Supplementary File S1:. Sequence comparison of the 18S (pp.
2-3), 5.8S (p. 4) and 28S (pp. 5-8) rRNA variant types coming from
all the genomic 45S rDNA units (Supplementary Table 3A).
Nucleotides identical to the first row (45-M) are indicated as dots,
while gaps are expressed as dashes.
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455-M 28S
455-U1 28S
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