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Supplementary Figures
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Figure S1. Hot chromosome locations containing one or more significant peaks of
variations. The distribution of mutations across human chromosomal bands was
investigated. A few hot chromosome locations containing one or more significant peaks
of variations were found. But more than half of the variations contained in each peak can

be explained by very few well-known cancer genes.
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Supplementary Tables

Table S1. 167 mutated proteins with high ‘crVARs : ncrVARS’ ratios in cancers

gene name protein ID crVARs count ncrVARs count  ratio (crVARS : ncrVARS)
PTEN ENSP00000361021 375 1 375
SMARCB1 ENSP00000263121 50 1 50
TP53 ENSP00000269305 459 1 41.73
CEBPA ENSP00000427514 74 2 37
RUNX1 ENSP00000300305 70 2 35
SMAD4 ENSP00000381452 114 4 28.5
SMAD4 ENSP00000341551 113 4 28.25
PIK3CA ENSP00000263967 162 6 27
TP53 ENSP00000391478 384 15 25.6
DNMT3A  ENSP00000264709 70 3 23.33
DNMT3A  ENSP00000324375 70 3 23.33
NF2 ENSP00000344666 186 1 16.91
MAP2K4  ENSP00000262445 14 1 14
EZH2 ENSP00000320147 53 4 13.25
VHL ENSP00000256474 253 21 12.05
PAK3 ENSP00000361077 11 1 1
OGT ENSP00000362824 11 1 11
OoGT ENSP00000362805 11 1 1
STK11 ENSP00000324856 53 5 10.6
KCNAG ENSP00000280684 10 1 10
CDC73 ENSP00000356405 26 3 8.67
MEN1 ENSP00000308975 103 12 8.58
TET2 ENSP00000369351 273 33 8.27
GRM3 ENSP00000355316 33 4 8.25
PRMT8 ENSP00000372067 8 1 8
FBXW?7 ENSP00000281708 79 1 7.18
PRKAR1A ENSP00000351410 7 1 7
CPSF2 ENSP00000298875 7 1 7
PRKAR1A ENSP00000376474 7 1 7
PRKAR1IA ENSP00000376475 7 1 7
PRKAR1IA ENSP00000445625 7 1 7
NF1 ENSP00000351015 149 22 6.77
TP53 ENSP00000410739 65 10 6.5
MEF2C ENSP00000426665 13 2 6.5
MEF2C ENSP00000396219 13 2 6.5
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