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Fig. S2. Expression of the top-50 downregulated genes in response to P. brassicae feeding
and combined stresses. The highest significantly downregulated genes (log, < -0.585, P <
0.05) were extracted from microarray data (orange bars) and plotted with values from
combined stresses. (A) Egg extract/P. brassicae larvae (yellow bars), (B) Xanthomonas
campestris pv. raphani /P. brassicae larvae (green bars), and (C) Brevicoryne brassicae/P.
brassicae larvae (blue bars). Significant differences between single and combined stress are
indicated (Student’s #-test, ***P<0.001, **P<0.01, *P< 0.05).



