT 151
Ad01A7658 Aradu.A01 7658 p2 (GA)6 12 30009425 30009436 TGGAGAATCCAAACACAATGG CAAAACCACCTAACTACTTTTCCC 265
Ad01A7660 Aradu.A01 7660 p2 (TA)6 12 30036093 30036104 CATAATGTTTTGTGTTTTTGAGCA CGAAGTTGGACCTTGGGATA 124
Ad01A7663 Aradu.A01 7663 p3 (GAA)S 15 30055321 30055335 ATCAACCGAAGAGAGGAGCA TGCTTCGTGTGGAAGTGTTC 185
Ad01A7664 Aradu.A01 7664 p3 (TTC)5 15 30057012 30057026 TTGCACCCTGTTTTTCTCCT CAAACAAGTCAAGAAGCACCA 280
Ad01A7665 Aradu.A01 7665 p2 (AG)6 12 30060987 30060998 AGGCTACAGAGTGGGGGAAT CAACATCAGATAATCAACAAGGGA 194
Ad01A7667 Aradu.A01 7667 p2 (AG)15 30 30083064 30083093 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 250
Ad01A7669 Aradu.A01 7669 p3 (TTG)10 30 30092823 30092852 CTCTCCCTCGAGGTCCCTAC AACAGGCAGAAGCAGAAAGC 278
Ad01AT7672 Aradu.A01 7672 c* (A)12(AAG)6” 28 30126355 30126382 AGGGGAGAAACCAGCAATTT CTGGTGTTTGGTTTGTGGTG 125
AdO1AT7673 Aradu.A01 7673 p2 (TC)6 12 30127227 30127238 GCCCCAACTGCTGTCATAGT GGGAAAGAGAGAGATGGGCT 163
Ad01AT7676 Aradu.A01 7676 p2 (CT)7 14 30168627 30168640 CAAATCTGCCAACCTGCTTT AAAACCTTGTTAATGGGGGTG 130
AdO1A7677 Aradu.A01 7677 ¢ (T)10cattggatc 30 30188517 30188546 AATCGCTATTGGTTTGACGG CCCACACGTAAGAACCGACT 238
Ad01AT7679 Aradu.A01 7679 p2 (AT)7 14 30235509 30235522 CCAAACATTGTGGTAGGGATG GAATCTATCATGTTGTGGCGG 279
Ad01A7684 Aradu.A01 7684 p2 (AG)6 12 30251632 30251643 TAAAGTGGGGAATCCATCCA GGAACATTGAACCTGAAAATTGA 187
Ad01A7686 Aradu.A01 7686 p2 (TA)9 18 30258365 30258382 TGGACCTCACATCCAGACTT TCAAAAAGGAAGCAAGCAAA 280
Ad01A7687 Aradu.A01 7687 p3 (ATA)6 18 30259187 30259204 ATTCCATGGAGCTTCTGCTG TCATGAATCCACTCATCCCA 209
Ad01A7692 Aradu.A01 7692 p4 (TTTA)S 20 30282231 30282250 CAGCACAGGAAACACCAAGA TCCTCCTGCAAAACAAAAGG 203
Ad01A7696 Aradu.A01 7696 p2 (AT)6 12 30293828 30293839 TTCCAACGGATTCAGAAACA GAACCTGCAACAAAACAGCA 189
Ad01A7698 Aradu.A01 7698 p4 (TATG)7 28 30304391 30304418 TGTTTTTCAGATGCAGGTCG CTCAACTTGGGAAGCAAAGG 192
Ad01A7699 Aradu.A01 7699 p2 (TG)31 62 30305245 30305306 ATTTTTCAGATGCAGGACGC TCGACCTCTAGGAGGGACAA 243
Ad01A7700 Aradu.A01 7700 p2 (TA)6 12 30305483 30305494 ATTTCTAACCGGCCTTTGCT GGAGCCTTGAACAAAAGGGT 176
Ad01A7701 Aradu.A01 7701 p2 (GA)6 12 30306918 30306929 AAAGGGGGTTGGACTGTTTT TAGCGAGATTCATTGGCACA 222
Ad01AT7702 Aradu.A01 7702 p2 (GA)17 34 30309719 30309752 TGATTGAATTCTGGGGACAAG TGATTTGATAAGGGTTTAGGGC 279
Ad01A7703 Aradu.A01 7703 p2 (GA)10 20 30310970 30310989 GCAGCAAAAGAGGAAACCAA TCGTGTCTCTGTCCTCATCG 134
Ad01A7711 Aradu.A01 7711 p3 (AAT)8 24 30351728 30351751 TTGTGATTTTTGTGTATTATGTTTGTT TGAAACAAATCTAAAAGTTCTTGATGA 205
Ad01A7720 Aradu.A01 7720 p2 (TA)6 12 30384905 30384916 TCCATCCTCCAACCACTCTC GGGAAGGAAGGGAGCATAAA 143
Ad01A7721 Aradu.A01 7721 p3 (TAT)18 54 30385045 30385098 TCCATCCTCCAACCACTCTC AAAAAGCGACGAGGGATTTC 279
AdO1A7724 Aradu.A01 7724 p3 (TTG)6 18 30395681 30395698 AACATCCAGTGAGGAGGGTG AAGCCCAACCTTCTACAACAAA 234
Ad01AT7725 Aradu.A01 7725 p3 (TAT)18 54 30396831 30396884 TCGGTTGAAAACGTACACCA AGACAATTAGACCCCAGGGC 204
Ad01A7730 Aradu.A01 7730 ¢ (T)10a(AT)11 33 30405195 30405227 GGCATGTGATGATTTCTGGA GCCAAATCTCATCCACCAGT 208
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Ad01A7733 Aradu.A01 7733 p3 (AAT)5 15 30420897 30420911 CGGAGTGAAACAAGTCGGTT TTGGCGTTACACGTTACGAA 147
Ad01A7735 Aradu.A01 7735 p3 (ATT)16 48 30429284 30429331 TGCTGTTAAAAGTGTTTCCATTTC CGAGAATTTAGTGGCTTAGCTG 227
Ad01A7736 Aradu.A01 7736 c (TCT)6tcge(C 55 30430621 30430675 TTTTTCGCTCCAAAATGGTC GCAGTGGTGAAGTAGGGGAG 246
Ad01A7740 Aradu.A01 7740 p2 (CT6 12 30457324 30457335 GGAACATTGAACCTGTGATGAA ACGCATTGCAGTGACAAAAA 260
Ad01A7745 Aradu.A01 7745 ¢ (CAC)5catcatc 66 30482124 30482189 TAACCACAAGCAAGGCAACA AATGGCTTCCAGAAGCTTGA 242
AdO1AT7747 Aradu.A01 7747 p2 (AT)6 12 30496623 30496634 AGGAGCTCGCCAAATGTCTA GCAACTCGCTGCCTATTTTC 266
Ad01A7748 Aradu.A01 7748 p2 (CAYT 14 30503039 30503052 AAGCACAGCAGAAAATGCCT TCAACTGATGGATGGCTTCA 266
Ad01A7749 Aradu.A01 7749 p3 (CCA)6 18 30503230 30503247 AGCCATCCATCAGTTGAAGC CTGCTGCTGCAAGAAGAGAA 175
Ad01A7750 Aradu.A01 7750 p2 (GA)6 12 30541076 30541087 TTCGAACACAGAGAGGGAAGA GAAAACTCCTCACCCTTTTTCA 252
Ad01A7751 Aradu.A01 7751 p2 (AG)7 14 30564315 30564328 AATAAAACAGGGCAGGGTCA CGCGCTTCATTTTCCATACT 234
Ad01AT7752 Aradu.A01 7752 ¢ (GAT)12(GAC 69 30596109 30596177 CCTTGACACAAGAAGTTTCTTAATTTT CTCCATGTCCTCTTCTTCTTCA 245
AdO1A7756 Aradu.A01 7756 ¢ (A)10ccatgcat 66 30621746 30621811 ATCACAAGTTCACGCACCAC GAGGGCAACAAGGACAAAGA 261
Ad01AT7758 Aradu.A01 7758 ¢ (A)10tcagttagt 39 30629158 30629196 GAACGATTAGACATTTTTGGATTG GCTTTCCTCTACGATTTGGG 180
Ad01A7760 Aradu.A01 7760 ¢ (TC)16tgtt(TC 56 30632708 30632763 AATTGCTTTGACACTCGCCT GGAACAGAGGGAAGGCTGAT 280
Ad01A7762 Aradu.A01 7762 ¢ (AG)8cgtgcca: 120 30637074 30637193 ATCTCTTTGTTGCTGCTGCG TGCATGATTTATCCAAACATAAAA 226
Ad01A7764 Aradu.A01 7764 p2 (TA)6 12 30673603 30673614 TCCTAACGTCAGCCTTACACC CCAAGGATTGGTCCTTCATC 271
Ad01A7766 Aradu.A01 7766 p3 (ATT)17 51 30693783 30693833 TGATTTGAGTTCAATACCATTCG TCTCCAGTCCATTCTTTGGG 239
AdO1A7768 Aradu.A01 7768 ¢ (CTT)39cactttt 197 30698739 30698935 TGATTTATAGCCTGATTATGTTCCC CATAGTGATGGAGAAGTGACGA 263
Ad01A7769 Aradu.A01 7769 c (T)10gaaaatate 60 30714803 30714862 TCACATATGCATTGACCTTTCA TGGAGAAACTGTGGGAAACC 276
AdO1A7771 Aradu.A01 7771 p2 (AT)6 12 30737898 30737909 TTAGTTTTAATTTTTCCTGTAGCAACT CTGACTGCTTGTTGGGACCT 242
AdO01AT7773 Aradu.A01 7773 p3 (TCT)8 24 30754941 30754964 AAACCATTTTCCCACCCATT TGCTTTGACCACACCAAACT 268
AdO1A7774 Aradu.A01 7774 p2 (TA)6 12 30767399 30767410 CAATTTTGGCCCATCAATCT CCTCAGACCTTAGGAACGGA 212
AdO1AT7776 Aradu.A01 7776 p5 (TTTAT)5 25 30772065 30772089 TGAATCTTCAAGGTGTTCCTGA CCATAACGGAGAAAGGGAGA 277
AdO1A7778 Aradu.A01 7778 p2 (TA)8 16 30800141 30800156 CCAAAGAGGATTCCCCAGAG TGCCACCACATCAAGGTAAC 273
Ad01A7780 Aradu.A01 7780 ¢ (TC)8tgtccaa(” 35 30805390 30805424 CTTCCCTCGACAACGACG AGAGAGGGAAGAGTGCACCA 201
Ad01A7781 Aradu.A01 7781 p2 (TA)6 12 30810573 30810584 TTTGTGTCCCTTTGGGTTTC ACTCAAAAGCGCAACACTCC 197
Ad01AT7782 Aradu.A01 7782 p2 cn7 14 30819832 30819845 TTTTTCGAAATCTCCCCTCC CGGAAAAGCACACCAAACTT 152
AdO1A7784 Aradu.A01 7784 c (TA)6atcacgce 85 30828668 30828752 AGCCGGATCTTGAGTCTTGA TGCAATTTGTAACACCCTACCA 280
Ad01AT7785 Aradu.A01 7785 p3 (TTG)S 15 30829966 30829980 GGAAGATGAACAAGGGGTGA TCATTCTCATTGTCAACGGC 254
Ad01A7790 Aradu.A01 7790 p2 (GA)6 12 30919149 30919160 CCTCTCACTCACCCAACCAT CCTTTCACCCCCTTTCTCTC 271
Ad01A7791 Aradu.A01 7791 p2 (TA)9 18 30963885 30963902 GACGAGGCTTTTACCGTCTG GCTCTCTCTCTTACCCTTTCAA 280
Ad01A7792 Aradu.A01 7792 p3 (GAG)5 15 30983288 30983302 AATCACAATGGGCTGAGAGG TTCAGGAGGCTAAGGCAAAA 110
Ad01A7794 Aradu.A01 7794 ¢ (ATG)8acgac( 56 30990599 30990654 AGCAAGAGGTGGGATTGAGA TCGTCCTTGTCCTCATCTCC 219
Ad01A7795 Aradu.A01 7795 p3 (GAG)8 24 30999691 30999714 AATCACAATGGGCTGAGAGG GCAAGGAAGAATGCTCAGGA 153
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Ad01A7799 Aradu.A01 7799 p2 (TC)17 34 31031104 31031137 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 228
Ad01A7802 Aradu.A01 7802 p2 (AT)7 14 31068389 31068402 GAGGGTTCAAATTCTGTCTCG TTTAATTGTGGGGGCAAAAA 174
Ad01A7804 Aradu.A01 7804 p3 (TGA)5 15 31073081 31073095 TGGTGATGGCAGTGTTCATT AAACCCATCAGTTCGCAATC 219
Ad01A7806 Aradu.A01 7806 p2 (GC)6 12 31096091 31096102 GGCTGTTTGGGGGTTAGAAT CTTGGTGTGGGCGTAACTCT 206
Ad01A7808 Aradu.A01 7808 c (TC)6ttctcttace 48 31104044 31104091 TGGTTGCAATCAAAGAAAGG TCGGTGCTTGTAGGAGAACA 278
Ad01A7810 Aradu.A01 7810 p3 (TTA)S 15 31118173 31118187 TTTGACATACGTGAATCGGG TCTGTTTTCCCTCCAAAACG 275
Ad01A7811 Aradu.A01 7811 p2 (TC)24 48 31118696 31118743 TCTCTCTCCCTTTGTCGCTC AGCAGAAGCAAAGCAAGCAT 197
Ad01A7813 Aradu.A01 7813 p2 (TC)9 18 31121753 31121770 ATATTCCTCCCTCCGCTGTT ACGGTATCCACTTGCACACA 267
Ad01A7815 Aradu.A01 7815 p2 (TA)10 20 31125866 31125885 TGAATTCTCATAAGCAACGGA TTGCACTTTTGGGATTCTTG 221
Ad01A7820 Aradu.A01 7820 p2 (TA)9 18 31218498 31218515 AGCTTTCAATCAACGCCAGT TGAGATCCCCATATGTCCTCT 226
Ad01A7822 Aradu.A01 7822 p2 (AT)16 32 31227789 31227820 AGCTGCTTGCTTTAATGGGA TTTGCAATCATATCTTCTCAATCA 270
Ad01A7827 Aradu.A01 7827 p2 (AG)18 36 31291398 31291433 AGTCTTCGACCCAACACCAC CCGATTCATAACATGAGAACGA 208
Ad01A7828 Aradu.A01 7828 p3 (TTG)11 33 31301212 31301244 TATGACAGAGCTCAATGGCG TTGTCCCATTCGAACACGTA 199
Ad01A7829 Aradu.A01 7829 p4 (ATTT)5 20 31313788 31313807 AACTATTTTTAAGCCACTTTTTCG TCCATGTTGGAGTAAAGGGG 252
Ad01A7831 Aradu.A01 7831 p2 (TC)16 32 31373301 31373332 TTCGAAAATTCCTCACCCTTT TCGAACTTAGAGAGGAAAAGAAGG 272
Ad01A7834 Aradu.A01 7834 p5 (GATAA)5 25 31446295 31446319 ATATCCTCCCGATGTAGGGG GAGCCCCTGGCTCTTTTTAT 235
Ad01A7836 Aradu.A01 7836 p3 (AAT)7 21 31451781 31451801 GAAGCTTCCAAAATTCAATTCAT TCTTCGTTTTGCTTTAGACGC 279
Ad01A7839 Aradu.A01 7839 p5 (AAGAT)5 25 31466414 31466438 AGGCGGTTCCCCTAAAGATA ATGGTGCTGATCCTTTGTCC 232
Ad01A7840 Aradu.A01 7840 p2 (TC)8 16 31471127 31471142 TCTTCTCCTTTCCTCACCCA CCAGAACTGAGGGCGATAAA 208
Ad01A7842 Aradu.A01 7842 ¢ (T)10g(T)11cti 72 31480821 31480892 ACTACCAATCACTGTCCGCC GGAGCTGTGTGACCGATTTT 211
Ad01A7843 Aradu.A01 7843 p3 (AAC)5 15 31482162 31482176 CGGAGGCAGTAACAACCATT TACCTTTGGGTGAGGTGGAG 134
Ad01A7844 Aradu.A01 7844 p2 (TC)10 20 31482356 31482375 CTCCACCTCACCCAAAGGTA CACATGCCATAGCTGCTTGT 261
Ad01A7845 Aradu.A01 7845 p3 (TTG)5 15 31484550 31484564 GAAGATGGACAAAGGGCAAA ATTCGCCACCACTATTCCTG 243
Ad01A7846 Aradu.A01 7846 p3 (TTC)5 15 31493056 31493070 GCGCGAACTAGAATAGTGCC CAGAGAAGTGTAAAAGTGCGGA 210
Ad01A7848 Aradu.A01 7848 p3 (AGA)8 24 31517854 31517877 TTGCCTTCCCTTTCCTCTTT AACCCTCTCTTCTCCCCCTT 215
Ad01A7851 Aradu.A01 7851 p2 (TC)9 18 31553055 31553072 GATTAGACATTCAAATCTCATCATTTA AGGAAAGGGAGGGAGGGAG 280
Ad01A7853 Aradu.A01 7853 p4 (TAAC)7 28 31559016 31559043 CCTGCATCACTCAACCAAAA CCTTTCAACCATCACCCAAC 230
Ad01A7854 Aradu.A01 7854 p2 (AG)6 12 31560287 31560298 TTCATTGATCATTCACTTCTCCTT CCAAACAACCAATTGCAAAC 280
Ad01A7858 Aradu.A01 7858 p2 (AT)6 12 31566474 31566485 GAGCGCTACCGACTCATCTT TTTTTCGCTTTGGTAACTGC 214
Ad01A7861 Aradu.A01 7861 p3 (TCA)5 15 31611178 31611192 TGCTTGCTGGACTCATCATC AGCAACAGCCCAACAGAGAT 139
Ad01A7862 Aradu.A01 7862 p2 (AG)8 16 31614122 31614137 CGTGCCAAGTGAAAAATCCT AGTTTTGAGGCTCTGGGAGG 263
Ad01A7864 Aradu.A01 7864 p3 (TTG)10 30 31623761 31623790 CCGTGCCATATCGTGTTTTT TATCCAACGACGACGACGA 171
Ad01A7865 Aradu.A01 7865 p3 (TAT)14 42 31623951 31623992 ACGACCGGTGTAATTATCATATC CCATTTTTCCTCCAAAATGAA 279
Ad01A7869 Aradu.A01 7869 c (TA)8(TG)8 32 31651825 31651856 AGCATGTCCTCATGCTAACTCA GGGTTCAATTGCTCATTTCC 280
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Ad01A7870 Aradu.A01 7870 ¢ (AT)7nnnnnnr 91 31652669 31652759 CACGGGTTGTGTGTTCTTTG TGCATTGATGTTGTTTTGGG 251
Ad01A7871 Aradu.A01 7871 p2 (GA)12 24 31681342 31681365 AGAGGGAGAGAGAGGGTTCG CCTAACCACTTTTCCACTTCCA 240
Ad01A7874 Aradu.A01 7874 p2 (AG)6 12 31697499 31697510 TGCATAAAAAGGGGAATCAAA GCTGGGAGTCGAACAGAATC 247
Ad01A7879 Aradu.A01 7879 p2 (TG)6 12 31727316 31727327 TCGATTATTTTGTGGGAGGC CACCGTTATTCAAGCCTTTTT 171
Ad01A7880 Aradu.A01 7880 p3 (TTC)5 15 31728342 31728356 CATCACGTTTTCAAAGCCCT GGAAGAAGAAAAGGAGGAGGA 111
Ad01A7890 Aradu.A01 7890 p3 (TTC)6 18 31814997 31815014 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 270
Ad01A7891 Aradu.A01 7891 p3 (AGA)5 15 31835464 31835478 GCTTCTATGCCAGAAGGCAG TCAATTTTTGAAATTCTCTTCTTCTC 251
Ad01A7893 Aradu.A01 7893 p3 (AGA)6 18 31864637 31864654 TAAAATATTGCTCGCCCTCG ACAATTCAATTTCCCACCCA 212
Ad01A7894 Aradu.A01 7894 p3 (AGA)5 15 31867523 31867537 CTAGAGGAGACTCCGGCCTT TCCCACATAGCCGAACCTAC 175
Ad01A7897 Aradu.A01 7897 p3 (AGA)6 18 31897858 31897875 ATGCTTTTACCGCACCAAAC AACCGCTCTCCCTCCACTAT 189
Ad01A7899 Aradu.A01 7899 ¢ (TG)8(TA)6 28 31913902 31913929 CTCCCGGTTCTCATTCCATA AAGCTCCAGACTTGACCTGC 262
Ad01A7900 Aradu.A01 7900 p5 (TCTTT)5 25 31938571 31938595 TTCAAGGATCAAATCAAAGCC AACGCATCACAACACCAAAA 269
Ad01A7906 Aradu.A01 7906 p2 (AT)10 20 31951132 31951151 TTTGGATTTATTCTTGAACACTATTTT TGTGTTTTTGCCGCTATTGA 233
Ad01A7915 Aradu.A01 7915 p3 (TAA)S 15 31990580 31990594 CAAGGAAATGAAGTGGGGTC AGGGCTGAATTTGGAATGTG 193
Ad01A7916 Aradu.A01 7916 p2 (TA)6 12 31999529 31999540 TTTGTTAGCCCAGGAACCAG CCCATTAGCCACAATCAAAAA 243
Ad01A7919 Aradu.A01 7919 p2 (AT)7 14 32007025 32007038 TCCTCAAGTTGTGGGAACTAAAA ATTGCCTTATGGCCCTCTCT 221
Ad01A7920 Aradu.A01 7920 p3 (AGT)6 18 32007547 32007564 TCGTTTTCAAACTCCACTAGCA TTCCCAGCAGTGGCTCTAAT 237
Ad01A7921 Aradu.A01 7921 ¢ (T)10attatttttas 113 32009925 32010037 TTTTTGCTGTATGCTATAGGGATTT TTGCATCTTCGTCATCATTTG 248
Ad01A7926 Aradu.A01 7926 p5 (TTATC)5 25 32050077 32050101 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 127
Ad01A7927 Aradu.A01 7927 p6 (AGAAAA)6 36 32066084 32066119 GGGAAAGTTGAATTTGGAAACA TACTTTGGGGCATTTTGTCC 231
Ad01A7930 Aradu.A01 7930 p3 (ATG)5 15 32071659 32071673 TGAATTCTGAAGAGGGACGG TGCATGGACCGAAGCTATAA 252
Ad01A7931 Aradu.A01 7931 p2 (CT)9 18 32077307 32077324 AGTGAAACTGGCCAAAATGC CCCCTCTTCACCGTCAAATA 205
Ad01A7932 Aradu.A01 7932 p2 (AG)6 12 32081292 32081303 TGTGCCCAACTTTGATTGAA TGCAAAAACATAAAAGATTGCC 159
Ad01A7934 Aradu.A01 7934 ¢ (CT)11(AT)11 44 32085807 32085850 GGCTTCTAAACCAATTCGCA TTTTCAGAAGCACCCTCACC 245
Ad01A7936 Aradu.A01 7936 ¢ (A)11tatcttttct: 57 32106517 32106573 CCTTGGTGTTTTTCCTCCAA TGAGTTGAAAAGATTTTAAGAAGGAA 261
Ad01A7938 Aradu.A01 7938 p2 (TA)6 12 32157010 32157021 TCCGGAGACTAACTCGGAAA TTTCTACCGTATCTTCTAAACTCAACA 278
Ad01A7943 Aradu.A01 7943 p2 (AT)11 22 32172925 32172946 CCTTTCCAAAAAGAGTGAAGTTG CATGTTGGTACATGACATTTCG 268
Ad01A7944 Aradu.A01 7944 p3 (ATG)9 27 32175171 32175197 AATCAAAACTGGTTGTGGGC CATGTCTCCATGAGCATTTCA 259
Ad01A7945 Aradu.A01 7945 p3 (GAT)5 15 32179901 32179915 GGGAGTAGTTTGTGGGTGGA AAAACTCCTCACCCTCACCA 201
Ad01A7946 Aradu.A01 7946 ¢ (A)12g(A)11 24 32180738 32180761 CCCCAACTATAAACCATGCTC TTTGCTTCAGTGCAATTTCG 265
Ad01AT7947 Aradu.A01 7947 ¢ (T)12gtgatgtge 69 32185095 32185163 GGATTCAAGAACCAATCAATCA TTCTCATGGTAGCCAAGTTTTC 250
Ad01A7948 Aradu.A01 7948 p2 (GA)16 32 32185279 32185310 GCAACAAAACACAACTAAAGCAA TGCTAAAATCCTCGTCTCCC 227
Ad01A7949 Aradu.A01 7949 p2 (TA)10 20 32192345 32192364 CGAAATGGGAGCATGGTTAT ATGGGGTTTTTCTGGGGATA 279
Ad01A7950 Aradu.A01 7950 p2 (TA)6 12 32199374 32199385 AGATGCAAGTCGAGAGGCAC CTCGACCTGCGAAGTTAAGG 256
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Ad01A7951 Aradu.A01 7951 ¢ (TAT)5tactact: 130 32202045 32202174 TGCTTCACTAAATATTTTTCATCCTT TTTTAATTCTCTTTAAGACCCCAA 272
Ad01A7953 Aradu.A01 7953 p2 (CA)10 20 32203365 32203384 CCTATTCGATTGTATTTCCTTGG CGGATTGGAAGAAATCGAAA 158
Ad01A7954 Aradu.A01 7954 p2 (TA)6 12 32205085 32205096 TTGTTTTCAGATGCAGGTCG AAGCTAAGGCCAGCCAGAGT 253
Ad01A7957 Aradu.A01 7957 p2 (TA)7 14 32233806 32233819 TGAGGCCATTGTTTCATTAGC TTAGTTGGGGCATTTTGTCC 273
Ad01A7958 Aradu.A01 7958 p2 (AG)6 12 32239556 32239567 CGCGATCTGCAGAATTAACA CATTGAACCTGGAAATTGAGAA 260
Ad01A7959 Aradu.A01 7959 p3 (CAT)11 33 32249535 32249567 CTACCACCTCCTCCTCCCTC CGGTCCAAGTGCACCTTATT 227
Ad01A7960 Aradu.A01 7960 p3 (CTT)5 15 32249823 32249837 TGCATTTGGTCTCGTTGTTC TGATGAGGAGTTTTGAGAAGTTTTT 231
Ad01A7963 Aradu.A01 7963 p3 (AGA)5 15 32262067 32262081 TCTCCCTCGAGCAAAGAAAA CTTCCCCATAAATCCCACCT 230
Ad01A7968 Aradu.A01 7968 p3 (TTC)7 21 32304788 32304808 GAGTCGCGTTCTGTGCAATA CTTGTGATAGCCACTGCGAG 276
Ad01A7970 Aradu.A01 7970 ¢ (A)10gaagaagt 120 32319266 32319385 TTCAATTCCAAATTTCCAACAA AGGGTTTATATATACGAAACACATCA 273
Ad01A7972 Aradu.A01 7972 p2 (AT)7 14 32325570 32325583 GGAGGGTCCTCTTTTGTGAA AGCGTGCGCTTTTCATTTT 278
Ad01A7973 Aradu.A01 7973 p2 (AT)7 14 32325707 32325720 ACGCTCGAGGAATCGAATTA GCTCCTTGCTAGGTGTCTGG 249
Ad01A7974 Aradu.A01 7974 p2 (CTM)12 24 32330183 32330206 ACGGACACATAACTGGGCTC TGGTTATCCATGACCGTGTG 270
Ad01A7976 Aradu.A01 7976 p2 (GC)6 12 32341919 32341930 GTCCTCTCCCATTTTGCTCA TACACCGATAGGCTCTGGCT 237
Ad01A7979 Aradu.A01 7979 p3 (TTA)S 15 32366797 32366811 GAAAATTTTTAAGTTTGGTGTTTTCA CCATGATGGAGAAAGGGAGA 234
Ad01A7980 Aradu.A01 7980 p2 (TA)12 24 32375434 32375457 TGGACCTATGAAGCAAAGGC GTGCAGGTATGGAGGCATCT 252
Ad01A7984 Aradu.A01 7984 p3 (TGG)7 21 32383077 32383097 TTGACCAGCAATCTAGAGCCT TACTCCAACCCCAATCTCCA 116
Ad01A7985 Aradu.A01 7985 p4 (CTCC)7 28 32385327 32385354 CCATAGTGACAGCCATCGTG GCCTGCAATTAGTGACGGTT 266
Ad01A7986 Aradu.A01 7986 p2 (AC)6 12 32392470 32392481 TTGTGGGTCTTCACCAAGTTT ATCCCTTCTCAAGCTTTCCG 216
Ad01A7990 Aradu.A01 7990 p3 (AAT)5 15 32410347 32410361 GCACCAGAACACTGTGAACC CAACGCAGTCACAAAGAACC 202
Ad01A7993 Aradu.A01 7993 p3 (CAA)6 18 32437903 32437920 CAATCAAATCGGGAGAGCAT CATGAGGTGGTCAAACGAGA 210
Ad01A7997 Aradu.A01 7997 ¢ (ATT)5¢tagtta 99 32448106 32448204 TTTGGGAGTGTGGAAAAGAA GACAAAAATACCCTTTTAAATTAATCA 280
Ad01A7999 Aradu.A01 7999 p2 (AT)7 14 32459222 32459235 ACTTAAATGCCATTGGGTGC AGCGTTCATTGCTGACAGTG 162
Ad01A8000 Aradu.A01 8000 p2 (AC)8 16 32459898 32459913 TGGAAATTTTCGCTGGTTTT CCATTGAGGCACATCCCTAC 249
Ad01A8004 Aradu.A01 8004 ¢ (A)22tcttaaattc 56 32464921 32464976 AAAAGGAAACCATGCACACC CAACGTTGCAAATTCCATTG 145
Ad01A8008 Aradu.A01 8008 p2 (TA)8 16 32486267 32486282 TATTTGGTTGCATGCCTTGA TTGATGCTACATGGAGTAACCC 277
Ad01A8009 Aradu.A01 8009 p2 (GA)9 18 32502266 32502283 AGAAGGAGGGGAAAAATTCG CGAAAACCACTTTCCCCTTT 273
Ad01A8010 Aradu.A01 8010 p2 (GA)6 12 32506231 32506242 GTTCTTGTCCTTGCTCCTGC TTCTTTTCCTTTTAATTATTTTCGGA 268
Ad01A8014 Aradu.A01 8014 ¢ (ATC)9attattac 53 32562639 32562691 TGATATTCAGCGCCCAAAGT CGCAAAGTAAATGACACCCC 216
Ad01A8017 Aradu.A01 8017 p3 (CAT)7 21 32588663 32588683 TACCACCACCACCTCCATTT AACGATGACGACGATGATGA 128
Ad01A8020 Aradu.A01 8020 p2 (CMN)20 40 32610550 32610589 AGAGCTCGACAAGAGCTTCG GCCCAAGACCCAACATAGAA 230
Ad01A8021 Aradu.A01 8021 p3 (TTA)10 30 32620333 32620362 CCTTGTAGGCCCTCCTAACC CTTGTTCTCTCCTTGCCGAC 258
Ad01A8022 Aradu.A01 8022 p3 (TTA)15 45 32622416 32622460 TCGAATTTGATGAGAGAAAAAGG TGCATGCAGTCATTGTTTTG 130
Ad01A8023 Aradu.A01 8023 p2 (GA)6 12 32625917 32625928 AAATGAAGCAGTGTGGAGGG AATAAGGACGTTTTGCACGC 195
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Ad01A8024 Aradu.A01 8024 p2 (AT)11 22 32639636 32639657 ACTAGCCCCTGACTCAGCCT GGATCTTGGGAAGCGAAGTA 249
Ad01A8026 Aradu.A01 8026 p3 (TTA)13 39 32652365 32652403 GCATGTAAATCGAACCAAATGA TGAATTGTTGATTCTTTTTGGA 260
Ad01A8032 Aradu.A01 8032 p4 (AAAT)5 20 32685445 32685464 AATGAGGAGGGTTTATGGGG TTGATCCTGGCATCTCAACA 253
Ad01A8035 Aradu.A01 8035 p2 (CT6 12 32692934 32692945 GGAAAGAACTTGGCCAAAAA GACTTTCACCGGAAGATCCA 217
Ad01A8038 Aradu.A01 8038 p4 (AATT)5 20 32799426 32799445 TTGGAAGTGTATTTGAATGATAATCTG GATTGATAATATACCGTGCGAGC 248
Ad01A8040 Aradu.A01 8040 p3 (AGA)6 18 32812270 32812287 ACAAAGAAGCTTTGCGTTGAA TTCTCCTCTGTTCGCGTTTT 100
Ad01A8041 Aradu.A01 8041 p2 (AT)6 12 32814185 32814196 GGTCACCACGGTACCTCAAT AAACAACCCCAAGTTTGTGC 257
Ad01A8042 Aradu.A01 8042 p2 (CN14 28 32817696 32817723 TCACTGCTTAAATAGCTTCTGCC ACATACATGTGGGGAGGGAG 174
Ad01A8045 Aradu.A01 8045 p2 (TC)10 20 32857251 32857270 CGTTGTGCCTTCACATCATC AATCAACCCTAAACCCCGAT 253
Ad01A8046 Aradu.A01 8046 p2 (TC)7 14 32870414 32870427 TGAGAATTCAAAAACCAAATAGCA TTTTTGACCCAATTTTTGGC 277
Ad01A8047 Aradu.A01 8047 p2 (CT11 22 32876713 32876734 GCAACATAAAGTAATGAACAAGGG TTTTTGGGCAGTTTTTGACC 274
Ad01A8048 Aradu.A01 8048 p2 (CT)6 12 32883053 32883064 GCAACATAAAGTAATCAACAAGGG TTTTTGACCCAGTTTTTGGC 245
Ad01A8049 Aradu.A01 8049 p5 (AAGAT)6 30 32884424 32884453 AAGATAAAGGCGGTTCCGTT CCTGGGTGCTCCAGTGTATT 117
Ad01A8050 Aradu.A01 8050 p3 (TTC)22 66 32894498 32894563 CACGACAGTTCCCTTGGAAT GAAGCAAGTGGAGCGTTTTC 181
Ad01A8052 Aradu.A01 8052 p4 (CTTT)6 24 32926102 32926125 CTCTGTGGTGGTGGTGTGTC ATCACTCCCACCTTACACGC 184
Ad01A8054 Aradu.A01 8054 p2 (CT)6 12 32936623 32936634 CAAATTCCATTAACAGGAAAATCA GGAGGAATAAGGGGGATTCA 273
Ad01A8056 Aradu.A01 8056 p2 (AT)9 18 32950550 32950567 CCATCCATCCTTGATTGGTC GACCACGCAAAAATCCTCTC 268
Ad01A8057 Aradu.A01 8057 p2 (AT)10 20 32965752 32965771 AGAAGGGACTTTCCATAACCTT AATTGTAGTAAGTATCTCCATCGAAAA 273
Ad01A8058 Aradu.A01 8058 p3 (TTA)18 54 32966480 32966533 CCTTTTTAAAATATAATGCATGTACCG GTTCTAATTCTCATTCAAGTGCAA 157
Ad01A8060 Aradu.A01 8060 p4 (ATAC)6 24 32973965 32973988 AATAGGGTCCCATCCAAACC TGGGTGGTTAAAATGCATGA 139
Ad01A8062 Aradu.A01 8062 p2 (CT)7 14 32990863 32990876 AGCCCATCTCTCTCTTTCCC GCAGGAACCTAGGAGCAGTG 225
Ad01A8063 Aradu.A01 8063 p3 (GAA)7 21 33031942 33031962 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 280
Ad01A8065 Aradu.A01 8065 p2 (CT)7 14 33041007 33041020 AATAAGCAGCAGTCTGGCGT TGAAAGTGAGGTAGGTGGGG 276
Ad01A8066 Aradu.A01 8066 p3 (ATC)11 33 33049153 33049185 GCAATCCTGAATATGTTTGGC CCTTGAAGCAAAAGAAATAGCAA 196
Ad01A8067 Aradu.A01 8067 p3 (ATC)5 15 33053897 33053911 TGCTTCATTGCTGTCCTTTG TCTTCATGCACTGCCATTTT 230
Ad01A8068 Aradu.A01 8068 p3 (TTG)S 15 33054540 33054554 TCAAGTGTTTTGGGTTGTCTT ATTCCAGCTGCAGTTCTGGT 217
Ad01A8070 Aradu.A01 8070 ¢ (T)1laaataaaar 50 33107437 33107486 GGATTTAGGGTTGTGCATGG CTGTGTGGCTTTACGAGCTG 235
Ad01A8071 Aradu.A01 8071 p2 (AC)6 12 33107658 33107669 CAGCTCGTAAAGCCACACAG ATGAGAAAGCTCTTTGCCCC 117
Ad01A8080 Aradu.A01 8080 p2 (TA)10 20 33143585 33143604 GGTTGAGGTGTGTGTGTCATTT TGGGTAATCTTTGCCCCTTT 280
Ad01A8082 Aradu.A01 8082 p3 (AGA)5 15 33167515 33167529 AGAATATTGCTCGCCCTCAA CGAACCTACTCCCTCTCCCT 173
Ad01A8087 Aradu.A01 8087 p3 (GAA)S 15 33221312 33221326 GTCTTGGCGGTTGTTTTCAT TAACCTGGGCTCAAAATTGG 246
Ad01A8092 Aradu.A01 8092 p3 (TCT)5 15 33260967 33260981 TTTTACCCAGATTGGTCCCC GCTAGTGTTCAACAACGGCA 262
Ad01A8093 Aradu.A01 8093 p2 (CT)6 12 33271188 33271199 CCTCGAACATTGATCCTGCT GAGAATTTTGCGGAAATGGA 251
Ad01A8094 Aradu.A01 8094 p2 (CT)6 12 33282282 33282293 GGCTGCCATGAGCTTTAGAT TTATTGAAACGGGTGTGCCT 100
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Ad01A8095 Aradu.A01 8095 ¢ (ATA)5atttttttt 87 33282501 33282587 CCCCGTACTGGGTATTTCAA CACCAAGCAACCCCATTTAT 238
Ad01A8096 Aradu.A01 8096 p3 (TGC)5 15 33283292 33283306 AAAATTTCGTTGTTTTGCCG CTTGCCATGACACGATCAAC 265
Ad01A8097 Aradu.A01 8097 p2 (TA)6 12 33304929 33304940 GGACATTATAGTCCGGGAAGA TCAAATTGAGTCAGTTCAATGG 114
Ad01A8098 Aradu.A01 8098 p3 (ATA)S 15 33305895 33305909 CCTATGGGGTCACATATTAACGA TCAGTGAGGATCTCATCCAAA 239
Ad01A8099 Aradu.A01 8099 ¢ (T)11agttgggtc 72 33307698 33307769 TGAGTCCTTGCACCAATTTTT TGGTTGTCAAAATAACCCATGT 271
Ad01A8100 Aradu.A01 8100 p3 (TCT)5 15 33334747 33334761 CCCATCACCTCTTCACCACT CTGGCCTTAGGTGCCATAAA 267
Ad01A8102 Aradu.A01 8102 p2 (AC)7 14 33349357 33349370 TTCAATGAACACCCAAAGCA GACAACCCTTACATCTGCCC 216
Ad01A8103 Aradu.A01 8103 p2 (AG)6 12 33349982 33349993 CAAGCAAACCAAACAAAGCA CCACCAACTGAAGGTGGAAT 222
Ad01A8105 Aradu.A01 8105 p3 (ATT)S 15 33357528 33357542 ATTTGGACGTTGGCTTTGTC CAGGGAAAAAGGCACTCTTG 194
Ad01A8112 Aradu.A01 8112 p2 (GT)6 12 33445736 33445747 TGGGAATTTGGATGCTACTCA TAAGGATGAGGATGGCCAAG 243
Ad01A8113 Aradu.A01 8113 p2 (TC)6 12 33454170 33454181 CCTAATTGGAGCAGGGATGA GGTTTGGGAGGGAAAAGTGT 125
Ad01A8115 Aradu.A01 8115 p3 (AGA)5 15 33468999 33469013 TCCTCGAGCAAAAGAGGAAA AAAACCCCACCTACCTCACC 227
Ad01A8116 Aradu.A01 8116 p3 (TCT)6 18 33471801 33471818 CTCTCTTCTCCCCCTTGACC CCAGCCTTAGGTGCCATAGA 173
Ad01A8118 Aradu.A01 8118 p3 (AGG)6 18 33480379 33480396 AGCATCGCGTCTGCTAAAAT TTGTGCTGTTGCTACTTGGG 254
Ad01A8120 Aradu.A01 8120 p2 (GC)6 12 33504390 33504401 CTCAATCCCCCTTCAATCCT CCAGTTGGGTTGGAAAGCTA 221
Ad01A8121 Aradu.A01 8121 p3 (GGT)6 18 33510007 33510024 AAAAGGAGGGTGTGAACGTG TCTTCTCCTTGTCGCCCTAA 140
Ad01A8123 Aradu.A01 8123 p2 (AT)10 20 33510638 33510657 TTCGTCGACGCATAGTGAAG TTCGGTTTGGTTTGGTTTGT 216
Ad01A8124 Aradu.A01 8124 p3 (TTA)9 27 33512271 33512297 AGCACCAATGCCAATTCAAC TCTTATGCAAACCAACCTGAAA 138
Ad01A8129 Aradu.A01 8129 p4 (AATA)5 20 33524337 33524356 TTAGTCCCCATGTCCGTCTC ACTCCATCCCTCCAGAGGTT 179
Ad01A8130 Aradu.A01 8130 p3 (TAA)5 15 33524529 33524543 ACCTCTGGAGGGATGGAGTT GTTTGTGCACCTCACCTGAA 220
Ad01A8133 Aradu.A01 8133 p4 (TATT)6 24 33580459 33580482 GAAAAGTTAAACAAGAAAAGCAAGA TTCGAAATTTATGTTCTTTGATCTTA 204
Ad01A8135 Aradu.A01 8135 p3 (GAT)5 15 33584731 33584745 TTGACCCAATTTCCATTTCC GAAAAGTGGGCCAAACACAG 260
Ad01A8136 Aradu.A01 8136 p2 (AG)19 38 33585133 33585170 CACTGCAGCCGTTTATAGCA CTCCAAAACCCTAGCCCTTC 176
Ad01A8137 Aradu.A01 8137 p2 (GA)10 20 33585609 33585628 GGCAAAGATACGGTGCAAAT GACCTTTCGCTGGTGTGTTT 203
Ad01A8138 Aradu.A01 8138 p2 (CT)8 16 33590614 33590629 CGATAGTGAGACGCTGGTGA TACGCCACGTTGTCGTACAT 232
Ad01A8139 Aradu.A01 8139 ¢ (AG)8gtgagagi 45 33592743 33592787 GCGACGGTATTTCTAGCGAC TCCGACAATAATCATGCCCT 255
Ad01A8140 Aradu.A01 8140 ¢ (ATA)Sat(TT# 86 33594082 33594167 CCTGAGATGAAGTATGAAGGAAGG GGCTCGATACCCAGGTCATA 193
Ad01A8143 Aradu.A01 8143 p3 (ATA)18 54 33598525 33598578 TGTCATTTCTCCGTTATTTCGTT TTTCGTTGTGGTTTTTATCCAA 125
Ad01A8144 Aradu.A01 8144 p2 (AT)8 16 33604138 33604153 TTTTACCGTGGCCATAGACC GGTTCGAAGGAGGTTGAGAA 207
Ad01A8145 Aradu.A01 8145 p2 (AT)8 16 33608493 33608508 GGCTATTCGAGTGGCGTTAG CCATAGTTGTGGCTGGTGTG 171
Ad01A8146 Aradu.A01 8146 p2 (AG)8 16 33613977 33613992 TGCTCATCTCCGAGCAAGTA CTGACTCCACCCAATCCACT 232
Ad01A8150 Aradu.A01 8150 p3 (AGA)7 21 33646293 33646313 CTAGAGGATTCTCCGGCCTT CTTCACTCTCCCCTCTCCCT 250
Ad01A8151 Aradu.A01 8151 ¢ (AG)6c(CT)7c 48 33662262 33662309 GGCAAGATGGGAGACAACTT TCTGAACAGGGTAAATGGGAA 237
Ad01A8152 Aradu.A01 8152 ¢ (TG)22¢(TG)1! 81 33665408 33665488 GCTTCACGTGTGTAATTCCG TGGTGCTTCATACGCCAATA 279



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A8154 Aradu.A01 8154 p3 (ATT)17 51 33669194 33669244 CAAAGAAACTGCTGAAGGGG ATTGGGAGAGGGGGACTATG 207
Ad01A8155 Aradu.A01 8155 p4 (AAAT)5 20 33672366 33672385 CAATTGGTCATTTATTAAAGTGGAGA AAACAAAATCTTTCTGGTGGGA 206
Ad01A8158 Aradu.A01 8158 ¢ (AATAA)7ags 77 33688130 33688206 GGGTTAGCATATGACCCCAG CACTTTCTCTATCCTCACTTTTTCG 258
Ad01A8160 Aradu.A01 8160 p2 (CT6 12 33693107 33693118 GCAGAGGGCAGATAGAGCAC AGGGTGGGAATAAAGGATGG 166
Ad01A8161 Aradu.A01 8161 p2 (AT)8 16 33700502 33700517 AGGAGCCTTGGAAGAAAGGA ATCTTGGGACTCGGTGTTTG 235
Ad01A8167 Aradu.A01 8167 p2 (AG)7 14 33743908 33743921 CAATTGGGCAACATCAATCA GCTATAAAGTGGGGGAAATGC 240
Ad01A8168 Aradu.A01 8168 p2 (TA)6 12 33746283 33746294 TACCCTAGCCGGCCTAAACT CGACTCTCGAGTGGGATTTT 202
Ad01A8169 Aradu.A01 8169 ¢ (CTC)6atcc(T¢ 97 33746595 33746691 TGTCACGATTAAAAAGTTTCGG TGGTAATTTTGCAGCATTATCTGT 276
Ad01A8170 Aradu.A01 8170 p3 (GAA)5 15 33746910 33746924 TGCTGCAAAATTACCAGAAAGA CATAAACGTTCGTATCCCCC 149
Ad01A8171 Aradu.A01 8171 p2 (TA)8 16 33747175 33747190 CGAACGTTTATGTTAATGGAGAG AACAATGTTTTTCAATGAAGGGA 276
Ad01A8174 Aradu.A01 8174 p2 (AT)6 12 33754476 33754487 GAAACCATTTTCTGTTTGGCTT TCATGTTAAAGGAAAGACATTTTCA 275
Ad01A8175 Aradu.A01 8175 p3 (AAT)20 60 33754865 33754924 TCAAAATAATTGGAATTTGGAGAA CTCTTGTTCCTGGCCTCAAG 243
Ad01A8176 Aradu.A01 8176 p3 (ATT)18 54 33755527 33755580 CCATGTCATGTGCGAAAAAT TGGAATCGTCATCACCTAGC 280
Ad01A8177 Aradu.A01 8177 p2 (AT)10 20 33756219 33756238 TTCTATGATTCGTGCGTTCG TTGAGGGAAATCTGATTCGG 176
Ad01A8179 Aradu.A01 8179 c* (A)10(AAT)5* 23 33775373 33775395 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 168
Ad01A8180 Aradu.A01 8180 p2 (AT)6 12 33780429 33780440 GCTACCCATAATTCCCACTTTTT TGCATCAACTAAGTGTGGGG 279
Ad01A8188 Aradu.A01 8188 p2 (TA)6 12 33834602 33834613 CATTGCTTGTCGTGCAAGTT GCATGTCCTCATGCTAAGCTC 276
Ad01A8189 Aradu.A01 8189 p2 (AG)6 12 33835302 33835313 ATCAAGGAGGGGGAATCATC TTGAACCTGGAATTGGGAAG 138
Ad01A8193 Aradu.A01 8193 p3 (AAG)5 15 33858640 33858654 AGTGGTCTTGATGGGCTTTG GCCGAAACCAAACACTTCTC 246
Ad01A8196 Aradu.A01 8196 p3 (AGA)12 36 33917985 33918020 TGGAAGCTTTTGTCTTGCCT CCCCCATCCTTCTTCATTTT 265
Ad01A8197 Aradu.A01 8197 p2 (CT)6 12 33947186 33947197 TTGGAAGAAGAAACCCTAAACC CACGTGCCTCAGTTACGAGA 215
Ad01A8199 Aradu.A01 8199 p2 (AT)6 12 33966494 33966505 TGCTTCTCTGATAGAGCGGA TTTCCCTCGCCTTGTTATTG 273
Ad01A8200 Aradu.A01 8200 p2 (CA)6 12 33966609 33966620 GCGGATATACGATGACTTCCA TTTCCCTCGCCTTGTTATTG 258
Ad01A8203 Aradu.A01 8203 p2 (TA)12 24 34005170 34005193 GTACCCTAGCCGGCCTAAAC AGCGTGAAGTCAAAAGCGAT 136
Ad01A8204 Aradu.A01 8204 p2 (AT)7 14 34025150 34025163 CAAAACACCCTAACTTCAACCA CTAACCCCCAAATTCTGCAA 273
Ad01A8209 Aradu.A01 8209 p2 (AT)7 14 34032192 34032205 TTCCCACTTCACCAAAAAGG CATATCTTTTCCCTCATCATGC 259
Ad01A8211 Aradu.A01 8211 ¢ (T)10ag(T)10 22 34055110 34055131 GCAAGCAAATCATCAAGAACA CTAACATTGCATGATTCCTGG 250
Ad01A8212 Aradu.A01 8212 p2 (AT)9 18 34085238 34085255 GATGTGCAATCCATACGACG CCATGCGATCGTGTCATATT 253
Ad01A8213 Aradu.A01 8213 p2 (AG)6 12 34087758 34087769 CAATTGGGCAACATCAATCA AAATCCAAGTCCAGAAGGCA 269
Ad01A8214 Aradu.A01 8214 p3 (GAA)6 18 34094801 34094818 CCAGCCTTAGGTGCCATAAA ATTTCTTTCCCACCCAAACC 188
Ad01A8215 Aradu.A01 8215 p2 (TG)7 14 34096317 34096330 TTTGAATTGAAAGCTTCGGG TTTCAAGCAAGGGGAATCAC 191
Ad01A8217 Aradu.A01 8217 p3 (AGA)6 18 34135800 34135817 CTTCCCTTTTCCTTTTTCGG ACACATTACCCCCTCTCCCT 253
Ad01A8221 Aradu.A01 8221 p3 (AAT)6 18 34150078 34150095 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192
Ad01A8222 Aradu.A01 8222 p3 (TCT)6 18 34152545 34152562 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 225



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A8223 Aradu.A01 8223 p2 (TG)24 48 34155857 34155904 TTTCTCTCAATTTCGTTAGGGTTC TGATCAAAAGCAATAAAGGCAA 268
Ad01A8227 Aradu.A01 8227 p3 (AGA)S 15 34212223 34212237 TCGCTCATGACTCAGAGGTG CCCACCCTAAATAGCCGAAT 226
Ad01A8228 Aradu.A01 8228 p2 (AG)6 12 34212393 34212404 GGTGGGAAAGAGATGATGGA CTCAGGATCTGTGGACCCAT 163
Ad01A8234 Aradu.A01 8234 p3 (TCT)7 21 34260433 34260453 CCCATATGGCCGAAACATAC CTATGGACCCCTGAGATGGA 236
Ad01A8235 Aradu.A01 8235 p3 (ACA)9 27 34263745 34263771 CACTTCAAAGGGCCAGAGAG GAAGTGCCAGGAATTGTGGT 105
Ad01A8237 Aradu.A01 8237 p2 (AT)10 20 34290280 34290299 ACGTTTTGCGCTTTTCAAAC TGGGGAAGGTAAATGTGGAG 261
Ad01A8238 Aradu.A01 8238 p3 (TTA)7 21 34298040 34298060 TAGGGCATTTTGTCCCCTTT TTAAGTGTGGGGAAGTTGGG 223
Ad01A8239 Aradu.A01 8239 p3 (GAA)6 18 34299550 34299567 TGGAAGTGAAGAGGGGTGAG GCATGGCTCGTTCAGTTTTT 130
Ad01A8240 Aradu.A01 8240 p3 (ATC)6 18 34362852 34362869 GAAGTCGAAGAAGTCGGCAC GAAAAGGCACAGGCTGTAGG 265
Ad01A8243 Aradu.A01 8243 p3 (AGA)5 15 34385837 34385851 TAAACACCCATTTTGGCACC CACTCCGGTCTATCTCTCGG 251
Ad01A8244 Aradu.A01 8244 p2 (AT)7 14 34422892 34422905 AAGGATAACAAGGTGCCACG AACTCCGCAGGTAGTGGCTA 233
Ad01A8245 Aradu.A01 8245 p2 (AT)8 16 34423024 34423039 AAGGATAACAAGGTGCCACG AACTCCGCAGGTAGTGGCTA 233
Ad01A8246 Aradu.A01 8246 ¢ (TA)6tgtatatat: 34 34427342 34427375 AAATCCCAACGTCAAAATGG AAAGCGAGAGGGGTGAGAAT 201
Ad01A8247 Aradu.A01 8247 p3 (TTA)6 18 34431060 34431077 GCAAATGCACTAAAAGAAAATGG CCTGCTTTTCTCCTTCCTCC 227
Ad01A8253 Aradu.A01 8253 p2 (TA)6 12 34519042 34519053 CAAATCCAGTGAGGGTTCAA TGGTGGAATCTTGTGCAATG 272
Ad01A8255 Aradu.A01 8255 p3 (TCT)6 18 34553253 34553270 ACACAACCCTATCTTCCCCC TTGCCTTCCCTTTCCTCTTT 211
Ad01A8261 Aradu.A01 8261 p3 (ATC)6 18 34610352 34610369 GAAGTCGAAGAAGTCGGCAC CAATTTCAAGTTCTTGCGCC 161
Ad01A8262 Aradu.A01 8262 ¢ (T)13ggggaag: 49 34636352 34636400 GGTGAGGTAGGTGGGGTTTT TGGCTCAGAACGTGATTTTG 222
Ad01A8263 Aradu.A01 8263 ¢ (A)1l4gaattcec: 65 34646134 34646198 CCTTCCCTAAATCGTTAACAAAAA TGGTGGCAAAGAGATGAATG 225
Ad01A8273 Aradu.A01 8273 p2 (AT)9 18 34735134 34735151 TGATTTTTAAAGGCGTTGGC TCCATAAGTATTGTCTTAGTTGGGTTT 273
Ad01A8277 Aradu.A01 8277 p2 (AG)7 14 34748095 34748108 ACAATGCTTGGATGGTTGGT TTTATCGGTTTGGTTCTCGC 115
Ad01A8278 Aradu.A01 8278 p2 (AG)6 12 34750158 34750169 CGTGCAGAAAATTGCAAAAA AAAGGAACATTGAACCTGGAA 273
Ad01A8279 Aradu.A01 8279 p3 (TTG)5 15 34752949 34752963 CCCCACTTAATGGGACAAGA GGTGCTGTGGGATAGTGCTT 270
Ad01A8283 Aradu.A01 8283 p2 (TA)6 12 34767721 34767732 TTGCCTTTAGTTTTCAAATTGTTTC TGGCATAAATTTTACCTAGTTGTAGC 252
Ad01A8285 Aradu.A01 8285 p2 (TA)7 14 34768939 34768952 AATCATGTATTCTTCATGAGTTAATTG GCCGGAGTTAGCATGTGATT 261
Ad01A8287 Aradu.A01 8287 p3 (ATT)16 48 34775230 34775277 GGGTAATTGAAATAGTTTATGTACGGA AATGGCACCGGTCTAATCAT 243
Ad01A8288 Aradu.A01 8288 ¢ (TAT)5tac(TA 33 34775455 34775487 ATCATGATTAGACCGGTGCC GGTGAGGTGTCGATCCTTGT 243
Ad01A8289 Aradu.A01 8289 p2 (AT)8 16 34781804 34781819 GTACCCTAGCCGGCCTAAAC GCGATATACGGACAAGGCAT 117
Ad01A8292 Aradu.A01 8292 p4 (TCTT)5 20 34783493 34783512 CGTCACAAAATCCACGTGTC GTGGAGGTGGAGAGTGAGGA 181
Ad01A8304 Aradu.A01 8304 p2 (CT)6 12 34860480 34860491 ATGAGTCCCGCAAAGATGAC GCGGAAGAGAGGGAGACAG 244
Ad01A8305 Aradu.A01 8305 p4 (CTTT)5 20 34860608 34860627 CTCTGCTCCCTCAACTCCAC ATCTGCCAAGCCAATGTTTC 275
Ad01A8307 Aradu.A01 8307 p2 (CT)6 12 34869352 34869363 ATGAGTCCCGCAAAGATGAC GCGGAAGAGAGGGAGACAG 244
Ad01A8308 Aradu.A01 8308 p4 (CTTT)5 20 34869480 34869499 AAGCAAAGTGCTAGGTGGGA CGCGTGACTCTCTGCTTCTT 267
Ad01A8309 Aradu.A01 8309 p2 (TA)6 12 34872881 34872892 TTCACTAAAATAGCCCAAAACG CCATAAATTTGTCATTGAATTCTCA 268
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Ad01A8321 Aradu.A01 8321 p2 (TC)19 38 34909121 34909158 TCATCGTCATTGAAGGCTTG CGACATGATCGAACTCGAAA 224
Ad01A8326 Aradu.A01 8326 p2 (TA)9 18 34940958 34940975 GTGACCTGATGACAGGGGAG TACGACCGGGTTGGTAGTTC 269
Ad01A8327 Aradu.A01 8327 p2 (TA)10 20 34944097 34944116 AAAAATGCCAATAGCAAAAATAA GGCCGTACGTAGGAAGTTGA 268
Ad01A8331 Aradu.A01 8331 p2 (AG)6 12 34946786 34946797 TGAACAAGGCTTTGACCACA TTTGTATCTCTGACGTGGCA 200
Ad01A8332 Aradu.A01 8332 p2 (TA)12 24 34946911 34946934 TGCCACGTCAGAGATACAAA GCAAATTGATAAAAACGCTCC 194
Ad01A8334 Aradu.A01 8334 p2 (AG)6 12 34963751 34963762 GAGAGAGGGCTGCTAGGGTT AACCGGTGAACTGCTTGAAC 166
Ad01A8337 Aradu.A01 8337 p2 (GC)7 14 34981987 34982000 CAGTACCAGCGATTGCTTCA CCTTTGGTTCTGCACTCCTC 146
Ad01A8339 Aradu.A01 8339 p2 (CT6 12 34992808 34992819 GCACGCCTAAATAGAGCAGG TTGGGAGGGAAAAGTGTTTG 248
Ad01A8340 Aradu.A01 8340 p2 (TA)7 14 35000954 35000967 GGGGTTTAAGACCCTGGAAA CCAAATAACATAAAACCCAATTTCT 275
Ad01A8341 Aradu.A01 8341 ¢ (AT)10act(TA 35 35023246 35023280 GTCTTGGCCTGCGAAGATAA GAGCATGCCAGCTTCTCTCT 226
Ad01A8342 Aradu.A01 8342 p2 (AT)11 22 35041151 35041172 TGCATGTGCCTTATCCATAACT GCATCACGGTAACCAACCTT 211
Ad01A8344 Aradu.A01 8344 p4 (TTAT)6 24 35049233 35049256 CGTTTGAAATCCCCAAAGAA CATCGAATGATCTTCTACAACCA 237
Ad01A8347 Aradu.A01 8347 p2 (GT)6 12 35056077 35056088 GCTCGAACACACAAAACCTG CAACATTGGTTTGCACAGGA 245
Ad01A8348 Aradu.A01 8348 p2 (GT)7 14 35058142 35058155 GCTCGAACACACAAAACCTG TAGGCTCAACATTGGTTTGC 252
Ad01A8352 Aradu.A01 8352 ¢ (A)10caaaaatc 97 35093412 35093508 CGGTCTTAGGTGCCATTGAT GAACTCCCACCTTCCCTCTC 243
Ad01A8357 Aradu.A01 8357 p3 (AAT)5 15 35136001 35136015 CAGGAACAAGGAAAAAGGCA GGACGTTGGCTTTGTGAAGT 199
Ad01A8358 Aradu.A01 8358 p3 (TTC)6 18 35139037 35139054 CGAACCTAACCTCTCCCCTC TGGAAGCTTTTGTCTTCCGT 280
Ad01A8361 Aradu.A01 8361 p2 (TG)6 12 35194866 35194877 TGGGATCGACCCTTACTCAC GCTTAGTGTGCCACGACAGA 210
Ad01A8362 Aradu.A01 8362 p3 (GAT)13 39 35199385 35199423 TTATGGCAGTGCAGTGAAGG TCTTCCATTAACCCATCCCA 211
Ad01A8365 Aradu.A01 8365 p3 (AAG)5 15 35206315 35206329 CAACAGCAGCAATAAAAGAACG CGTATACACACGCGCACTTC 145
Ad01A8368 Aradu.A01 8368 p3 (ACA)6 18 35222092 35222109 AACCACCATTTACCAAAGCA TTGATGGGATTTTTATTGTTGTTG 184
Ad01A8369 Aradu.A01 8369 p2 (TG)8 16 35223952 35223967 CCCTCACAAGCTCGTCTTTC CACCCACTCCCCAAACTCTA 267
Ad01A8370 Aradu.A01 8370 p2 (CT)20 40 35227257 35227296 TCAAATGTGAAACCCTTCCC AAGGTGACGACCTTTGATGG 117
Ad01A8371 Aradu.A01 8371 p2 (TA)12 24 35229962 35229985 GGTGGTAGGGGTGGAAGAAT TGCTTCGTGAGTGTTGTGTTT 246
Ad01A8372 Aradu.A01 8372 p2 (AC)21 42 35239236 35239277 TTTGGACAACTGACGGTTCA GGAAGCCCCTATCCAAAAGA 221
Ad01A8373 Aradu.A01 8373 p2 (CT)7 14 35252951 35252964 GAGGCAACTTTACCAGCAGC CGAAAGAGGAGGGAGGTTTC 257
Ad01A8374 Aradu.A01 8374 p2 (TA)6 12 35254273 35254284 TCATGATAACATTGGTTGGGA TGATGGGCTATCACCTACCC 169
Ad01A8375 Aradu.A01 8375 ¢ (TA)9gtgcttggi 62 35254436 35254497 TGAGGGTAGGTGATAGCCCA AGCACGCTAATTGGGACTCA 233
Ad01A8376 Aradu.A01 8376 p3 (TAT)9 27 35254838 35254864 GAATCATGACCCGGAAGCTA GGGAAAAGTCCCAAACATCA 205
Ad01A8377 Aradu.A01 8377 ¢ (A)14gagc(AC 36 35263131 35263166 CGAACCAGGAGGAACTTGAG TATTGGTGTGTTCCCCGTCT 264
Ad01A8378 Aradu.A01 8378 p2 (AT)8 16 35265438 35265453 TCCCACTTCAACACTTAATTTTGTT TGATTGATTAGGGTTTATGGAAAA 278
Ad01A8380 Aradu.A01 8380 p3 (GGT)5 15 35272348 35272362 TATTGGGTTGGATTGCTGGT TGCAGATTTGCCTCATTGAT 232
Ad01A8381 Aradu.A01 8381 p3 (TAA)S 15 35274659 35274673 AACCATGAATTTGCAGTGGC ACCCGGTTCACTTTTGAATG 257
Ad01A8382 Aradu.A01 8382 p2 (TA)6 12 35297005 35297016 TTTAGCCGCTTAGGCCTGTA TGGCTCTTGAAAGAATGATGAA 249
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Ad01A8383 Aradu.A01 8383 p3 (AGA)6 18 35298682 35298699 ACTCACCCTCGAGCAAAGAA CCCATCACCTCTTCACCACT 270
Ad01A8385 Aradu.A01 8385 p3 (AGA)6 18 35332540 35332557 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 185
Ad01A8389 Aradu.A01 8389 ¢ (TCA)9(TCT): 108 35359341 35359448 CACCCACACACAAAATTGAA TTCTTCGCAGAGATTGAGAGA 280
Ad01A8393 Aradu.A01 8393 p2 (TC)6 12 35364740 35364751 CAGGAAATGGCTACCTTGGA GCTGGGAACCATTTGAAGAA 254
Ad01A8398 Aradu.A01 8398 p2 (TA)11 22 35374771 35374792 GAGACATCGTGAGAGGGAGC TCAGGTTGAACACGAGCAAG 207
Ad01A8401 Aradu.A01 8401 p3 (TAA)12 36 35376399 35376434 TGTTGGTTAATTACTGGCCAAA TCAAACCGCAAATCAACAAA 278
Ad01A8403 Aradu.A01 8403 p3 (AAG)7 21 35379054 35379074 TGAACCACGCTATCAAGGTG CCAAAGCTGAAGAGAATGCC 269
Ad01A8408 Aradu.A01 8408 p3 (TCT)5 15 35409726 35409740 TACTCGTGAGGGCGATTAGG AAACTACCTCGGAAGAGGGG 251
Ad01A8409 Aradu.A01 8409 p2 (AG)19 38 35414106 35414143 TGGAGTTCTGACGAGTTCCC CCTCCCCTTCACTTGTCTGA 160
Ad01A8410 Aradu.A01 8410 p3 (AGA)5 15 35426862 35426876 CGACAAAACATGACGAATGG TCACCGGGGATTATTTGTGT 256
Ad01A8412 Aradu.A01 8412 p3 (TTA)S 15 35439536 35439550 GAGTGAGTGTGGTTCGGGTT TCAAACATTTTTGCTGCTAATGA 216
Ad01A8414 Aradu.A01 8414 p3 (ATAY7 21 35442602 35442622 TTGGACTTGCCTTTGTCCTT TGGCAACTGCCTTACCACTT 231
Ad01A8415 Aradu.A01 8415 p2 (AG)6 12 35445119 35445130 CGGACAAAGTTGGCTCATAAA AACCATGAACGAGGCAAAAG 280
Ad01A8417 Aradu.A01 8417 p2 (GA)16 32 35450751 35450782 AAAGGTAAAGTGATACCGCGAA GTGTGCCCATACACACAAGC 159
Ad01A8420 Aradu.A01 8420 ¢ (A)10gatg(A)1 24 35478399 35478422 TCACCATAATACGTACTACAAATTTCA CATGTCGTCATCCGCATATT 247
Ad01A8421 Aradu.A01 8421 ¢ (CAG)5(CAA) 30 35479369 35479398 CTGCCTCAAAGTAATCCCCA CACTCTGGACCCTCGTTTGT 279
Ad01A8422 Aradu.A01 8422 p3 (CTC)6 18 35485144 35485161 TTTATCCAGGCGCAACTAGG ATCACAATGGGCTGAGAAGG 256
Ad01A8427 Aradu.A01 8427 p3 (ACC)5 15 35505401 35505415 GCAAGTGGTGCAGCATAAAA GGTGACGGAAGAGGTTGTTG 219
Ad01A8429 Aradu.A01 8429 ¢ (AGA)17at(A4 80 35519808 35519887 TCATTCCCATTTGGGTTCAT TCTCTCTTCTTTTTCGAAATTCAT 239
Ad01A8431 Aradu.A01 8431 p3 (TTC)13 39 35538900 35538938 GGTGGTGAGTGAGGAAGGAA GAGTAGCCGAACCCCCTTAC 273
Ad01A8432 Aradu.A01 8432 p2 (AG)15 30 35548586 35548615 TTCAAGCCTTGGCTGTTCTT GGGCTAGGAATCCTTCTTGG 254
Ad01A8433 Aradu.A01 8433 p3 (TTA)6 18 35553765 35553782 GACTATGACCGCCTATCCCA CGCAGTCGTACATTGCAAAA 178
Ad01A8436 Aradu.A01 8436 p2 (TC)6 12 35568242 35568253 CGTGCACTTCCAAATCCATA GGAAAGGAGGTGGTGCTAAA 202
Ad01A8437 Aradu.A01 8437 p2 (TA)6 12 35568946 35568957 ATAGGGGAGGCGCTTGATTA AGCCAAGCACCTCAAAAGTC 264
Ad01A8439 Aradu.A01 8439 p2 (GA)13 26 35570966 35570991 AGCTTCCTTTTCAAGCGACA TTCGTTGGCACTACAGTTCG 256
Ad01A8441 Aradu.A01 8441 p3 (ATA)S 15 35572463 35572477 ATGCAATCCACGTCACAAAA GCTTGTCGTTGCAATTGTTG 100
Ad01A8442 Aradu.A01 8442 p2 (AG)6 12 35572643 35572654 CCTAGCAACAATTGCAACGA ACTCCCTTCCATCACAATGC 259
Ad01A8450 Aradu.A01 8450 p3 (GTA)5 15 35600687 35600701 GTGAAGTAGCTGTCGGAGGC CCCCTATTGCCCTAACACAA 247
Ad01A8451 Aradu.A01 8451 p3 (TCT)33 99 35610051 35610149 CGAATACACACCCATCTCCC CTAGAGGTTTCTCCGGCCTT 246
Ad01A8453 Aradu.A01 8453 ¢ (T)10cgtacattc 29 35616901 35616929 CCATTGATTCAGTTTTTAATTTGC CTTGCTTTGATGGGAGGTGT 263
Ad01A8456 Aradu.A01 8456 p3 (AAT)6 18 35632266 35632283 AGGGAAAAAGGCACTCCTGT AAACTTGGACGTTGGCTTTG 201
Ad01A8457 Aradu.A01 8457 p3 (TTC)6 18 35634628 35634645 CAACTTCTCTTTCCCACCCA CCCAAGATTCAGAGGTGGAA 233
Ad01A8459 Aradu.A01 8459 p2 (AT)10 20 35643463 35643482 ACCTAACTGCAAACATGCCC TGGCCTTTGTTCTCTGTTGA 272
Ad01A8460 Aradu.A01 8460 p2 (GA)17 34 35644437 35644470 CTCCATTTCCTTCCACCTCA TTGGCAATTTGGGACAGAAT 271
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Ad01A8461 Aradu.A01 8461 p2 (AG)16 32 35644696 35644727 TTTGCCAGGAAATTGAGACC CCCCAAATCCACTTTCTCCT 194
Ad01A8468 Aradu.A01 8468 p2 (TG)11 22 35658865 35658886 ACGTGTCGGTTACGTTGACA CTGATCATAAGGGTGGTCGG 197
Ad01A8469 Aradu.A01 8469 p2 (TC)7 14 35663473 35663486 TCAAAGTTCTGACGGTGGTG CCATGTATCTCACCGAGGCT 267
Ad01A8471 Aradu.A01 8471 p3 (TTA)S 15 35667351 35667365 TTGTTGGAGCTTTTGCCTCT CGGTTCTTCATTCAGTGGAA 272
Ad01A8472 Aradu.A01 8472 p3 (GTG)5 15 35668384 35668398 TTCTCGAGCCTTCACCACTT TTCGAGGACGAAGCTGAAAT 232
Ad01A8473 Aradu.A01 8473 p3 (AAT)16 48 35674860 35674907 TTGCGTTATTTGGGCAGAGT TCACGTTATTTTTAACATTTCTTTTCA 134
Ad01A8474 Aradu.A01 8474 p3 (TTA)S 15 35675304 35675318 TGTCAAAAATTGGAAAGAGTTGAA TCCGAAAAATAAAGATGTCCAAA 161
Ad01A8475 Aradu.A01 8475 p3 (TTA)S 15 35675669 35675683 ATTCCACCCAATCCAATTCA ACCTTTTGTCTGGTGTCCCA 271
Ad01A8476 Aradu.A01 8476 p3 (TAT)S 15 35677363 35677377 TTCGACGAAAATTTTGACAACT AGACTTGCGTTATTTGGACTGA 246
Ad01A8477 Aradu.A01 8477 p3 (TTA)7 21 35685430 35685450 CAGTGACGTGCAAGCCTAAA GCGGCCACTGCTCATAGTA 217
Ad01A8479 Aradu.A01 8479 p3 (TTA)S 15 35686200 35686214 TTGTCAAAAATTGGAAAGAGTTGA TCCGAAAAATAAAGATGTCCAAA 162
Ad01A8480 Aradu.A01 8480 c* (A)12(AAT)5* 25 35687342 35687366 TGGTCTATGGCATTTGGGTT CCACACACTTGCTTCTGGTG 187
Ad01A8481 Aradu.A01 8481 p3 (ATT)10 30 35687896 35687925 TATAAACGGTGCCAGTTCGC AATTTCAAAGGTTCCCACCC 244
Ad01A8482 Aradu.A01 8482 ¢ (A)10tttcgttaae 43 35693942 35693984 TTTGATGCAAGAATCCTCGT TGTGTTTTGATAAATGGCAACAT 278
Ad01A8483 Aradu.A01 8483 ¢ (GA)25(GT)1¢€ 82 35704053 35704134 GGGGAGAAGAAGAAAAGGAAA CGCGTCAATCAGTATAAGCG 277
Ad01A8484 Aradu.A01 8484 p3 (ATT)S 15 35704787 35704801 GGTCGTGTCGCGTAATTTTT CTTCCTCTTGGAAGATCCCC 240
Ad01A8486 Aradu.A01 8486 p3 (TAA)5 15 35739838 35739852 CTGGGTTTTCTCCCAGTGTT CGTGAATCGGGTAACAAAGA 166
Ad01A8490 Aradu.A01 8490 p3 (AAT)5 15 35768755 35768769 CTCGTCCTTGCAAAATCACA GGTTATGGCTGGTAGGGGTT 189
Ad01A8492 Aradu.A01 8492 p2 (TG)6 12 35844408 35844419 TCCAAACTCAGCCCAAAATC AAGGAGCTGACCAGTGAGGA 205
Ad01A8493 Aradu.A01 8493 p2 (AC)7 14 35845247 35845260 GGCTAAGGTATGGGTGAGGA AAAGGGGAACAAAATCACCC 247
Ad01A8494 Aradu.A01 8494 ¢ (A)10tttagatttti 94 35851780 35851873 GACCACGCAAAGGTTCTCTC CTCATAGCCAAAGGGGTGAG 277
Ad01A8498 Aradu.A01 8498 p2 (AG)6 12 35911242 35911253 TTGTTGGCTCTTGAAAGAATGA TTTGGTTAGGGACAGCTTGG 269
Ad01A8500 Aradu.A01 8500 p5 (AAGAT)5 25 35966720 35966744 AGGGCGGTACCCTTAAAAGA TGTCCGACTTGTTGGACTTG 255
Ad01A8501 Aradu.A01 8501 p3 (AGA)6 18 35979737 35979754 TAAAATATTGCTCGCCCTCG AAAACCTTTCCCACCCAAAC 210
Ad01A8517 Aradu.A01 8517 p3 (TCT)8 24 36067336 36067359 AAATCTTTCCCACCCAAACC TGCCATTGATGGTAGTGGAA 264
Ad01A8519 Aradu.A01 8519 p2 (GA)8 16 36076244 36076259 ATTGGGTAGATTTGGGAGGG ACAAGATCCCCACCTATCCC 203
Ad01A8525 Aradu.A01 8525 ¢ (TCTTCC)5(T 48 36124029 36124076 AGCGCTACACTCAGAACGGT ACACCCAAAATTCGTTGCAT 199
Ad01A8526 Aradu.A01 8526 ¢ (CTT)6caaaaal 56 36124498 36124553 ACAGGAATTCACCCAAACGA CTGCACGTTCTTCTTCATCG 273
Ad01A8527 Aradu.A01 8527 p3 (AAG)7 21 36124670 36124690 CGATGAAGAAGAACGTGCAG AAACACGCTTCCAACCATTC 169
Ad01A8528 Aradu.A01 8528 p2 (AC)6 12 36125738 36125749 CGCACACAACACACAACTCA CGGAGACCCAAGAAAATGAA 224
Ad01A8530 Aradu.A01 8530 ¢ (A)10tgagagge 72 36128739 36128810 CCGTCCTTGCTTGTTTGGTA TGGCACTACAGCAACCTCAG 272
Ad01A8531 Aradu.A01 8531 ¢ (A)l0gtagttga: 109 36131837 36131945 CCACCGTTATAAGTTGGTTTG GCGAGTGGGTCATAGAAAGG 236
Ad01A8532 Aradu.A01 8532 p3 (TTG)S 15 36135277 36135291 CGTTTGATTCATGTAGCCGA GGGTTTTACTAAATATGGAGGCA 229
Ad01A8533 Aradu.A01 8533 p2 (CT)16 32 36136579 36136610 TCAATTCCGTACAACATAACTATCAA AAAGGTTGCGATGTAGGTGG 226
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Ad01A8535 Aradu.A01 8535 p2 (TC)7 14 36141006 36141019 CATTGCACTTGGTTTGGTTG GCCCAGACGATCTTCATCTC 215
Ad01A8536 Aradu.A01 8536 p2 (TC)12 24 36141225 36141248 CGACGTCGATGAGATGAAGA CGAGGGATCAGCAGAAAATC 255
Ad01A8538 Aradu.A01 8538 p4 (TATT)6 24 36148329 36148352 AAGGACTTACAATTCGTTTGCAC GCCATTTCATCATTTTCCGT 221
Ad01A8539 Aradu.A01 8539 p3 (GTG)7 21 36155804 36155824 CGATGATGGTTTTGGTGATG TGACAAAACTACCCCTTCTCTCTC 157
Ad01A8540 Aradu.A01 8540 p2 (CA)9 18 36157421 36157438 GCTCCACCCACCTCAACTTA GAGGAGGAGGAAGAGGAGGA 226
Ad01A8541 Aradu.A01 8541 p3 (AAG)5 15 36157576 36157590 ACGTCCTTCTCTTTCCCCAT ATTGTTAGAGCCGCCACATC 248
Ad01A8545 Aradu.A01 8545 p3 (ATA)5 15 36161961 36161975 ACTTCACCACCATCTGGCTT ACACACGATTATTTTATCAGATTCAT 271
Ad01A8547 Aradu.A01 8547 p2 (AT)7 14 36166626 36166639 ACAAGCCACGCAGTCTCTTT GGAACAAAGTCTCTGGCTGC 257
Ad01A8548 Aradu.A01 8548 ¢ (TAT)5taataca 71 36169917 36169987 GTAGGGAAAAAGGGCAAAAA AAGGGACTTCTCTAGTCAGTTTTGTT 262
Ad01A8549 Aradu.A01 8549 ¢ (A)13ctatggctt 45 36170464 36170508 AAGGAAAGAAAAAGTGCAGGC AAAAACACCAATAACAACCCAA 234
Ad01A8551 Aradu.A01 8551 p4 (AGAT)7 28 36173837 36173864 GCTCTGGTCAACGTCCCTAA AGAGAATTGCGAAGCCAAAA 260
Ad01A8552 Aradu.A01 8552 p3 (TAG)5 15 36184579 36184593 GAGCAAGGGCGTGATCTAAG CATGTCTGATGATGATGAGAAAAAT 257
Ad01A8554 Aradu.A01 8554 ¢ (CT)6cctcattae 33 36210490 36210522 GGCCCAATTGAACTAAACCA ACTCGAAATCAAGGCTGGAA 277
Ad01A8555 Aradu.A01 8555 p2 (AC)6 12 36218788 36218799 GGTCCTTGGCCCAACTAAAC CAAGGCTGGAAATTCGAAGA 273
Ad01A8559 Aradu.A01 8559 p4 (TTAT)S 20 36231954 36231973 GAAGAAAACGAAAATAAGAAAATGG AAAAGGGAAAAGTAAATAAGAATGAG 275
Ad01A8562 Aradu.A01 8562 p2 (TA)6 12 36236353 36236364 GGGATTTGGTAATCATCCCA TTTTGGTGAAACATTTTGACACTT 203
Ad01A8564 Aradu.A01 8564 p2 (AT)9 18 36314728 36314745 AAAGCCTTCAAAGCCCTGTT CAATCAGCCAAATTAAGGGG 206
Ad01A8565 Aradu.A01 8565 p3 (TCT)6 18 36329763 36329780 GCCGAAACACAACCATCTCT CTGAGCTATGGACCCCTTGA 248
Ad01A8567 Aradu.A01 8567 p2 (TA)9 18 36341404 36341421 TCGAATATGCAATTGACACCA CTGGCAATTAAGCCATGTCC 247
Ad01A8574 Aradu.A01 8574 p2 (AT)6 12 36407222 36407233 CATTTCGGTTCATTTGTGACT TGCTGCCCTCTCAAGTCTTT 230
Ad01A8578 Aradu.A01 8578 ¢ (T)10atttaaaaa 75 36417829 36417903 GGATCGAGATTTTCGCCATA TATTAAAATCGTCTTTTGCTTCTG 178
Ad01A8583 Aradu.A01 8583 p3 (TTA)18 54 36454530 36454583 TCAACATCTATCTGGAGAGCCA ATTGTCTGCGACAACAGCAG 181
Ad01A8586 Aradu.A01 8586 p2 (TC)7 14 36465446 36465459 GCGACGGGAAAAACATTAAA CTAAAACGTCACGAGGCCAT 248
Ad01A8588 Aradu.A01 8588 ¢ (CAA)S5catattti 38 36476226 36476263 TGCCCTTTTTCCACTAGTTCAC TCTGGATTGCTTTTGAATGTTG 229
Ad01A8592 Aradu.A01 8592 p2 (TC)6 12 36495371 36495382 AGTAACAGCAGCGTTCCTCC GAAGAGAAAAACTCGTGCCG 236
Ad01A8598 Aradu.A01 8598 p4 (AAAT)5 20 36553047 36553066 TTGCTTGTTGTAAACGTCGC TTTTTGAATTTAAGTTTGGTGTTACC 246
Ad01A8606 Aradu.A01 8606 p4 (AATA)S 20 36628758 36628777 TTTGAATCAAGGGATGTTGATG ATTGATGCTCAGAGCCTTGG 172
Ad01A8607 Aradu.A01 8607 p3 (AGG)5 15 36630984 36630998 CGGTTCGGTTTGTCAGTTTT TGAAAAGTGGATCGAAGGCT 243
Ad01A8613 Aradu.A01 8613 p2 (AT)10 20 36655526 36655545 CAATTGAACCTTCACCGGAT AGCTCACTTAGCCATTTAGCC 147
Ad01A8614 Aradu.A01 8614 ¢ (AC)6tcatgtatt 110 36655675 36655784 GGCTAAATGGCTAAGTGAGCTAAA CCATATGCATTGATGTCTTGGT 276
Ad01A8616 Aradu.A01 8616 p3 (TTA)8 24 36666751 36666774 TTTCAGAGAAGCAACTCTTACTGC TCAAGACCTAATTGTATAGGATGTGAA 277
Ad01A8618 Aradu.A01 8618 p3 (TAT)8 24 36670655 36670678 AGAACTTCAATGCCAGCACC GTGGAGGTGGGTGTTTGAGA 277
Ad01A8622 Aradu.A01 8622 p3 (GAG)5 15 36688152 36688166 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 165
Ad01A8628 Aradu.A01 8628 p2 (AT)9 18 36721683 36721700 ACGTCTTATGTGTTATTTTGGGA ACTACTGCGCCTCGTTGTTT 216
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Ad01A8630 Aradu.A01 8630 p3 (GAG)6 18 36732257 36732274 CCTCACCAGAAGAGCCAGAC GTGGCGTCAAGGTGGTTATC 174
Ad01A8635 Aradu.A01 8635 p3 (ATT)S 15 36749518 36749532 CCTTGACCAAACCTAAATGAGA TGACGGTGAAGATGGATCAC 169
Ad01A8636 Aradu.A01 8636 p4 (AATA)8 32 36750293 36750324 GACTTTTCTTGGTGGTGGGA TTTTCTTCCTCTTTTTCACATGC 211
Ad01A8640 Aradu.A01 8640 p2 (AT)7 14 36756703 36756716 ATTGGGGACCAGTTGACAAG GGACCGCCAACATCATTAAG 226
Ad01A8642 Aradu.A01 8642 p3 (CAT)5 15 36765894 36765908 TAGCCATCCCCACGTAAATG TGGAATTTATGTCGTGCCAA 220
Ad01A8644 Aradu.A01 8644 p2 (AG)6 12 36766430 36766441 TGGAAGTGAATGTTTTGGTTTC ACAGTACCATTTTGCGGCTC 207
Ad01A8646 Aradu.A01 8646 p3 (ATT)6 18 36769357 36769374 AACTCCATTCCGACGACAAA TCATGTGCTAAAGAGAACGACAA 253
Ad01A8649 Aradu.A01 8649 ¢ (A)10gacattgtt 86 36780653 36780738 CCGAAAACACCCTCTCTCAC TGCTCGTGAGTTCTCACTCATT 276
Ad01A8651 Aradu.A01 8651 p2 (TA)6 12 36782356 36782367 GAACCGGTCAATTCAATCGT GGTAGGGGTAGGGATGGGTA 227
Ad01A8652 Aradu.A01 8652 p2 (CM20 40 36782787 36782826 ACCAATAACCACCGCTGAAG GCAGAGAGGAAGCAGAGGAA 248
Ad01A8655 Aradu.A01 8655 p2 (TA)8 16 36819163 36819178 CCCAAAAGCATAATCAGTCCA TCTTCCCCTTTTCCCTCCTA 250
Ad01A8656 Aradu.A01 8656 p2 (AG)9 18 36842234 36842251 ACCGTCACTACTGGTCTGCC CCGGAACCCAAAAGAACATA 259
Ad01A8660 Aradu.A01 8660 ¢ (A)11cagttacal 75 36890998 36891072 AGCTCAACAGTCAACACAACTGA CACTCGTGATCCCAATGAAG 279
Ad01A8662 Aradu.A01 8662 p3 (CAA)S 15 36895879 36895893 TTTCTTTGACCACACTGAATCAC TGGAATATAGACAAGGGGCG 272
Ad01A8665 Aradu.A01 8665 p3 (GAT)6 18 36897437 36897454 TCGTTTTCAACATGGTTTGACT ACCAATCAACCCTCCAATGA 192
Ad01A8668 Aradu.A01 8668 p2 (TA)6 12 36900742 36900753 TGCTCTCAAAAATAACCATGTAGTG ATATGGGTGCCGGAAAATCT 262
Ad01A8672 Aradu.A01 8672 ¢ (A)10g(A)10g: 59 36927939 36927997 TGTGAGGAAGTTGGATTTGAA TACTTTGGGGCATTTTGTCC 219
Ad01A8673 Aradu.A01 8673 p3 (TCA)S 15 36930866 36930880 GGTTGCAAACCTTGTCCCTA AACAGCAGGTCAATTCTGGG 239
Ad01A8674 Aradu.A01 8674 p3 (AAT)7 21 36944711 36944731 GGACTGGACCTGTGATGGTC GAATCAAGTGCAAGTAAGTGCC 261
Ad01A8675 Aradu.A01 8675 p3 (TCT)5 15 36952643 36952657 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 208
Ad01A8680 Aradu.A01 8680 p2 (TA)7 14 36983115 36983128 ACCCAACTTCCATATGACGC ACCATGACAAGGAGCTCACC 270
Ad01A8681 Aradu.A01 8681 p3 (AGG)5 15 36987274 36987288 TTGACGCTTGGATTCAACAA AATCGCGCTATATGGTTTGG 117
Ad01A8683 Aradu.A01 8683 p2 (AG)7 14 36995962 36995975 CGTGTTGTGCATTTTGATTG CATTTTTAGTTTCTAAGATGTTTTCCA 252
Ad01A8684 Aradu.A01 8684 p2 (TG)18 36 37006223 37006258 TGCACCTCTGGTTGTGTTGT AAACAAATTCAATCACAATCTTCA 198
Ad01A8685 Aradu.A01 8685 p3 (ATT)5 15 37012232 37012246 TCACAACCATGCAAAATTCAA TCATATGCATTCCGATGTTAGC 257
Ad01A8688 Aradu.A01 8688 p2 (CT)6 12 37014873 37014884 GACAACTGAGGAGCCACCAT AATAAAGCCACCACCACTGC 229
Ad01A8693 Aradu.A01 8693 ¢ (AAT)5(ATA) 30 37016808 37016837 ATTAATCGGTTTCGCAGTGG AAGGGCACAGAAAAAGGTCA 238
Ad01A8694 Aradu.A01 8694 p2 (TC)7 14 37022924 37022937 ACACCATTTTAGTCACCGCC AAGGGGTAGTGGCACTGATG 194
Ad01A8695 Aradu.A01 8695 p2 (TA)7 14 37027872 37027885 TGCCTCTAGCTTTCCCAAGA GGCCTCCATGAGGTACAAAA 244
Ad01A8700 Aradu.A01 8700 ¢ (AAAAG)5ata 40 37077890 37077929 CAATGGTTGTGTTCCATTGAT TCGCCTGTTCTTTAATCCAGA 275
Ad01A8701 Aradu.A01 8701 ¢ (T)10cttaattaac 102 37087410 37087511 CGTCTTGTACAACGTTTCTTTCC TCTCTCTTCTCACCCAGGGA 236
Ad01A8704 Aradu.A01 8704 ¢ (A)10gaagagce 94 37100885 37100978 TCTTTTTGGTGGAGGAATGC TTCTTGAGCAGAGCTTGCAG 279
Ad01A8705 Aradu.A01 8705 p3 (TCT)5 15 37103550 37103564 ACGAAATCGCTCTTACCCAA AACGCGAAGAAGAAGACGAA 136
Ad01A8706 Aradu.A01 8706 p2 (TA)7 14 37124241 37124254 GAGGCTCATCACTAGGCGTC AATCCGTTCTTCAGAAGCCA 236
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Ad01A8708 Aradu.A01 8708 p2 (CT)6 12 37131539 37131550 GGAACATTAAACCTGGAATTTGA TTTCGGCCCAGAAGACATAG 205
Ad01A8710 Aradu.A01 8710 p4 (AATA)S 20 37136039 37136058 TCCATACGAGATTGACGACG TTAGCACGCGATTGATTTTC 163
Ad01A8711 Aradu.A01 8711 ¢ (T)12ccftttttctt 187 37136836 37137022 CAATCTGGCACCACAAGAAA TTGCCATGGTGTTAGAATAAACA 252
Ad01A8712 Aradu.A01 8712 ¢ (CT)Baacct(TC 59 37138107 37138165 GTGGAACGCTACGTTTTGGT ATGGTGACGATAAAGCGACC 255
Ad01A8715 Aradu.A01 8715 p2 (CA)6 12 37179075 37179086 CATCACATCTTAAGCAGCCTT GCATGGATTGTACCCGAACT 258
Ad01A8716 Aradu.A01 8716 p2 (GA)6 12 37179697 37179708 TACTTGCATGGTGAATCCGA TTCTCACTCCCTTCCTTCCA 177
Ad01A8718 Aradu.A01 8718 ¢ (CA)8t(AC)8 33 37191400 37191432 TTGTGCAAGCAAAGTTGGAG TGCAAGGTACGAAGATCGAA 269
Ad01A8719 Aradu.A01 8719 p2 (TA)15 30 37195173 37195202 GGGTCGAGTTCGTATGTTGG CACCACACTCAATGCTCTCAA 156
Ad01A8724 Aradu.A01 8724 p2 (AT)6 12 37211911 37211922 ACATGTGCAAGGTGGAGTTG TCGCACCTCACCACCTACTA 261
Ad01A8727 Aradu.A01 8727 p4 (ATTT)6 24 37231828 37231851 ATTGCATGTGAATCTGGCAC CCTCACGAAACAGTTTTGGAAT 199
Ad01A8732 Aradu.A01 8732 ¢ (T)10caattaggt 71 37260942 37261012 TTTTTCCTTTTAATTGGTCCC TGTTGGTCCCTATAGTTTCGC 239
Ad01A8734 Aradu.A01 8734 c (CAT)15(CTT 84 37264241 37264324 GTCCTTTGCTTCTGCTACGG ACACCACTCCGACACCTTTC 260
Ad01A8737 Aradu.A01 8737 p3 (TAT)17 51 37282134 37282184 TGATGATCCGTGACATTCGT CAAGACACACGGATGGTGTT 209
Ad01A8738 Aradu.A01 8738 p2 (TA)9 18 37290405 37290422 CTTGATGCAACCCAGAGCTA CTATGCTCTGGGGAAGTGGA 197
Ad01A8740 Aradu.A01 8740 p5 (AAAAG)5 25 37297880 37297904 TGAATGCTTGAACATTGCATA GCCTTGGATCCTTTTTACCC 260
Ad01A8745 Aradu.A01 8745 p3 (AAG)9 27 37336039 37336065 TAGAATATTGGTCGCCCTCG CCCATCACCTCTTCACCACT 194
Ad01A8748 Aradu.A01 8748 p2 (TA)7 14 37404704 37404717 ACGTTAGTTCGTTTTGCGCT TCGAGCAATGATTTCTGTGG 252
Ad01A8750 Aradu.A01 8750 p2 (GC)6 12 37432263 37432274 AAGAACCGGAAAGCTGTCAA CACGTTTTGCTTCAAGTGGA 221
Ad01A8752 Aradu.A01 8752 p3 (TCT)6 18 37453401 37453418 ACACAACACAACCCCCTCTC TGCCATTGATGGTAGTGGAA 174
Ad01A8755 Aradu.A01 8755 p3 (TGA)5 15 37513103 37513117 GAGCTCGACCTCTCCCTTTT GCTGTTGGAGTTGAGGAAGG 149
Ad01A8761 Aradu.A01 8761 p3 (TAA)5 15 37534353 37534367 GGGTAGACGTGGACAGTGGT CCAGACAGTTACAGCAGCCA 190
Ad01A8762 Aradu.A01 8762 p3 (GGT)7 21 37538666 37538686 CATGGTTGGGATCTGAGACA AAGATGCGAGGTTGGAGATG 278
Ad01A8764 Aradu.A01 8764 ¢ (T)10gtttttaage 81 37539782 37539862 TCTTTTGTTTGTTTATTACATGGCA AGCGTGTTTGGCAAATTTCT 163
Ad01A8765 Aradu.A01 8765 p3 (ATA)13 39 37542063 37542101 TCAGCCAATGGAGAATTATGA CTCCGCACTGCTATACACACA 273
Ad01A8766 Aradu.A01 8766 p3 (ATT)6 18 37542240 37542257 GCGGAGAGTTTATTTGTGGC CAAGCACAAAAAGACGGAGA 165
Ad01A8770 Aradu.A01 8770 p3 (ATT)S 15 37560704 37560718 ATGCCACAAGCACATGGTTA AAGCAAAAGCTTGCGAAAAA 230
Ad01A8771 Aradu.A01 8771 p3 (AGA)6 18 37562340 37562357 TTTTCTTGGCCACAACATCA CCACACACTTCTCCCTTTCC 265
Ad01A8772 Aradu.A01 8772 p4 (TAAA)5 20 37565547 37565566 CAGGTTCAGGATCTGCTTCA CGAATTTCTCCTTCTCTCATCC 266
Ad01A8776 Aradu.A01 8776 p2 (AT)9 18 37617193 37617210 TGCTGACACCTACCAGAGGA TCAGCCACCAAAATCAGTCA 123
Ad01A8778 Aradu.A01 8778 p3 (ATC)10 30 37623936 37623965 TGATTGTCATCACCATGAAGAA ATGGGATTCATGTGGAAGGA 154
Ad01A8780 Aradu.A01 8780 p2 (CTe6 12 37645643 37645654 TCATGAACCTAATTGGGGAAA TTGGATCAAGTTTCAAGCCC 278
Ad01A8782 Aradu.A01 8782 p2 (AT)11 22 37661885 37661906 TATTGAACCTTGCTTTGGGG CACAGCCACTATAGGCACCA 145
Ad01A8783 Aradu.A01 8783 p2 (TA)6 12 37662653 37662664 CCACCATAGGCACCAAAACT GTTTGGGAGAGTTGGGAACA 153
Ad01A8784 Aradu.A01 8784 p2 (CT)6 12 37671345 37671356 GGATTGGTGAAGCTTGGTGT TTGAACCGAGCCAACTTCTT 131
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Ad01A8787 Aradu.A01 8787 ¢ (A)11tttctaatttl 44 37692151 37692194 TCGAGTTTGGACAACTGACG AAAAACATGCAATTGAAATCAAAC 231
Ad01A8788 Aradu.A01 8788 ¢ (AT)6ttttttttatt: 76 37714189 37714264 CTTGCTTTGATGGGAGGTGT CAACTTGCTTTGATCTTATTCCC 259
Ad01A8789 Aradu.A01 8789 p3 (TTA)13 39 37717513 37717551 TTTTGAGAATTTTCGATTCGG TTGGTATGCAATTGATTTTTGC 196
Ad01A8790 Aradu.A01 8790 ¢ (T)1lacgatgaa 59 37717728 37717786 TGTTGTTAATTGCCATCTTGC CCTATGATTTATGTTAAAAGTTCGCA 259
Ad01A8797 Aradu.A01 8797 ¢ (A)10taaacggt 30 37745075 37745104 TTGAAGACCAAAAAGTCACGAA TTTATAAGTTGCGTAGCATGGG 164
Ad01A8798 Aradu.A01 8798 ¢ (T)10aatttttcgc 36 37745587 37745622 AGGGTTGACCTCCAAATTCC AGTGACGACGACGATGATGA 261
Ad01A8799 Aradu.A01 8799 p3 (TCC)5 15 37751967 37751981 TGAGAGACGTCCCATGAGGT ATTTGGAGACACAAGTGGGC 186
Ad01A8800 Aradu.A01 8800 p2 (AG)6 12 37756141 37756152 TTGAATTTGAATGGTGGGGT CAGAATTGGCACAAAGAGCA 241
Ad01A8801 Aradu.A01 8801 p3 (TCC)5 15 37760135 37760149 TGAGAGACGTCCCATGAGGT ATTTGGAGACACAAGTGGGC 186
Ad01A8803 Aradu.A01 8803 p2 (GA)23 46 37768960 37769005 TCAAGAAGCAACAATCGCAG ACTCCTCCTTCACCCATCCT 210
Ad01A8808 Aradu.A01 8808 p3 (TTC)5 15 37780985 37780999 CCGGAGAGCTATTTTGGGTT CCCCTAATGAAAGTGGGGTT 172
Ad01A8810 Aradu.A01 8810 p3 (AAT)6 18 37782095 37782112 TGCCGGTTATACGTGAAATCT GCCATAAATCAAAAGACTCAGCA 273
Ad01A8812 Aradu.A01 8812 ¢ (A)10cggccatc 48 37799202 37799249 ATAGGGAGCTCTTGGGCATT AGCACAATGCTAGCACAACG 154
Ad01A8813 Aradu.A01 8813 p2 (TA)7 14 37806884 37806897 AGTTGGAGAATTAGCGGTGC CAATTGTGGCCATAACAGCA 102
Ad01A8815 Aradu.A01 8815 ¢ (T)10cagtttaaa 107 37817232 37817338 TCAAGCACAAGCCACCATAG TCTTCCTAACGCACTGGTGA 267
Ad01A8827 Aradu.A01 8827 p2 (TA)8 16 37935479 37935494 TACTATGCATGCCACCTCCA CGATACAGCAACAACCCAGA 160
Ad01A8828 Aradu.A01 8828 p2 (TA)6 12 37936769 37936780 TTCATCATTCATCCCTGCAA CCCCCTAAAACTTGATTTCAT 195
Ad01A8838 Aradu.A01 8838 p3 (TTC)5 15 37961933 37961947 CAAGGCATCTTCACACCCTT GGCAGAGGAAGAGAAGGAGG 276
Ad01A8839 Aradu.A01 8839 ¢ (T)10(A)13 23 37963560 37963582 AGAGTTTGTCGGGTCTGGTG GCCGGTTGGACTAATTGAACT 264
Ad01A8842 Aradu.A01 8842 p3 (AAC)S 15 37969340 37969354 GAGGTACTCAAGGAGGAGGGA TCTTTATTTAGCCGACCCCA 207
Ad01A8846 Aradu.A01 8846 ¢ (T)11gtcatgaat 96 37971990 37972085 GGCTTGTTTGGTGAGCCTAC CGAACAGCTCTTCTGCAAGTT 277
Ad01A8847 Aradu.A01 8847 p2 (TC)6 12 37974586 37974597 CAAGCCCTTTTGGCTTTACA AAAGGGAAGAAGGAAAAGAGGA 203
Ad01A8848 Aradu.A01 8848 p6 (TTATCT)5 30 37982385 37982414 AGGTCGGAGTTGTTGTGTCC GATAAGGGCAGTTCCCATGA 262
Ad01A8849 Aradu.A01 8849 p2 (CM9 18 37998503 37998520 TTTCTTTTCCCTCTTTTAAAATTCA TCCTTGAGGTGTCAGAAGAAAA 190
Ad01A8851 Aradu.A01 8851 p3 (TCT)6 18 38016024 38016041 GGCGTTTTACATGCCTCATT GTTTCTCCGGCCTTAGGTTC 268
Ad01A8852 Aradu.A01 8852 p3 (TTA)6 18 38028357 38028374 TGAAATTCCCACCATTGGAT TCGCACAACTAACCAGCAAG 229
Ad01A8853 Aradu.A01 8853 p2 (GA)7 14 38030045 38030058 GGGTTTGGGAAGGAAAATGT GATTGCACAGTAAGGGCGTT 275
Ad01A8854 Aradu.A01 8854 ¢ (A)12cacaagac 131 38039673 38039803 TTTTTGCTTTTACTCTCACAAAAGA CACCAGTCAAAATCGGACCT 255
Ad01A8857 Aradu.A01 8857 p2 (CM13 26 38078740 38078765 TCCTAAATCCTAAGAGAGGGGA GAAAACGTGCTCTACGGGAC 249
Ad01A8858 Aradu.A01 8858 p2 (AG)8 16 38083672 38083687 TTTGGGCTATTTTTGACCCA CATTGAACCTGGATTGGAAGA 214
Ad01A8865 Aradu.A01 8865 p6 (AATAAA)S 30 38106731 38106760 TGTTTAGTGATGATGAGAAGAACAAA CAGATTGAAGGAGCACCCAT 199
Ad01A8867 Aradu.A01 8867 p3 (ACA)6 18 38120572 38120589 AATTTAGCAAGATTGACTTAGAATCAT CCGACTCCACCTAGTAGGACA 274
Ad01A8869 Aradu.A01 8869 p3 (TGA)7 21 38125109 38125129 TCGTCTTTAATGCTACATTTCTTTTG GTCGTTGTCGTCTTCACCAC 280
Ad01A8874 Aradu.A01 8874 p2 (GA)9 18 38138972 38138989 CGCTTATTGAAGGCGAACAT CACGACAGTCTGTAACCGGA 237
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Ad01A8879 Aradu.A01 8879 ¢ (T)13ggtgactag 115 38145697 38145811 TTCATGCAAATGTGAAAGATGA TGGCACCTTTATTACAAAACTGAA 276
Ad01A8880 Aradu.A01 8880 p2 (AT)7 14 38150210 38150223 ACGGGTTTCCTTGGGTAGAC GCCAACCTGACAAGTCCAAT 234
Ad01A8886 Aradu.A01 8886 ¢ (A)lOttctcgcat 112 38197880 38197991 CACACTCAACGAACTGACGAA GATGTGGATGGCCTTCTGTT 227
Ad01A8887 Aradu.A01 8887 p3 (AAT)6 18 38198733 38198750 CATTTTTGTTCTAAAACTTTGGCAT CCTCCTTCACTGTCACTCTCAA 240
Ad01A8888 Aradu.A01 8888 p2 (AG)15 30 38202000 38202029 TCGTCCAAACTCTGGGTAGG CGGTTACGATGAGGTTCCAC 237
Ad01A8889 Aradu.A01 8889 p2 (AG)7 14 38210317 38210330 GCGCTTCCAAATAAGTCGTC CGGTTACGATGAGGTTCCAC 191
Ad01A8893 Aradu.A01 8893 p2 (GA)10 20 38215062 38215081 CTCCGGACGGTGAAATAGAA GTTTTCAAGGTGGTGGCTGT 220
Ad01A8897 Aradu.A01 8897 p2 (TA)8 16 38223493 38223508 TTGAACGGCAGAAACCTCTT TGCCCATCAAGACAATTGAA 240
Ad01A8902 Aradu.A01 8902 p2 (AC)6 12 38242868 38242879 AGAATGTCACGCTTCCGACT TTTTTCCCTTGCCTTTATTTTT 266
Ad01A8903 Aradu.A01 8903 p2 (AT)6 12 38243737 38243748 GAAATGTTCAAGCGCACTCA CTGGGAATGTTACCCCATTG 260
Ad01A8904 Aradu.A01 8904 p2 (CT)7 14 38245745 38245758 CGGAATAAAGCGGTGGTAAA TTGCCATCATTGGAACAGAG 163
Ad01A8905 Aradu.A01 8905 p2 (GA)10 20 38247545 38247564 TCATAATGACGATGGGACGA CCACCTCCAACAATCACACA 269
Ad01A8906 Aradu.A01 8906 p3 (TTA)18 54 38249907 38249960 AAGGGAATTGATCCCTTCAT TTCTCATTGATCACAAAATTTCA 193
Ad01A8907 Aradu.A01 8907 p2 (Cm1o 20 38251563 38251582 AAAGGAACATTGAACCTGGAA ACGAACCAGCAGCGATTTAT 280
Ad01A8908 Aradu.A01 8908 p3 (AAG)11 33 38256333 38256365 CTAGAGGTTTCTCCGGCCTT TAGCCAAACCTACTCCCCCT 265
Ad01A8909 Aradu.A01 8909 p3 (AAT)5 15 38261623 38261637 CTTCGCACAACTAACCAGCA CGCCTATCTGAAATTCCCAC 233
Ad01A8910 Aradu.A01 8910 p2 (CT)6 12 38267886 38267897 TGAACCTGGAACTTAGAAGAAATTG CAGCGATTTATGGGCTGTTT 253
Ad01A8911 Aradu.A01 8911 p3 (TGT)5 15 38281482 38281496 TTCTAGGATTGTTTTCGGCG TCACCATATCCGCAATCTCA 156
Ad01A8914 Aradu.A01 8914 p2 (GC)6 12 38294406 38294417 CCTCTGGGTCACTTTCCAGA AGGAAGCAGGATGGGGTAGT 222
Ad01A8916 Aradu.A01 8916 p2 (AG)7 14 38298916 38298929 GGGTTAGGGGACTTTTGCTC TCACCAAGGAATGGTTGAGA 148
Ad01A8917 Aradu.A01 8917 p3 (ATC)6 18 38318803 38318820 GGACGAGTCTGAAGAGGCAC GCAGGAGCAATTTCGAGTTC 229
Ad01A8918 Aradu.A01 8918 p5 (AAGAT)5 25 38319801 38319825 AGAGATAAGGGCGGTTCCAT TGTGGAACTGAGAATGCTGC 257
Ad01A8919 Aradu.A01 8919 ¢ (AT)6(A)10 22 38355014 38355035 TTCTTTGCAGGTTCCTCTTTTT CGATGAGAATTCCCAACCAA 247
Ad01A8920 Aradu.A01 8920 p2 (TA)7 14 38357016 38357029 TAGGGCAGAGAGGGACAAAA GCAATATTCCGCTTCTCTCG 198
Ad01A8921 Aradu.A01 8921 p2 (AT)7 14 38364855 38364868 TGACTGATATTCTCTTTCCCAGG GGTCAACGGATCACGGTACT 227
Ad01A8923 Aradu.A01 8923 p3 (TCT)24 72 38376737 38376808 CAGGCACTCAAGCTTTCACA ACGAGGAGAAACACGACGAT 267
Ad01A8924 Aradu.A01 8924 p3 (GAA)6 18 38376946 38376963 ATCGTCGTGTTTCTCCTCGT CTCTTCCTCTTTCTCCTCCTCA 161
Ad01A8929 Aradu.A01 8929 p2 (TA)6 12 38424251 38424262 TTGTACACCAACTCTTTTTAATTTTCA TTTGGTGGGTTTGTACGAGT 183
Ad01A8933 Aradu.A01 8933 p2 (TG)6 12 38436950 38436961 ATCTTGCCTCCTTGGACCTT CCAAGCTTTTCAAAATCACCA 167
Ad01A8934 Aradu.A01 8934 p2 (TG)9 18 38440481 38440498 TAATTCCATCCCGTGACTCC CCAACCATCAAAATGCAAAA 171
Ad01A8935 Aradu.A01 8935 p3 (TTA)S 15 38440675 38440689 AGTGTGGCATCACTGGTATGTT ACCCTTTTTAGTCGGGCCT 211
Ad01A8938 Aradu.A01 8938 p2 (TA)6 12 38444484 38444495 AAGTGAAGATATGGTTGTGTAGAACG GAACGAGAAATACCGCGAAA 262
Ad01A8940 Aradu.A01 8940 p2 (TC)8 16 38453737 38453752 CTCAAATCAATTGGTGCCCT CCCTCCGTCCATCTTTTAGG 157
Ad01A8941 Aradu.A01 8941 p2 (AG)7 14 38457861 38457874 AAAAACCTGGATCGAGAGTCA GGCCCAGATCCAAGTACAGA 201
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Ad01A8950 Aradu.A01 8950 p3 (TCT)6 18 38492687 38492704 TCTCTTTCCCACACAAACCC CCGGTCTTAGGTGCCATAAA 273
Ad01A8952 Aradu.A01 8952 p3 (AAT)6 18 38503596 38503613 TCCTAGGATTAAGGACAAAGAGAGAA CTCTCACTCTCACTCTCACTCTCA 213
Ad01A8954 Aradu.A01 8954 p2 (AT)7 14 38507757 38507770 TCTCTGTGTGACAAGGGCAG AGCTGGCCCAATCTAGAAAA 253
Ad01A8958 Aradu.A01 8958 p4 (AAAT)5 20 38511865 38511884 TGCAAAATTGATGGTCCAAT TTGGCACTTATGCATTTAAGG 238
Ad01A8959 Aradu.A01 8959 p2 (AT)11 22 38512031 38512052 TGCATAAGTGCCAATTTTACCTT ACATAATCACTCACTTTGGGCT 266
Ad01A8960 Aradu.A01 8960 p3 (ATC)5 15 38512259 38512273 CAATGCCATCTAAAAATCCCA TGTCCAGGCAAAAACGATTA 140
Ad01A8962 Aradu.A01 8962 p2 (AT)15 30 38515294 38515323 CCATACTTGTCTGTCTCATTAGTGG CATTAGCTCATGAACTGACTCGAT 267
Ad01A8964 Aradu.A01 8964 p2 (GA)10 20 38516676 38516695 GGAGAAGAGATCGCGAGAGA TTTGAGCAATCTGCACCAGT 146
Ad01A8965 Aradu.A01 8965 p3 (ATT)S 15 38526965 38526979 CAAGGGAAGTGGTTTTGGAA AAAGTCCCTATTCCGATCTTTAATTT 239
Ad01A8968 Aradu.A01 8968 p3 (ATT)13 39 38540973 38541011 TGATGCTCAGAGTCTTGGACC TCTGTGATTTTTGAATGCATGA 214
Ad01A8969 Aradu.A01 8969 p2 (AT)7 14 38545324 38545337 TTAGAACGAAACAGGGGGAG GGGATCGACCCTTACTCACA 240
Ad01A8982 Aradu.A01 8982 p2 (TC)13 26 38593141 38593166 CTCTTTCCTCCCCTTCCTTC GAAGGGGAAAGAGACAGATAAGG 263
Ad01A8983 Aradu.A01 8983 ¢ (CT)17ccctect 85 38593302 38593386 CTCCTCTCCCATTCTCTCTCC AAAGAGGGAAGGAGATACACACA 225
Ad01A8985 Aradu.A01 8985 p2 (GA)8 16 38598239 38598254 ATGGGGAGAGAGAGGGAGAG TCCACTTTCTTTTTCCGCTC 219
Ad01A8991 Aradu.A01 8991 p3 (TTA)S 15 38666228 38666242 TCAAGTGCAATTAAATGTCTTAACG TTCCTTACCAGTAGGCATTCTT 242
Ad01A9003 Aradu.A01 9003 p2 (TC)9 18 38770944 38770961 AATCCATTCCATTGCTTTCG GAGAGGAGGGGGAGAGAGAA 239
Ad01A9004 Aradu.A01 9004 p2 (CT)7 14 38771095 38771108 TCTCTCTCCCCCTCCTCTCT GGGGACAAAAAGAGAGAAAAAGA 270
Ad01A9005 Aradu.A01 9005 ¢ (GA)baagagag 130 38771518 38771647 GAGAAAGAAGAAAAGGAAAGAGG TCCCTCTCTATCTCGCTCTCC 207
Ad01A9006 Aradu.A01 9006 ¢ (GA)18aagaaa 118 38771814 38771931 TGAGGTGGAGAAAGAGGGAG CCGGTTAACCAAAACCAAAA 234
Ad01A9009 Aradu.A01 9009 p5 (TATTT)5 25 38809075 38809099 TGGCTTTTTCTGCTTGCTTT TTATTTTGCTGTGGTGGCAA 258
Ad01A9011 Aradu.A01 9011 p2 (CT)6 12 38844796 38844807 GATTTTGCTTGCCATTTGGT GTGAGGGTTCGGCTATTTGA 259
Ad01A9012 Aradu.A01 9012 p3 (AAG)5 15 38866125 38866139 CACCACCCTTCTCATTCCAT ACATTGTCGTGTGGTCGCTA 273
Ad01A9015 Aradu.A01 9015 p3 (ATA)11 33 38893578 38893610 CGCATCATCGTGATAAATGG AATACTGATAATACTTTTAGGTTGCCA 131
Ad01A9017 Aradu.A01 9017 p3 (AGA)5 15 38921471 38921485 CCCTGTGAGATGTGAAGAAAGA ATTCTCTCTCCCACTTTTTGAA 275
Ad01A9018 Aradu.A01 9018 p2 (CT)6 12 38923412 38923423 TGAACCTGGGATTGAGAGTCA CGGCCCAGAGAACACATATT 208
Ad01A9019 Aradu.A01 9019 p2 (GT)8 16 38931662 38931677 TTTCTTCGCAGGTCGAGACT TCGCACTCGAAAACGTTAAG 127
Ad01A9020 Aradu.A01 9020 p2 (AT)9 18 38932280 38932297 AAATCAGGAGCCTTCCAACT AATTTGAAGCACCAAGCACC 153
Ad01A9021 Aradu.A01 9021 p2 (TC)6 12 38934923 38934934 AGCTGTTGAGCTATTCTTGGAA TTGCTTTGAGCCAACAACAC 187
Ad01A9023 Aradu.A01 9023 p4 (ATAA)7 28 38950302 38950329 CAAGTTTTGAACAAATCAAACG GATCCACGTAACCCGCTAAA 222
Ad01A9024 Aradu.A01 9024 p2 (AT)8 16 38974580 38974595 AGTTCGTTCCTTGCTACCCA ACAACCCACCACGGTATGAT 276
Ad01A9027 Aradu.A01 9027 p2 (TA)6 12 39007052 39007063 CCATGATGGAGAAAGGGAGA GGTGTTCCTTGGTGTTTTCC 201
Ad01A9028 Aradu.A01 9028 p2 (CT)6 12 39031868 39031879 CAAATCCACCCAAGTCCATT CTAGAGGTTTCTCCGGCCTT 269
Ad01A9029 Aradu.A01 9029 p2 (AG)8 16 39093160 39093175 AGAATCAGTCGCCGTCACTT GAAAGATGGTGGCAGCAAAT 276
Ad01A9030 Aradu.A01 9030 p2 (CT)7 14 39098926 39098939 CCATGGCCAAATTTTAAAGG TCTCCATAAATTCATGCATCTCC 216
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Ad01A9031 Aradu.A01 9031 p2 (AT)6 12 39099099 39099110 TCCATGGACCTCTCTCTCTCTC TCGGGTCCAAAATTCAACTG 270
Ad01A9033 Aradu.A01 9033 p2 (AG)12 24 39101109 39101132 AAAGCCAACCACCACAGATT TGGGTATATGATGCCTTGTCA 212
Ad01A9037 Aradu.A01 9037 p2 (AG)6 12 39135978 39135989 TTGGATCTTGCGGAAGCTAT CACTGCTCAATCTCACCCCT 231
Ad01A9038 Aradu.A01 9038 ¢ (T)10cqgtttttcttc 39 39143049 39143087 TCAGCTTTGCTAGAGTCCCC TGTGGTTCATGAATGTTGGC 242
Ad01A9042 Aradu.A01 9042 ¢ (TTA)5tctttattt 48 39185137 39185184 ATCCAACAGGGACAAGCATC GATCCCATGGAGATTGTTGG 226
Ad01A9044 Aradu.A01 9044 p3 (ATT)6 18 39210065 39210082 ATTGGCCCCCTAAAATTGAT CTTGCTTGAACCTCGGAAAC 234
Ad01A9046 Aradu.A01 9046 p2 (AG)6 12 39213648 39213659 AAAGAAACTGGGATTGAGAGTCA AAGGGACTTTTGGGCTGTTT 225
Ad01A9048 Aradu.A01 9048 p3 (TAC)5 15 39217926 39217940 AACAAAAAGTATTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 270
Ad01A9053 Aradu.A01 9053 p2 (TA)8 16 39252513 39252528 TATGAAGCAGTAGCGGGGTT ACATCGAATCCTTTGGGTTG 262
Ad01A9056 Aradu.A01 9056 p3 (TAT)S 15 39327545 39327559 TGGTGTTGAGATTTTGGCTCT CAATCAAGCTCCAATCCACA 208
Ad01A9058 Aradu.A01 9058 ¢ (AAT)18aaacg 104 39328275 39328378 GGGCGTGCTTTTTGTCATTA CATGGGACGGTAACTGAGAC 278
Ad01A9059 Aradu.A01 9059 p2 (TC)9 18 39328913 39328930 TTATGCCCTTTTCTTATGGCT AATTCCACAGGCTGGAGAGA 166
Ad01A9060 Aradu.A01 9060 ¢ (TTA)6ttg(TT, 36 39329078 39329113 TTTCTCTCTCCAGCCTGTGG AGCCACCAAAACAGTCTCCA 156
Ad01A9063 Aradu.A01 9063 p3 (AGA)5 15 39345652 39345666 AAAAGAATGGAAGAAGAATGAATG ATTGAAGGGGGAATGGAGAT 212
Ad01A9066 Aradu.A01 9066 p2 (TA)6 12 39374805 39374816 GAAACCACCGTGCACATTTT CGCATCCAATGCATAACAAA 261
Ad01A9067 Aradu.A01 9067 p3 (TGA)6 18 39412702 39412719 AACATGCGACATTTTTGTGC GCTTACGCAATCAAAATAAGCA 209
Ad01A9068 Aradu.A01 9068 ¢ (T)10cttttcggtt 76 39415652 39415727 GAAATGTTTAAGTGGGGGCA TGAAGCAACCTACCAAAATAATGA 150
Ad01A9070 Aradu.A01 9070 p2 (AT)7 14 39476323 39476336 GAGAACCATGTCGGGTGAAC GCTATGGCATCCTCAAGCTC 205
Ad01A9072 Aradu.A01 9072 p3 (ATG)5 15 39479964 39479978 GCCATTTATTGAATTGAGGCTT GGAATTTGTGCAGCTTCCTC 274
Ad01A9074 Aradu.A01 9074 p2 (AT)9 18 39480878 39480895 CTAACAAACAGCATCCGCAA CGCGTTTGAGAATAGGGTGT 255
Ad01A9075 Aradu.A01 9075 p2 (AT)6 12 39481257 39481268 CCTTTGCCAAAAGCATCATT AAGTTCCTCCTTGGCAATCA 266
Ad01A9079 Aradu.A01 9079 p2 (TA)6 12 39486446 39486457 AACACTCATCTCTTTTATCGGATT CCATTTACCTATAGTGATCTTCAGCA 277
Ad01A9081 Aradu.A01 9081 p2 (AT)8 16 39495577 39495592 TTGCCTTTTGGTTTAAAGAGC GGTGGCATTGCTTTTGTTTT 279
Ad01A9082 Aradu.A01 9082 p2 (TA)6 12 39504406 39504417 CCACACTCAAACCAACCAAA TATTTGCTTTGTCTTGGCCC 191
Ad01A9083 Aradu.A01 9083 ¢ (AAT)6aac(A4 75 39512403 39512477 TTCCCTATCTTGAGTAGATAGTAGCG CAGAGGTCAAATATATTCCATAAGCA 280
Ad01A9084 Aradu.A01 9084 p2 (TA)9 18 39513847 39513864 CCATGTACTTCAAGGGCGTT TCGACGTCTCATAATTTTGGTTT 185
Ad01A9085 Aradu.A01 9085 p2 (AT)6 12 39517293 39517304 GTCGCGACTGAACATCAGAG TGAGCCTTCACGAATACGAA 268
Ad01A9086 Aradu.A01 9086 p2 (TG)8 16 39537490 39537505 CACCTGTTGCAGAAGCAGAA GAGTGCATGCATGATTTTCAA 219
Ad01A9087 Aradu.A01 9087 p2 (AT)6 12 39541322 39541333 AATGGGGCTAAGGTAAGGGT GCATGGAATGTGAAGGTGAA 156
Ad01A9089 Aradu.A01 9089 p3 (ATA)5 15 39570771 39570785 TGAACCTATGGGGTCACACA TGGATCTCATCCAAATTTACAA 245
Ad01A9094 Aradu.A01 9094 p3 (TGT)6 18 39622293 39622310 GCTCATCTCCTTGCCATCTC TTTTGGACAAATGATGCAGA 275
Ad01A9095 Aradu.A01 9095 p5 (AATAA)S 25 39644615 39644639 GGTCCATGATGAAGTAAGGGAG AATTTTCGAATCCCTTGGGT 273
Ad01A9097 Aradu.A01 9097 p3 (TCT)5 15 39667328 39667342 CCTACCTCACCCTCTCCCTC TAAAATATTGCTCGCCCTCG 225
Ad01A9100 Aradu.A01 9100 p3 (TGG)5 15 39724563 39724577 TACAACCGCAATCACAATCC ATTTCCCTCCTTCAACCACC 217
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Ad01A9103 Aradu.A01 9103 p5 (AATAA)S 25 39761948 39761972 GCAGCAGTAGTGGGGTTAGC CCTAACCACTTTCTCTCTCCTCA 260
Ad01A9106 Aradu.A01 9106 p3 (TTC)5 15 39808059 39808073 GTTATTGTTGGCCCCTCCTT TGTGTGTTTCCTGTGCTGTG 199
Ad01A9107 Aradu.A01 9107 p2 (TC)8 16 39812228 39812243 TGGCGTTCTCTTGACACTTG ATCCTAAATCGGAACCCCAA 245
Ad01A9108 Aradu.A01 9108 p2 (AT)6 12 39814818 39814829 TGGTTTATTTGCCAATGGAAT TCCAGTTCAGCTTCATCCCT 222
Ad01A9109 Aradu.A01 9109 p2 (AT)6 12 39831855 39831866 ACCAACAAGAACAAAAGCCAA GATTTGGTTTTGAACCATAGGA 239
Ad01A9112 Aradu.A01 9112 ¢ (T)10aggttgatc 63 39866715 39866777 TAAGTTTGGTGTTGGGAGGC TTTCTCTTCCAGGGTGTGCT 238
Ad01A9113 Aradu.A01 9113 p2 (CT)15 30 39867158 39867187 TCTTGACCCCTCAGGATTTG TTGGGAGGGAAAAGTGTTTG 198
Ad01A9114 Aradu.A01 9114 p3 (AAT)19 57 39887504 39887560 TGGCATGCATTCAAATCAA TCACATTCACATTGCTTGTGTT 190
Ad01A9115 Aradu.A01 9115 p2 (AC)6 12 39890098 39890109 TTGTGGGTCTTCACCAAGTTT CGGAGTGGGTTTTATTTGGA 198
Ad01A9118 Aradu.A01 9118 p2 (GA)6 12 39940215 39940226 CGATTTTGGATCCATGGTG TTCTCTTTCTTCTTTTTCAAAACTTTC 251
Ad01A9122 Aradu.A01 9122 p3 (TCT)6 18 40037251 40037268 ACCCCTTCACCACTCACATC CTGGCCTTAGGTGCCATAAA 208
Ad01A9123 Aradu.A01 9123 p3 (TTC)5 15 40050195 40050209 ACCCCTTTCATTGGGTTAGG TGTGGTCCAGCATGAGAAAG 222
Ad01A9125 Aradu.A01 9125 p2 (TA)6 12 40077432 40077443 CCGAAAGTGAGGATTTGGAA TGGGAAGTGTTACCATGCAA 217
Ad01A9128 Aradu.A01 9128 p2 (AG)6 12 40101032 40101043 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 103
Ad01A9129 Aradu.A01 9129 p2 (AT)7 14 40114107 40114120 AGTGAAACAAGGCCTCAATCA AGCTCGAACACACAAAACCA 185
Ad01A9131 Aradu.A01 9131 p2 (AG)9 18 40133934 40133951 GGTGTGCTTTGAACACCAAA AAGAGGGGAGGACTTCAAGC 247
Ad01A9135 Aradu.A01 9135 p5 (TTATC)5 25 40195467 40195491 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGAACG 171
Ad01A9148 Aradu.A01 9148 p3 (TTC)6 18 40332534 40332551 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 210
Ad01A9153 Aradu.A01 9153 p3 (AGA)8 24 40451248 40451271 TGCAAGCTTTTGTCTTCCCT ACTCCCTCTCCCCTCCCTAT 280
Ad01A9154 Aradu.A01 9154 p3 (TCC)5 15 40453064 40453078 ATAGGGAACTCCGTCCTGCT CCGTTAGAAATTTGGAGGCA 217
Ad01A9157 Aradu.A01 9157 ¢ (CTT)5tgtcatci 47 40516487 40516533 TGCAACAAATTTCGGCATAA CAAGAAGTAAATTTGAGAAGGAAAAA 217
Ad01A9160 Aradu.A01 9160 p3 (ATT)5 15 40520375 40520389 TTGATTTTCACAATTTTAAACGTAGA ACATGCTCCATGAGCTGCTA 186
Ad01A9163 Aradu.A01 9163 ¢ (TA)9(GA)8 34 40526827 40526860 TTGGTGAGAAGGGGGATGTA CCATGAGTGGAATCATCCAA 245
Ad01A9164 Aradu.A01 9164 p3 (TGT)5 15 40528799 40528813 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 271
Ad01A9165 Aradu.A01 9165 p3 (CAT)5 15 40534925 40534939 AAATACCGGGGATCAGAAGG TTGTGGAAAAGGGTTATGCC 196
Ad01A9166 Aradu.A01 9166 ¢ (T)10aaattatca 82 40536538 40536619 TGTCTTTTATACCCGAATTTTTAATTG GGACCGTTAAGCCTGAAACA 236
Ad01A9167 Aradu.A01 9167 p2 (GA)10 20 40538340 40538359 TTTGCCCCAATAAGCCATAC AGCGGTACGCTTTTGAATGT 241
Ad01A9168 Aradu.A01 9168 ¢ (AT)10nnnnnr 102 40539641 40539742 CACGCGGTGATAAGTGTTTG GCTTGATACAATAAGGCAGTTGG 266
Ad01A9169 Aradu.A01 9169 p2 (GA)24 48 40540433 40540480 CATGCTCGCGTGATAAGTGT GCACCCAGTAGTGAGGCAAT 126
Ad01A9170 Aradu.A01 9170 p3 (TGAY? 21 40540597 40540617 CTGGGTGCTATGATGGGAAT CCGGATAAAAGGTAAAGGCA 172
Ad01A9174 Aradu.A01 9174 p2 (TG)6 12 40543043 40543054 GAAAAGAGAATGGCACGAGG TATCACTCCCCAAAGCCAAC 103
Ad01A9177 Aradu.A01 9177 p3 (AGA)5 15 40565881 40565895 CGACAGCAACGACAACTGAT TTGACTTGAATGCCACCAAA 262
Ad01A9178 Aradu.A01 9178 p2 cn7 14 40568358 40568371 ATGTTCACTACCCAACCCCA GTCTTTGTCGGTGACCCCTA 219
Ad01A9179 Aradu.A01 9179 p2 (TA)8 16 40569941 40569956 TGCCTACGATCGAATTCATATTT CCGATGCCAAAAGGATAAAA 175
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Ad01A9183 Aradu.A01 9183 ¢ (A)10gagtgtatc 37 40579355 40579391 GAGCAAAATTCCATTCAGGG CCATCCTTTCTTGCTCTCCA 272
Ad01A9186 Aradu.A01 9186 p3 (TTA)17 51 40593940 40593990 TCATTATTTCATTAGACAGCCTCTTC CATCAAGTCCAATATCGCCA 177
Ad01A9189 Aradu.A01 9189 p3 (AGA)6 18 40603139 40603156 TTGCCTTCCCTTTCCTCTTT AAACCCCTCTCCCTCCACTA 267
Ad01A9190 Aradu.A01 9190 p4 (AATT)S 20 40615484 40615503 TCAATCTTTCTTTTGCCTTAATGA AGACACCACTGAGGTTTCCAA 277
Ad01A9191 Aradu.A01 9191 p3 (AAC)6 18 40619012 40619029 TCCTCAAAATAGCCACGGTT TTGCTGAAATGACCAATGGA 271
Ad01A9193 Aradu.A01 9193 p2 (AG)6 12 40633594 40633605 ATAGGTGAGGGGTTTTTGGG TTAATGCCAGAATTGGCACA 183
Ad01A9195 Aradu.A01 9195 ¢ (TA)8cacacata 43 40649814 40649856 GCGCTGAAGTCACGAAAAGT CAAGACCGCTCCCAAAAATA 278
Ad01A9196 Aradu.A01 9196 ¢ (TC)9cc(TA)9 38 40651468 40651505 TGAGCTTAATCCTTCGTCGG ATGCGTATGCACAGGATGAA 207
Ad01A9198 Aradu.A01 9198 p2 (TA)13 26 40669345 40669370 TTTTCGAATCAAGATTCAATTGTT AAAAATAATACACTCTCTCTTTCTCCC 128
Ad01A9200 Aradu.A01 9200 p2 (AG)6 12 40678129 40678140 CCGGATACTTCATACAACAGACA CATGAATGGTCCATAAGCCA 219
Ad01A9202 Aradu.A01 9202 ¢ (A)10gctatgctt 92 40727677 40727768 TTGCCTTCCCTTTCCTCTTT CCACAGGATCACCTCAGGAT 253
Ad01A9207 Aradu.A01 9207 p3 (TTC)6 18 40769723 40769740 TCCCTAGCCTCTCAGGATCA GTGCCTTTCCCTTCCTCTTC 264
Ad01A9208 Aradu.A01 9208 p4 (TTTA)6 24 40772455 40772478 GCTGACCCGTCGTTAATCAT TTGTTGGTTTGAGCAAGCAG 259
Ad01A9209 Aradu.A01 9209 p2 (AT)6 12 40778950 40778961 TTGCTAAATTATAAACGCACACA GGCCTCTTCAGATTCAGATCC 233
Ad01A9210 Aradu.A01 9210 p2 (AT)6 12 40801160 40801171 TTGCTAAATTATAAACGCACACA GGCCTCTTCAGATTCAGATCC 233
Ad01A9213 Aradu.A01 9213 ¢ (T)11ggttaactg 69 40823651 40823719 GGAACCCAAGGAAAATTTGA ACGTTCCATGGGTCTTGTTT 215
Ad01A9214 Aradu.A01 9214 p2 (TA)7 14 40825935 40825948 CACTCCGATCGACAACGTAA AGCCGGATCTTGAGTCTTGA 103
Ad01A9217 Aradu.A01 9217 p3 (ATT)13 39 40878038 40878076 TGGGAGCGTAAGCGTTATTT CGAGGCCTCACCTACTACCA 161
Ad01A9218 Aradu.A01 9218 p2 (TC)6 12 40887298 40887309 AGTAGCCCTGTTGAGAGGCA AACTCACCGGTGGTGAAAAG 202
Ad01A9224 Aradu.A01 9224 p2 (CA)6 12 40964704 40964715 TGTATGAGCGCATAGGCTTG CACAAGAGGCGAAAAAGAGG 232
Ad01A9228 Aradu.A01 9228 ¢ (A)10gagaaatg 94 40997620 40997713 TCTGAATGAATGCTTGAACAATG CACCCTTGCCTTTTGGTTTA 236
Ad01A9229 Aradu.A01 9229 p2 (TA)7 14 41003261 41003274 TGAAAACATGCTTCTTTGGC ACTAAAACCGCGTCATTTGG 263
Ad01A9230 Aradu.A01 9230 p2 (AG)7 14 41003726 41003739 TGCATCAAGGCAATTTCTGA AAGAACATTGAACCTGGAATTGA 225
Ad01A9232 Aradu.A01 9232 p4 (AACT)7 28 41018151 41018178 AACCGCAACAATGAATAGCA CCAAACACCATCCATAACCA 173
Ad01A9238 Aradu.A01 9238 p2 (AG)6 12 41076323 41076334 GGTTCAGGATCAGCTTCAACA GGTAGAAGAAGATGAAAGCATGAA 278
Ad01A9239 Aradu.A01 9239 p2 (GA)6 12 41129926 41129937 TCGAACACAGAGGGAGAGAGA TCTTTTTCAAAACCACCTAACCA 198
Ad01A9240 Aradu.A01 9240 p2 (CTe6 12 41144399 41144410 GTACTCACGAGGCGCTTTTC TAGGAAGGAAGGGGAAGGAA 217
Ad01A9244 Aradu.A01 9244 p3 (AAG)21 63 41166664 41166726 CTAGAGGATTCTCCGGCCTT ACCTCCCCTTCTCCTCCATA 201
Ad01A9246 Aradu.A01 9246 p2 (GA)14 28 41178948 41178975 AGCAGTGACCCAAGGCTCTA AATGACGCCAACTTTATCCG 253
Ad01A9247 Aradu.A01 9247 p2 (AG)6 12 41190769 41190780 CATAGCCCCATACTGCCAAT CTTTGGCTTTTGATGGGAAC 215
Ad01A9249 Aradu.A01 9249 p4 (AATA)S 20 41194090 41194109 AATCATGGCCTGTAAGTTGGA AATATGGAGTTCGTCGGGAA 261
Ad01A9252 Aradu.A01 9252 p3 (TGG)6 18 41205901 41205918 AGTTTTGATGCATTGGAGGG TAGCATTCGTCGTGGAGTTG 247
Ad01A9253 Aradu.A01 9253 p3 (AAC)6 18 41209494 41209511 CATCTGCCTTCACCACCTTT GCTGCTGGATTGCAGGTTAC 213
Ad01A9256 Aradu.A01 9256 p3 (ATG)8 24 41223788 41223811 GATGCCCGATTCTCCTGTAA TCTCTAGCACCGAAGCCAAT 268
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Ad01A9258 Aradu.A01 9258 p2 (CT1o0 20 41226625 41226644 TCACTACCCACCCAACAACA ATGGTTGATCCTGGTTGGTC 100
Ad01A9259 Aradu.A01 9259 p2 (AT)9 18 41229794 41229811 GATGGCGAAGATCATTGGAT TTTAGGCCGGCTAGGGTAAT 191
Ad01A9261 Aradu.A01 9261 p2 (AT)9 18 41267919 41267936 TGTGGTTTTCAGATGCAGGA ACCCCAAAAAGACCCAAAAT 191
Ad01A9265 Aradu.A01 9265 p3 (ATC)6 18 41279007 41279024 CAGCAAACAACTTCGGGTTT TGGTGGAAAGTGTGGTTTGA 148
Ad01A9266 Aradu.A01 9266 p2 (CT1o 20 41279836 41279855 GCAAGCAAAATTATCTAAACTCCAA CAGAGTCGAAGAGGTGGAGG 243
Ad01A9275 Aradu.A01 9275 p3 (AGA)6 18 41347282 41347299 CTCTGGCCTTATGTGCCATT CAGGATCCCCACTTACCTCA 280
Ad01A9277 Aradu.A01 9277 p2 (AT)7 14 41382006 41382019 GCGCTACCAACTTGTCTTCC GTCAGGGCCTGGGATGTTAT 234
Ad01A9278 Aradu.A01 9278 ¢ (ATC)6gaaatai 87 41382973 41383059 CCCCCATGTGTCACCTAATC CTCCCAAACAAAAGTGGCAT 260
Ad01A9280 Aradu.A01 9280 p2 (TA)6 12 41389187 41389198 CACCACGAAAGAATGTCGAA AGCAGGTTGAGTGGTTTGCT 157
Ad01A9284 Aradu.A01 9284 p2 (TA)6 12 41422201 41422212 GGGGTAAACAAAAATCGCAA AGCCGGATTTTGAGTCTTGA 133
Ad01A9285 Aradu.A01 9285 p2 (TA)6 12 41428649 41428660 AACTCGAAAGCGCAACACTC TTTGTGTCCCTTTGGGTTTC 199
Ad01A9288 Aradu.A01 9288 p2 (AT)10 20 41450725 41450744 CGAGACACAACAGGTACACACA GACATGATTGGACATATCTAAATACCA 273
Ad01A9289 Aradu.A01 9289 p2 (AT)6 12 41454830 41454841 AAGGGAAAAAGGGGAAACAG CGATGCTGTTTGTGTTTGCT 134
Ad01A9290 Aradu.A01 9290 p3 (AAC)S 15 41458055 41458069 CAGGCTGCATTATAGCCCTT CTGCCCCAATTTTGAACACT 158
Ad01A9292 Aradu.A01 9292 p3 (TAA)13 39 41465266 41465304 TAAAGGCTTCGGCCATTTTT CAAGTCCCTCCGCACAATA 276
Ad01A9296 Aradu.A01 9296 p2 (TA)7 14 41476899 41476912 TTGCGTTGAACTTGCTTACG TTGTTGGATGTTTTCTTGGATG 229
Ad01A9298 Aradu.A01 9298 p2 (TA)6 12 41480383 41480394 TGCAAACACAAGGTTTCAACT CGGATGAACACAACATAGAGC 280
Ad01A9299 Aradu.A01 9299 p3 (TCT)7 21 41497981 41498001 CTCATCAAGAGCATCATCGC CTGCCCATACATCCACCTCT 156
Ad01A9300 Aradu.A01 9300 p3 (ATT)15 45 41499025 41499069 TTCCAATGAAAAGCGAAACA CCAATCCACGTCATATTTGTCA 264
Ad01A9301 Aradu.A01 9301 p3 (ATT)5 15 41499186 41499200 TCAATGGATGGAGGTTTCATT TGCCCACCGTAAACTTGATT 258
Ad01A9309 Aradu.A01 9309 p2 (GA)14 28 41570237 41570264 CATGCATGCCAATTTTCAAC TTCCTTCACAGCTCATGTCG 276
Ad01A9310 Aradu.A01 9310 p3 (TGT)5 15 41571701 41571715 CTGAAAACTAAAATGCCTCTTCA TTGCATGGAGTTATGGCTGA 186
Ad01A9314 Aradu.A01 9314 ¢ (AC)6(TC)8 28 41575854 41575881 TCACACCCTCTATCCCAAGC GAAGAGCGAGAGAGAGGCAA 184
Ad01A9327 Aradu.A01 9327 p6 (TTTTGA)6 36 41622176 41622211 CCATTCAAAACATGCAACCA CAGGTGGTGGGCAATCTACT 269
Ad01A9330 Aradu.A01 9330 p2 (GA)6 12 41630687 41630698 TAACCCTAGCCGCCTTACCT CTCTGCTCCCTCAACTCCAC 254
Ad01A9334 Aradu.A01 9334 p3 (TTA)24 72 41639614 41639685 CACCCATTTTAATGAGGCAT TTGCTGCTCCTGTTATTCCA 280
Ad01A9336 Aradu.A01 9336 p3 (AGA)S 15 41648509 41648523 ACCTTCTTCATGGCCACAAC AAGCCACCTCCATCTCCTCT 269
Ad01A9337 Aradu.A01 9337 p3 (AGA)7 21 41660199 41660219 TAAAATATTGCTCGCCCTCG CACCTTGACCGAAACACCTT 100
Ad01A9339 Aradu.A01 9339 p2 (GA)6 12 41686302 41686313 TTTCGAACACAGAGGGAGAGA TTGACCACTTTTCAAGTTCCAA 188
Ad01A9340 Aradu.A01 9340 p2 (AT)9 18 41691388 41691405 CATCAAGCCCGATAAAGGAA TGGTGACAGAGCAAAGGATG 280
Ad01A9341 Aradu.A01 9341 p4 (TTTA)S 20 41700081 41700100 CGGTTCATCTTGTTGCTCAG ACCATGCATGAGTTTCCGA 275
Ad01A9342 Aradu.A01 9342 p4 (TTTA)S 20 41701379 41701398 CGAAAACCACTAACAACTTTTTCA AGAGAGGGAGAGAGGGTTCG 244
Ad01A9345 Aradu.A01 9345 ¢ (GT)6atgtgtgal 34 41761592 41761625 GCACGAAATGTTCACACACA CTAGTCGGCCTAAACTTCGC 208
Ad01A9347 Aradu.A01 9347 p3 (TTC)6 18 41798324 41798341 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 185



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A9349 Aradu.A01 9349 p6 (ATTTTT)5 30 41803307 41803336 TTCTCTCTCCTCATCTTTTTCG ATGATGGAGCAAGGGAGATG 200
Ad01A9351 Aradu.A01 9351 p3 (TCT)6 18 41819066 41819083 CCTAACGTACATGGCCGAAT AAATGTTGCTTGCCCTTGAG 103
Ad01A9353 Aradu.A01 9353 p2 (TA)9 18 41829148 41829165 CATGCTGGAAGCTTCTGATTT TACTTTCGCGAACCGAGTCT 113
Ad01A9360 Aradu.A01 9360 ¢ (TA)7ataatatta 48 41854353 41854400 AAAAATGCATTAAGGAAGAGCG TGCAATTTTCTCTCTCTTTACTTTT 259
Ad01A9361 Aradu.A01 9361 p2 (TA)7 14 41859856 41859869 TTTGATCAGAGTCTCGTGCTG TGCAATTTTCTCTCTCTTTACTTTT 195
Ad01A9366 Aradu.A01 9366 p2 (TA)6 12 41878304 41878315 TCTTCAACACTTGGCTCCCT GTGGTGGAAGCTGAAGAAGC 185
Ad01A9367 Aradu.A01 9367 p2 (GA)21 42 41884397 41884438 CAAATGGTGGTGACGATGAC CGACGGGTTTACTGTCGAAT 275
Ad01A9369 Aradu.A01 9369 p2 (AT)6 12 41893482 41893493 TGAACACGAACCGGTAATCA TGCTTGTGCACATCAAATCA 280
Ad01A9372 Aradu.A01 9372 p2 (AC)6 12 41908562 41908573 CATGACCCCATATAAGGCAAA TGATTGGAATGGTGTGTTGC 238
Ad01A9373 Aradu.A01 9373 p2 (TC)28 56 41910077 41910132 CGGTTGGGGTGATACTGTTC CTCGGCAGATAAACGAGTGC 252
Ad01A9374 Aradu.A01 9374 p2 (TA)9 18 41911147 41911164 TCATGGTATTTAAGGCATCCAA CCACTCCTTTGGGAAGTTCA 237
Ad01A9376 Aradu.A01 9376 ¢ (TA)8cacgcact 75 41920456 41920530 TGGAGGATGAGAAGGAATGC TTTCATTCAATACAGGCACACA 266
Ad01A9381 Aradu.A01 9381 p3 (ATA)17 51 41933339 41933389 AAAAGAAGTGGCACATGAATTG CCCATATGCATGCCATAACT 266
Ad01A9383 Aradu.A01 9383 p3 (GAA)5 15 41939132 41939146 TCAATTTAGCAACAAATTCCACA TACTGGGTTCCCTTTCATGC 275
Ad01A9384 Aradu.A01 9384 p3 (TTA)9 27 41940517 41940543 GGTGGGGCTTCAATAATGCT AGTGTGAGGAAGGCAGAGGA 260
Ad01A9385 Aradu.A01 9385 p3 (TGA)5 15 41940687 41940701 TCCCATGGACAATGTGAGTG AGTGTGAGGAAGGCAGAGGA 174
Ad01A9387 Aradu.A01 9387 p3 (TTA)6 18 41952032 41952049 TTCGGAAAAGAGTTGAGCAAA AGGTAGTTGGGCTTTTTGGG 180
Ad01A9388 Aradu.A01 9388 ¢ (TA)9ttattaattc 80 41960853 41960932 CCAGCTTAAACTCTGCAGGC AGGCACGGACAGATCAAAAC 156
Ad01A9394 Aradu.A01 9394 ¢ (TCC)btttttatct 83 41998309 41998391 CGTCACTGTTACCACCACCA TTGAGTGAGTCGATTTTAGATTTTG 277
Ad01A9395 Aradu.A01 9395 p3 (CAC)6 18 41998758 41998775 CCACAAATTCAATGATAACAAAACA AAATTTGGCCTTGTGATTCTTT 237
Ad01A9396 Aradu.A01 9396 p3 (CAT)10 30 41999156 41999185 TTTCGGTGTCAAAATTACGAA CAGGTTCTTGTTAAGTGGGTGA 189
Ad01A9398 Aradu.A01 9398 p2 (TC)6 12 42002870 42002881 TCCCCTCTCTCATCCTCTTTC TCCTCCTCTCTCTCCTCCTTC 280
Ad01A9400 Aradu.A01 9400 ¢ (AG)7aaagaga 143 42003493 42003635 GAGAGAGAGGGAGCAAAGAAG TCTCTCCCCTATTCCTCTTCC 224
Ad01A9401 Aradu.A01 9401 ¢ (AG)8caaaagar 116 42003952 42004067 AGAGAAAGAAAGAGAGAAAGGAGAG CCCACTCTGTCTCTCCCCA 270
Ad01A9402 Aradu.A01 9402 p2 (TA)8 16 42010011 42010026 GCTAGCCTAGGTGCCAGCTT TGAGCCTGATTCGTTGTTAAA 236
Ad01A9404 Aradu.A01 9404 p2 (TA)7 14 42030162 42030175 CTGACAACCATTCGCAAAGA TGCACAATCATACATTGCCA 145
Ad01A9405 Aradu.A01 9405 ¢ (TA)7(TG)23 60 42030412 42030471 GGAACTTCTTGAACAGGCCA CAGAATCAATCCAAAACAATTCG 254
Ad01A9407 Aradu.A01 9407 p5 (TTTAT)S 25 42064814 42064838 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 213
Ad01A9408 Aradu.A01 9408 p3 (AAC)5 15 42082052 42082066 CGCCCGAATCAAGGATACTA GAGGTGCTCTGTAAGGCTGG 244
Ad01A9414 Aradu.A01 9414 p3 (AAT)6 18 42139981 42139998 TAAAGGTCGATTCCACGGAG AGAAGGATTGGATGAAGGCA 239
Ad01A9415 Aradu.A01 9415 ¢ (A)10t(A)10 21 42155595 42155615 TTGCAAACGTGTGCCTTATT CCGTCCATCTTTGATTGCTT 230
Ad01A9416 Aradu.A01 9416 p3 (TCT)5 15 42169854 42169868 AACCTACTCCCTTCCCCTCA GCTTTTGTCTTCCCTTTCCC 272
Ad01A9418 Aradu.A01 9418 ¢ (TTC)5tttttctat 47 42182736 42182782 CATCTGTGTCCCTTCCCTTT TGGAGGATGTGAGTGAGAAAGA 244
Ad01A9420 Aradu.A01 9420 p3 (CTT)6 18 42209799 42209816 TTCAAAAATTGGACCGGACT GGAAGAGGAACAGGAGGAGG 279
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Ad01A9421 Aradu.A01 9421 ¢ (CTT)5tt(TCA 182 42210412 42210593 TTTTTCTCCCTCCTTCTCATC AAGAGTAAAACAAGAAGAAACTTGAGA 242
Ad01A9422 Aradu.A01 9422 p3 (GAG)7 21 42211567 42211587 AAAAGAGGAGAAACACAAAGAAGAA TTGCTCATGTCCCTCAATTTC 280
Ad01A9423 Aradu.A01 9423 p2 (CT)24 48 42212947 42212994 CCCATCATCCATTTCCACTC ATTGGCGTGAGATTCAGAGC 236
Ad01A9424 Aradu.A01 9424 p3 (TCT)5 15 42213151 42213165 GCTCTGAATCTCACGCCAAT TGGATCCTCAGCGTTAGTGA 108
Ad01A9425 Aradu.A01 9425 ¢ (T)l0cgtaggaa 126 42219712 42219837 CCTCGGTTGGTATATGTCGG TCATGATCTTCTCCTCACACAAA 276
Ad01A9426 Aradu.A01 9426 ¢ (TA)7acgttaga 73 42235153 42235225 TGTGATTAGGGAAGTATTTCATTTTG TGAGAGAGTGTGTGGCAACC 271
Ad01A9427 Aradu.A01 9427 p3 (GAG)6 18 42243919 42243936 TTCTTTCAAGCGGTTGTTTTT CGTTGATCACTGGAGCATGT 250
Ad01A9431 Aradu.A01 9431 ¢ (A)10ctcgtgcte 69 42256343 42256411 TCAAACGTAAGTAAATCTGGTTTTTG CCTACTGTGGCTGTCGGTTT 255
Ad01A9436 Aradu.A01 9436 p5 (TTATC)5 25 42323507 42323531 CCTGGGTGCTCCAGTGTATT CTAGACGATCGCCAAAGGAG 206
Ad01A9437 Aradu.A01 9437 p3 (AGA)6 18 42336523 42336540 TAGAGAATGTTGCTCGCCCT CCCCCTCACCAATCACATAC 273
Ad01A9440 Aradu.A01 9440 p2 (TA)6 12 42379491 42379502 GCAAACCAAAACAATGCACA AACTCTCCAGGTTCCCCAAT 233
Ad01A9441 Aradu.A01 9441 p2 (TG)19 38 42382521 42382558 TTTCAGATGCAGGACGTGAG TCAACCTCTAGGAGGGGAAGA 190
Ad01A9442 Aradu.A01 9442 p2 (TA)6 12 42382871 42382882 AGCTAGCCTTTGCTTTGCAG GCAAGATGTGATCGGGTGTA 260
Ad01A9443 Aradu.A01 9443 p3 (TCT)6 18 42442309 42442326 TGAATACACACCCCTCTCCC ATGTTTTTCCGGCCTTAGGT 161
Ad01A9444 Aradu.A01 9444 ¢ (A)10ttaaaaatc 83 42460120 42460202 AGAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 209
Ad01A9445 Aradu.A01 9445 p2 (GT)7 14 42460363 42460376 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254
Ad01A9446 Aradu.A01 9446 p2 (TA)6 12 42472135 42472146 AAACCGTCAAAAATCCAATCA GAGCTCAGGACTGAGGATGG 227
Ad01A9449 Aradu.A01 9449 p2 (AT)7 14 42499863 42499876 CCTTGAATTGTGCTTTGCTTT ACCAAAAACAGAGGCTGTCA 248
Ad01A9450 Aradu.A01 9450 p3 (CAT)6 18 42503812 42503829 CAGGCATGAAACAATTCCAA AGTTCATTGGCGGAACTTTG 156
Ad01A9452 Aradu.A01 9452 p2 (TC)11 22 42505829 42505850 AGCAACTATAATTCCGGGGG CCAAGCACCGACAGAGATAA 191
Ad01A9453 Aradu.A01 9453 p4 (TTGA)6 24 42507090 42507113 AACAAAGCTGTTCGGAAGGA TATCCAAGGAGACGAGGGTG 263
Ad01A9454 Aradu.A01 9454 p4 (ATGG)5 20 42507344 42507363 GGGCAATTCTGTTCCTGTGT TCATCACTTCATTCTCCCCC 146
Ad01A9455 Aradu.A01 9455 p2 (TC)6 12 42507688 42507699 TCTCAACAGTCATACCATAACTCCTC TAGCTTTTGCAATAGACATTTTTC 280
Ad01A9457 Aradu.A01 9457 p3 (CAT)5 15 42508979 42508993 CCCTCATTGAAGCTACAGCC GTATAGGCCAGCGAGATGGA 186
Ad01A9458 Aradu.A01 9458 p4 (TCAT)5 20 42510210 42510229 ATAGTATATCCGGGGGCAGG ATGGCAATTTGATGAGAGGG 267
Ad01A9459 Aradu.A01 9459 p2 (AT)7 14 42510482 42510495 CATGCATACACGCAAAACAA GCTGTGTGAGTATAAAGGGGC 245
Ad01A9462 Aradu.A01 9462 ¢ (CT)6cctecatal 35 42536332 42536366 CAAACCTAAACCCCTCTCCC TTGCCTTCCCTTTCCTCTTT 273
Ad01A9466 Aradu.A01 9466 p2 (TC)6 12 42547095 42547106 TGTTGCTGTTTGTGGGGATA GCATGAGAGAAAGCACAGCA 163
Ad01A9472 Aradu.A01 9472 p5 (AAAAT)5 25 42571202 42571226 TGTTTGATTGCTTAGATTAGGCG TTCCCAGTGAGGTAACCTGTG 250
Ad01A9477 Aradu.A01 9477 p2 (CT)8 16 42620924 42620939 CACGCCAGAATTGCACTCTA TGAAAGTGAGGTAGGTGGGG 258
Ad01A9478 Aradu.A01 9478 p2 (AT)8 16 42631000 42631015 ATTCCTTCGGCTTTCCAAAT AACTTTGGCGAAACAAGGTG 209
Ad01A9479 Aradu.A01 9479 p2 (AG)19 38 42634275 42634312 CGTAATACCTCACCACCGCT GCGCAAAAATGTAACTCACC 215
Ad01A9480 Aradu.A01 9480 p2 (TA)8 16 42638337 42638352 TTTGTTAAAGATGTTTTCATGTTGTG AAAAATTTTAAGAGGCTTGAGTTTG 255
Ad01A9481 Aradu.A01 9481 p2 (AT)10 20 42645043 42645062 TGGTCTCTGGCAATTGATGA TGGGCTGTACAGAAGAATGC 103
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Ad01A9482 Aradu.A01 9482 p2 (TC)8 16 42646647 42646662 TGGACAAGCTTCAGCTGCTA CGCCTTGAAACCAATGATTC 272
Ad01A9483 Aradu.A01 9483 p2 (TA)6 12 42647587 42647598 CCAACCACATTAACAAGGCTC TCCAGGCTTTCGTTTTCATC 178
Ad01A9485 Aradu.A01 9485 p2 (TA)6 12 42649094 42649105 CCACTGGATCCATGAAATGA AAGCAGTGTGCCTTCTCCAT 258
Ad01A9486 Aradu.A01 9486 ¢ (A)10ggaaaace 54 42649552 42649605 CAAGCAAGCACATAAGGCAA GGTGTTTCAGTTGGTCGGAG 258
Ad01A9489 Aradu.A01 9489 ¢ (TAA)5tetttact 115 42658599 42658713 AAAAACGGTGGTCCTGATTT TTTCATCTTATCCTAAATTCTGTTTTG 201
Ad01A9491 Aradu.A01 9491 p3 (AGA)5 15 42673596 42673610 CGTCCTCGAGCAAAAGAAGA ACATAACCGAACCCTACCCC 174
Ad01A9492 Aradu.A01 9492 p3 (TAA)6 18 42681265 42681282 GAAAACGTAACAGGGGAGGG TACTAGGTACGACCCGGTGC 267
Ad01A9494 Aradu.A01 9494 p2 (GT)9 18 42695234 42695251 CGACGTTCCCAACCTTTCTA TCCCTCACTTGTCCGAAATC 161
Ad01A9498 Aradu.A01 9498 p2 (AT)8 16 42710019 42710034 CGACTGTTAACCCAAGGGAG TCGTTCCTCCCTGCAAATTA 271
Ad01A9503 Aradu.A01 9503 p2 (GA)6 12 42725705 42725716 GCAATTGAAGGAAGAGAGAAGG TGCTTATTAACGTCGTCCTCG 128
Ad01A9505 Aradu.A01 9505 p3 (AAC)5 15 42726765 42726779 GAGGAGGAGGAAAAGAAACAAA TTGTTTGGAAAAATTCTTTTGAG 280
Ad01A9507 Aradu.A01 9507 p2 (TG)8 16 42740866 42740881 GCACACCCATGTGTTACGAG GCAGTGACGAGCAAACAAAA 242
Ad01A9509 Aradu.A01 9509 ¢ (AG)6aa(AG)¢ 55 42743431 42743485 TGCCCCTTCCCTTTAAATCT CATGCTGAGTGGAATAGCTCA 227
Ad01A9510 Aradu.A01 9510 p2 (AG)7 14 42759233 42759246 GGGTTTGGAGCAGAATCAGA AGCCAATTGGGCAACATAAA 227
Ad01A9511 Aradu.A01 9511 p4 (TTTA)S 20 42763007 42763026 TGGGGTAATTTTGTCCCCTT AAAAACTGTGGGAACATGGG 252
Ad01A9513 Aradu.A01 9513 p3 (TTC)6 18 42777011 42777028 ACACAACCCCCTCTTCTCCT GCTTTTGTCTTCCCTTTCCC 212
Ad01A9514 Aradu.A01 9514 ¢ (T)10(A)10 20 42783059 42783078 TTGTCTGGTTGCTTAGATTTGG GCAAACATTAAACTAGAAATTTTGAA 247
Ad01A9518 Aradu.A01 9518 ¢ (AAT)7ataat(# 54 42840729 42840782 CTGGGAGCACAATCTCATCC TGCAATAAAAGAAAATGGAGGAA 278
Ad01A9519 Aradu.A01 9519 p2 (AT)10 20 42892247 42892266 CCAACAATCCAGCTACCGTT GTAACGACCCAACTTCTGGC 217
Ad01A9521 Aradu.A01 9521 p3 (TTC)6 18 42895814 42895831 GCCAAAGTTGGCAAAGTAGC TCGGGAATTTGGTTAATGGA 162
Ad01A9522 Aradu.A01 9522 ¢ (T)10a(T)10 21 42897693 42897713 TCAAATCATAACATGGGAAGGA AGAGAGCTCGCCAATTTTGA 214
Ad01A9523 Aradu.A01 9523 p3 (ATT)8 24 42910099 42910122 GATCCGCATGTGGTGAGTTA TGAACGTGTCTTTATTAAATGTGTCA 230
Ad01A9528 Aradu.A01 9528 ¢ (GAA)5gagggt 85 42943256 42943340 TCCAAATTTAAGCCAAATCACA CTGTGATCCGCCACTGTTC 214
Ad01A9529 Aradu.A01 9529 p3 (GAT)5 15 42952190 42952204 AGAGGTGATGGAGCTCAGGA GGGACAACAGAGGCTTTGAC 258
Ad01A9530 Aradu.A01 9530 p3 (CAT)5 15 42960583 42960597 TCCGGCTGAGTAGCTTCAAT TCCTCTTCCTCAGCACCAAC 269
Ad01A9531 Aradu.A01 9531 p3 (TTC)7 21 42985483 42985503 TCCATCTCCCATCACTCTCC CTAGAGGATTCTCCGGCCTT 162
Ad01A9532 Aradu.A01 9532 p2 (GC)6 12 42988499 42988510 ATGCGGTTCTAGTTGGGTTG TGTCCCATCCCTCTTCAATC 231
Ad01A9534 Aradu.A01 9534 p3 (TTC)15 45 43000164 43000208 TAGGATCACCACCTACCCCA CTAGAGGTTTCTCCGGCCTT 262
Ad01A9540 Aradu.A01 9540 p4 (AAAG)5 20 43085550 43085569 CCTAACCCAAAACCTAGCCC CGGGTCAGACGTGTATCTCC 253
Ad01A9541 Aradu.A01 9541 p2 (AG)11 22 43085859 43085880 TCGCTGTCACCTCTAGTCCA AACCAAGTGATGATCCTGGC 275
Ad01A9542 Aradu.A01 9542 p2 (AT)6 12 43089090 43089101 TGTCCTTGCATGCATTACTTG TTTAATGCCCAAATTGCCTC 217
Ad01A9545 Aradu.A01 9545 p3 (AAT)5 15 43104130 43104144 TCTTCACAACTCCGCACAAC CAGGGACAAAGCATCTCCAT 263
Ad01A9548 Aradu.A01 9548 p2 (AG)10 20 43134228 43134247 AATAATGCCAGGGAACATGC TGGAAATTGAGAAGAAGAAATCC 179
Ad01A9550 Aradu.A01 9550 p3 (TTC)6 18 43171441 43171458 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 210



ID Chromosome SSRnr. SSRtype SSR Size Start End FORWARD PRIMER (5'-3") REVERSE PRIMER (5'-3") Product (bp)

Ad01A9553 Aradu.A01 9553 p3 (TAA)15 45 43184823 43184867 AAGGCAAAAAGACGCCAAC TTGTTTTCCATTGACCCCAT 277
Ad01A9554 Aradu.A01 9554 p2 (AT)6 12 43189471 43189482 TCAGTGGCCATTCGAAATAA GCCGATGAAACTTGTCTTTTT 280
Ad01A9555 Aradu.A01 9555 p3 (ATA)5 15 43190569 43190583 AATCGCAATATTCGTATTCTTTCT TTCCTTCTCTTATTCTTTGGCTTT 258
Ad01A9565 Aradu.A01 9565 p2 (AT)7 14 43250419 43250432 GGTCTATGAAGCAAAGGCCA AATCCCTCATGTTGGCAGAG 244
Ad01A9567 Aradu.A01 9567 p3 (TTC)5 15 43266730 43266744 CCTCCCCTCACACACTTTTC ACCCAATTGGATGAAGATCG 258
Ad01A9568 Aradu.A01 9568 p3 (AAG)5 15 43272584 43272598 TAGAATATTGCTCGCCCTCG CCTAATTGGTGCAGGGATGT 276
Ad01A9570 Aradu.A01 9570 ¢ (TTC)5(T)10 25 43300054 43300078 TGACTCAGAGGTGGAAGCAA CCACCCTACGTAGCCGAATA 233
Ad01A9571 Aradu.A01 9571 p3 (TCC)5 15 43304567 43304581 CAGAGCTCATGAATGGCAGA AGTGGGCCAGCTGAGTAAGA 275
Ad01A9575 Aradu.A01 9575 p3 (TCT)7 21 43322848 43322868 AATCCATCTCCCCTCACTCA CTCCCAAGACTCAGAGGTGG 201
Ad01A9580 Aradu.A01 9580 p2 (GA)17 34 43349564 43349597 ACCGCAACCGAGAGTGTTAG CAAATGCTTGCTCACCTGAA 176
Ad01A9582 Aradu.A01 9582 p3 (TAT)18 54 43401445 43401498 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 180
Ad01A9583 Aradu.A01 9583 p2 (CT)9 18 43405396 43405413 GGAACATTAACCCTAGAAATTGAGA AGACCCTTTTCGGTCCAGAT 241
Ad01A9586 Aradu.A01 9586 p3 (TAA)5 15 43409497 43409511 GGGGATGGAAAACTTGCTAA AAGTTTTTGGCGCTGTTGTC 174
Ad01A9595 Aradu.A01 9595 p3 (AAG)6 18 43528908 43528925 AGTGGTCTTGATGGGCTTTG CCCCCACTCTCCTCCATATT 238
Ad01A9601 Aradu.A01 9601 p2 (GT)6 12 43567095 43567106 TGCTTCCGTTATTGCTTGTG TGCATGCTTCTTTTGTGACAT 234
Ad01A9604 Aradu.A01 9604 p3 (TTC)26 78 43596747 43596824 TAGACCACGCGTATTCGTCA CCTTGAGAAGAAGGTGAGAAAGA 273
Ad01A9607 Aradu.A01 9607 p3 (ATT)S 15 43621911 43621925 TTTCCTGGTTTTTGTCCCTG GGAACTGCTTACCTGGTGGA 261
Ad01A9611 Aradu.A01 9611 p3 (AAT)5 15 43624062 43624076 ATTGGTCATCAAATAGGCCG TGGTAAGTTGGTGAGAGACAAAA 201
Ad01A9613 Aradu.A01 9613 p6 (AGAGAC)5 30 43630844 43630873 AAGGTCGATGCAAAATGCTT GAATTGCCTGCTGGAATGTT 271
Ad01A9615 Aradu.A01 9615 p3 (TTG)8 24 43682279 43682302 TGATAGAGCACAATGGCGTC TGGCATAGAGTTGATGGCAG 248
Ad01A9624 Aradu.A01 9624 p3 (TAA)12 36 43712691 43712726 TTTTGTAGCAGATGTGGGCA TATCCGAATAATTGCAGGGC 240
Ad01A9626 Aradu.A01 9626 ¢ (T)10caagtcact 93 43723473 43723565 GTCCTCCACACCTCAACCTT TCTCTTCTGTGTAATAATTCATTGGC 261
Ad01A9628 Aradu.A01 9628 p2 (CA)6 12 43734134 43734145 GTGTTCACACACCAAGCCAA TGAGGTATGCTCATCCCCTG 136
Ad01A9629 Aradu.A01 9629 ¢ (TTAT)5tga(A 39 43739867 43739905 CCCAAAATTTCTCACTTTGCAT GGAATTTGGGTGCCTACTGA 253
Ad01A9635 Aradu.A01 9635 p2 (TA)6 12 43800602 43800613 AGTGTCTCCTAATTTATCAATAGCATC GCAAAAGAAAGGAATTGCCA 204
Ad01A9640 Aradu.A01 9640 p3 (TAA)17 51 43825140 43825190 TTAATTATGGGGCTGATGGC TGTTGGATCGCCATTATTCA 231
Ad01A9649 Aradu.A01 9649 ¢ (AAC)8(AAT) 96 43854539 43854634 AATACAGGTGGGGGTTGATCT TCCGACGAAGCTTTTACAGAA 211
Ad01A9650 Aradu.A01 9650 p2 (GA)13 26 43855622 43855647 TGCTATCAATTCACGTGGGA TTTTGGATGGGTTCTCCAAG 173
Ad01A9651 Aradu.A01 9651 p3 (AAT)5 15 43857184 43857198 GAAACAAAATGCGGGAAAAA GCATGCAACTTGGTTTTTGA 274
Ad01A9652 Aradu.A01 9652 p2 (GA)9 18 43859936 43859953 AGTAACTCGTGCCAGGGAGA TGGTTACAGACGAAAAATCCG 239
Ad01A9655 Aradu.A01 9655 p2 (AT)11 22 43935184 43935205 GATTCACTATTTTTGGGGCG TTTCAACAACCAAAAACTAACATGA 263
Ad01A9657 Aradu.A01 9657 ¢ (TA)e6tttttttttct: 39 43948548 43948586 GGGGCATTTTTGTCTCCTTT CTTGGGACATTGGTTGAGGT 238
Ad01A9660 Aradu.A01 9660 p3 (ATT)S 15 43966777 43966791 GACGTCGGCTTTGTGAAGTC CAGGGAAAAAGGCACTCTTG 192
Ad01A9663 Aradu.A01 9663 p3 (TTA)7 21 44000229 44000249 TCCCGACTTTCGATGGTTAG AGCCCTATGCTTGCCTTTTT 240
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Ad01A9664 Aradu.A01 9664 p3 (TTA)6 18 44003162 44003179 GGATGTAAGACCCAAGTTTTCG TGAATGCCTTAAGCCAAAAGA 270
Ad01A9666 Aradu.A01 9666 p2 (AG)6 12 44008198 44008209 GCGTCACTTTTTCGTGACCT AAAGAACCCGGGATTGAGAG 262
Ad01A9669 Aradu.A01 9669 p2 (GA)6 12 44013073 44013084 TGACTCAGAGGTGGAAGCAA ACCTCCATCCATCTCTTCCC 252
Ad01A9670 Aradu.A01 9670 p2 (TA)6 12 44020772 44020783 TGCTTGTCCTCAAGCAAAGA TAGGCACCAGGTGTGAGTTG 246
Ad01A9671 Aradu.A01 9671 p3 (AGG)5 15 44034717 44034731 CCAAAGAGAGAGTGCAAGGC CATGAATGGCAGAAGGAGGT 198
Ad01A9674 Aradu.A01 9674 p3 (AAT)5 15 44043937 44043951 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 279
Ad01A9675 Aradu.A01 9675 p3 (TAA)6 18 44047624 44047641 GAAAACCGAAAGCTCTTTTTCA TGGTTAGGTTCTCACCACCC 275
Ad01A9676 Aradu.A01 9676 p2 (AT)7 14 44052574 44052587 TTGCTTAATGCAACCCAGAG GAATGATGCGCAGACAAGAA 218
Ad01A9677 Aradu.A01 9677 p2 (CT)14 28 44061984 44062011 CAGACCCTCTTTTCACGAGC TCCAGACTCGTCATCACTGC 204
Ad01A9678 Aradu.A01 9678 ¢ (TC)6(T)10 22 44066984 44067005 ATCCATTGATGCTCAAAGCC TGGCTCCTGAAAGAATGAGG 190
Ad01A9681 Aradu.A01 9681 p2 (AT)9 18 44095019 44095036 GCCATTCGATAGCGAGGATA TGGTGAGACCGTGTGGTTAG 239
Ad01A9682 Aradu.A01 9682 p3 (CAG)5 15 44097760 44097774 CCAGAGGCTAACTTCGATGG GCCAGACGAGATGGAAAGAG 198
Ad01A9683 Aradu.A01 9683 p3 (CAA)S 15 44098844 44098858 CAGAAGCAGAAGCATGCAAA TTTGTAGCCTGCCAACACTG 269
Ad01A9684 Aradu.A01 9684 p2 (AC)9 18 44099347 44099364 TCCTGGACCGAAGCTTTAGA CACATGCAATTGACACCAAA 183
Ad01A9685 Aradu.A01 9685 p2 (TA)6 12 44100667 44100678 GCCACTCGATAGCGAGAATA TCAGAGAGATGGGAGTCGTG 269
Ad01A9687 Aradu.A01 9687 p2 (CT)9 18 44103300 44103317 AACAACTGGAAGGATGACGG AGAGACGAACGCAAGGAGAA 243
Ad01A9688 Aradu.A01 9688 p6 (GTGTGA)5 30 44103553 44103582 TTCTCCTTCTGGATCGCACT ACCAATAACCCAGTGACCCA 241
Ad01A9692 Aradu.A01 9692 ¢ (T)10agttttttta: 107 44115569 44115675 CTTCTCGCATTTGGCAATTT CATCTCTCCCCAATCGTGTT 206
Ad01A9695 Aradu.A01 9695 p2 (AT)6 12 44137678 44137689 GAGCAAGGGCGTGATCTAAG GCCTGATGATGATGAGAGCA 257
Ad01A9696 Aradu.A01 9696 c* (A)11(AG)T* 24 44138016 44138039 TTGGCTCCTGAAAGGATGAG ATGCCACAAGCACATGGTTA 269
Ad01A9700 Aradu.A01 9700 p3 (AAT)6 18 44174928 44174945 TTGCTTTGTTTTTATTTTCTTCTGG AGCTGCTTGCTTTAATGGGA 261
Ad01A9701 Aradu.A01 9701 p2 (TA)9 18 44203133 44203150 CTTTACTTTGGTTTGGGGCA CAGATTTTTGCTCAGCTCCC 258
Ad01A9706 Aradu.A01 9706 p2 (AT)8 16 44229224 44229239 TGTCCTTGCATGCATTACTTG GATAGCCATAAACGCCCAAA 207
Ad01A9708 Aradu.A01 9708 p3 (CTT)8 24 44262190 44262213 GTGAAATCGAAGAAGCGAGG ACAACTCGCTGACACACAGC 243
Ad01A9712 Aradu.A01 9712 p3 (ATG)9 27 44266269 44266295 ACTGGACCTTGAGGGAGGTT TCCCCTTGCTGTACCATAGC 276
Ad01A9713 Aradu.A01 9713 ¢ (A)1ottattttcga 67 44273598 44273664 TCGAAAATACCTCCCTCTTTTTC CAGAAGGGTGAGGATATGGGT 231
Ad01A9714 Aradu.A01 9714 p3 (TCT)5 15 44277113 44277127 CCTACTCCCTCTCCCCTCAC TAAAATATTGCTCGCCCTCG 171
Ad01A9715 Aradu.A01 9715 p3 (TTC)5 15 44283723 44283737 AAACCCCTCATCCATCCTTC AGCAATGCTTTTTCCACACC 171
Ad01A9718 Aradu.A01 9718 p2 (AG)8 16 44293355 44293370 GAGCTCCCAGATCAAGATGC TCCCGTCAGTTACATCCACA 167
Ad01A9720 Aradu.A01 9720 p2 (TA)6 12 44301875 44301886 ACAAAATCAACCAAAAGCTCA TCCAAAAGAAAAATTCAACCAAA 259
Ad01A9721 Aradu.A01 9721 c* (CT)25(TGCG 73 44303405 44303477 CACCCCTCTCCCTTCTCTCT AGGGAGCTTGAGCTTGAACA 275
Ad01A9722 Aradu.A01 9722 p3 (GAA)5 15 44305761 44305775 CATTGGAGAGCATGCTGAGA GAGGCACAAACACAGAAGCA 255
Ad01A9725 Aradu.A01 9725 p2 (AG)6 12 44327505 44327516 GAGGAGATGAAAAGGGAGGG TCACTCTCCTTCGCCAAGAT 234
Ad01A9727 Aradu.A01 9727 p2 (AG)7 14 44342016 44342029 CAATTCAAATGCCGGAATAAA AATTACAGAACACGCCCCAG 278
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Ad01A9728 Aradu.A01 9728 p2 (TA)6 12 44342892 44342903 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270
Ad01A9730 Aradu.A01 9730 p2 (AT)7 14 44346661 44346674 TATTGTGCAAATGACGCGAT TGCATTCTGCATTTTTCGTT 261
Ad01A9731 Aradu.A01 9731 p2 (AG)9 18 44367307 44367324 GATAGTGCGCAGACAAGCAA TGATAAAGACTTCAACGGAGGT 261
Ad01A9733 Aradu.A01 9733 p2 (GA)7 14 44390500 44390513 GAAAAGGAAGGAGGGAAGAAGA ACAGCTCAACCAAAATTGCC 173
Ad01A9738 Aradu.A01 9738 ¢ (T)10cqgttttetttt 48 44463507 44463554 AATTAGAGGTGCCCAGGGTT TGTGGTTCATGAATGTTGGC 231
Ad01A9740 Aradu.A01 9740 p2 (TA)7 14 44476354 44476367 TAAAGGTGGTGAGGCGCTAC GCTGGAGACTCTTTGGCAAG 197
Ad01A9742 Aradu.A01 9742 p3 (ATA)6 18 44497180 44497197 TTCAAAATTGGTTTTCAAAAGTTG AATGAGATGGGGGAAGGAAA 276
Ad01A9743 Aradu.A01 9743 p2 (GA)6 12 44507985 44507996 TCAAAATAGAGATCTGAAACATGGA TTCAGAGAGAGCTCGCCAAT 222
Ad01A9746 Aradu.A01 9746 p3 (GTC)5 15 44509909 44509923 CCTATGGTAATTCCGACGGT CAACTCAGGGCCACGAGAC 268
Ad01A9747 Aradu.A01 9747 p2 (AT)11 22 44510595 44510616 GCGAAAACAAACCGAAACTT ACGACTGAACATCGGAGCTT 231
Ad01A9748 Aradu.A01 9748 p2 (AT)11 22 44515489 44515510 ATTGAGCCTTCGCAAATACG ACAGGTTCAGGAATCCTTGG 270
Ad01A9750 Aradu.A01 9750 p2 (TA)8 16 44518131 44518146 GGGTTTGGGATTTTTCCATC TGTGGAAAGATCAGATGGCTC 189
Ad01A9751 Aradu.A01 9751 p2 (TA)8 16 44518390 44518405 CCACCAACTTTTGAGTTGACC TGTTTTTCAGATGCAGGACG 160
Ad01A9752 Aradu.A01 9752 p4 (TATT)S 20 44531735 44531754 TGCTTATTTTAGACATACCCCACA CGTAATTGAGGGGAGACACC 168
Ad01A9753 Aradu.A01 9753 p2 (AT)8 16 44544088 44544103 GGCAATTTGGGTAAGTGAGC TCGAGAAATTATCTATAGGGCACC 236
Ad01A9758 Aradu.A01 9758 p3 (ATT)S 15 44571079 44571093 CAAACTTGGGTGTCGAACAA CCCATCAGAGACATGAAGTCAG 269
Ad01A9762 Aradu.A01 9762 p2 (TA)10 20 44583387 44583406 AATTGCAATAAAAGCCACCG AATCCTTTTTGCGAGCTTCA 197
Ad01A9764 Aradu.A01 9764 ¢ (AT)11taatgttc 79 44595631 44595709 TGGCACACTTCAAAAGCGTA AGCATGAGATTGCGTGAGTG 230
Ad01A9766 Aradu.A01 9766 p2 (AT)8 16 44611713 44611728 TGAAATTCCCTTCCTTTGAA TTAGCAATGGTTTGCCACAA 228
Ad01A9767 Aradu.A01 9767 p4 (TTAT)S 20 44618360 44618379 TGAGCTTGACCTAGGACTTATCAA TGCCAAACCTCATTATTTTCG 268
Ad01A9768 Aradu.A01 9768 p4 (GAAA)8 32 44618986 44619017 TCTCCTCAGCAACACACAGG CTCTCTTATCGGAACAGCGG 265
Ad01A9769 Aradu.A01 9769 p5 (AATAA)6 30 44631107 44631136 GGGTTAGCATATGACCCCAG TTTCTTTCTCCTCACTTTTTCG 241
Ad01A9771 Aradu.A01 9771 p2 (TC)6 12 44675694 44675705 TTGTGGTGGGCAAAAGAAAT TTAAACTGGCAGAACCCGAC 238
Ad01A9774 Aradu.A01 9774 p2 (AG)6 12 44700223 44700234 TACACTGTGGGCGATTTCTG AGAACCTGGGATTGAGAGCC 227
Ad01A9776 Aradu.A01 9776 p3 (AGG)5 15 44713568 44713582 TTTCGGTTCATTCGATCACA TTATTATCGTTATCGCCGCC 218
Ad01A9777 Aradu.A01 9777 p3 (GAA)S 15 44715249 44715263 GGCCCGATTAACCAATTTTT CCATCATCTGCAAACACCAC 262
Ad01A9779 Aradu.A01 9779 p2 (AT)6 12 44716392 44716403 TCCACCAATGTGACTCAAACA ACGAGGTGTGCAATTTGGTT 159
Ad01A9781 Aradu.A01 9781 p3 (CAT)5 15 44722882 44722896 TCCTTGGAGAGTTGGCTTGT GATGAAATTCTGGCCCTTGA 141
Ad01A9782 Aradu.A01 9782 p3 (TAT)6 18 44724160 44724177 GGCTTCCTACATAGGCATTCA CGAGATCTGTCCCTCAATCC 136
Ad01A9784 Aradu.A01 9784 p3 (ATC)5 15 44727551 44727565 CAC